^ 9 



15 10 15 

get gaa gac tec agt atg caa ctg act aca agg aga cag aag get gag 98 
Ala Glu Asp Ser Ser Met Gin Leu Thr Thr Arg Arg Gin Lys Ala Glu 

20 25 30 

gee ggg gtg eta gag aac ctt gee gtg ctg gaa ttc acg ttg aeg ece 146 
Ala Gly Val Leu Glu Asn Leu Ala Val Leu Glu Phe Thr Leu Thr Pro 

35 40 45 

eca egg age tet get gea gag ccc teg agt eec gea ett ccg ggc gee 194 
Pro Arg Ser Ser Ala Ala Glu Pro Ser Ser Pro Ala Leu Pro Gly Ala 

50 55 60 

agg tgg egc tgg ttc tgt tgc eaa etc gga gag act gag ctg ggc cac 242 
Arg Trp Arg Trp Phe Cys Cys Gin Leu Gly Glu Thr Glu Leu Gly His 

65 70 75 

gea aga tgg cge cgt ceg ect tgc tgc gtc ccc ttt ccc ggc tgc tgg 2 90 

Ala Arg Trp Arg Arg Pro Pro Cys Cys Val Pro Phe Pro Gly Cys Trp 
80 85 90 95 

ccc ccg eca ggc tec cga gcg gee ctt eag tgc gat caa agt tet acg 338 
Pro Pro Pro Gly Ser Arg Ala Ala Leu Gin Cys Asp Gin Ser Ser Thr 
^ 100 105 110 

^ tgc gag age cge cga atg eca aac ctg act ggc tgaaagttgg gttcaccttg 3 91 

^ Cys Glu Ser Arg Arg Met Pro Asn Leu Thr Gly 
115 120 
ggeaceactg tettettgtg gatetatctc ateaaacaac acaatgaaga tattttagag 451 
m tacaaaagaa gaaatgggct ggaataaact tttgaaacac taatgtagta tgcteegtat 511 
agtgattgta gctgttcctc tggattcacc atctgttgag ttgtaaatgt gagagaaaaa 571 
gttatatgtg ratatatatc aagce 55g 



<210> 3990 

<211> 597 

<212> DNA 

<213> Homo sapiens 



=P <220> 



<221> CDS 
<222> 10. .507 



<400> 3990 

accatatta atg etc ttt aat aat aaa gaa aaa tac aca ttt gag gaa att 51 
Met Leu Phe Asn Asn Lys Glu Lys Tyr Thr Phe Glu Glu He 
15 10 
cag caa gag aca gat ate ect gaa aga gag ctt gtt aga gee eta cag 99 
Gin Gin Glu Thr Asp He Pro Glu Arg Glu Leu Val Arg Ala Leu Gin 
15 20 25 30 

tec etc gee tgt ggt aaa eca aca eag egg gtt ctt aca aaa gaa ccc 147 
Ser Leu Ala Cys Gly Lys Pro Thr Gin Arg Val Leu Thr Lys Glu Pro 

35 40 45 

ara tea aag gaa ata gaa aat ggt cat ata ttt aca gtt aat gat caa 195 
Xaa Ser Lys Glu He Glu Asn Gly His He Phe Thr Val Asn Asp Gin 

50 55 60 

ttc aca tee aaa eta cac aga gtc aag att caa aca gtt get gee aaa 243 
Phe Thr Ser Lys Leu His Arg Val Lys He Gin Thr Val Ala Ala Lys 

65 70 75 

caa ggt gaa tec gae eca gag agg aaa gaa aca agg cag aaa gta gac 291 



2501 




0 



Gin 


Gly 


Glu 


Ser 


Asp 


Pro 


Glu 


Arg 


Lys 


Glu 


Thr 


Arg 


ni n 

OXll 


Lys 


Val 


Asp 




80 










85 


















gac 


gac 


aga 


aaa 


cat 


Qaa 


ata 


gaa 


get 


act 


ata 


rji~ CI 




d L. ct 


CL L.y 


aaa 


Asp 


Asp 

IT 


Arq 


Lvs 


His 


Glu 


lie 


Glu 


Ala 


Ala 


X J. c 


V d X 


Arg 


xxe 


lYiec 


Lys 


95 










100 










X W 3 








110 


tct 


aga 


aag 


aag 


atcr 


cag 


cac 


aat 


gtt 


eta 


gta 


gcg 


gag 


gta 


act 


cag 


Ser 


Arg 


Lys 


Lys 


Met 
lie; 


Gin 


His 


Asn 


Val 


Leu 
120 


Val 


Ala 


Glu 


Val 


Thr 
125 


Gin 


cag 


ttg 


aag 


gcg 


cga 


ttc 


tta 


cca 


agt 


cca 


gtt 


gtt 


att 


aag 


aaa 


cgt 


Gin 


Leu 


Lys 


Ala 


Arg 


Phe 


Leu 


Pro 


Ser 


Pro 


Val 


Val 


He 


Lys 


Lys 


Arg 








130 










135 










140 


att 


gaa 


gga 


ctt 


att 


gag 


aga 


gaa 


tat 


ttg 


gca 


cga 


aca 


cct 


gag 


gat 


He 


Glu 


Gly 


Leu 


He 


Glu 


Arg 


Glu 


Tyr 


Leu 


Ala 


Arg 


Thr 


Pro 


Glu 


Asp 






145 










150 










155 






cgc 


aaa 


gta 


tac 


aca 


tat 


gta 


gca 


taaaatgcgt tcagaaattt gatttattct 


Arg 


Lys 
160 


Val 


Tyr 


Thr 


Tyr 


Val 
165 


Ala 





















<210> 
<211> 


3991 
426 


^ s 


<212> 


DNA 




<213> 


Homo 




<220> 
<221> 


CDS 




<222> 


26. . 



339 



387 



435 



483 



537 



tggactgtac tcttcgcatg gactgggaag ttcttttaaa tcattaaata ttaagacgac 597 



403 



U <400> 3991 

aaggcgggaa cacgcggggc ccaag atg gcg gcc age egg tac egg cgt ttt 52 
ll Met Ala Ala Ser Arg Tyr Arg Arg Phe 

1 5 

ctt aag etc tgt gag gaa tgg cca gtg gac gag acc aaa egg ggc egg 100 
Leu Lys Leu Cys Glu Glu Trp Pro Val Asp Glu Thr Lys Arg Gly Arg 
10 15 20 25 

gac ttg ggc get tac ctg cga cag egg gta gca cag gcc ttt egg gag 148 
Asp Leu Gly Ala Tyr Leu Arg Gin Arg Val Ala Gin Ala Phe Arg Glu 

30 35 40 

gga gag aat acc cag gtt gca gag cct gag gcc tgt gat cag atg tac 196 
Gly Glu Asn Thr Gin Val Ala Glu Pro Glu Ala Cys Asp Gin Met Tyr 

45 50 55 

gag age tta gcg cga etc cat tea aac tac tac aaa cac aag tac cct 244 
Glu Ser Leu Ala Arg Leu His Ser Asn Tyr Tyr Lys His Lys Tyr Pro 

60 65 70 

cgc ecc aga gac acc age ttc agt ggc ctg teg ttg gaa gag tac aag 2 92 

Arg Pro Arg Asp Thr Ser Phe Ser Gly Leu Ser Leu Glu Glu Tyr Lys 

75 80 85 

ctg ate ctg tec aca gac ace ttg gaa gag ctt aag gaa ata gat aaa 340 
Leu He Leu Ser Thr Asp Thr Leu Glu Glu Leu Lys Glu He Asp Lys 
90 95 100 105 

ggc atg tgg aag aaa ctg cag gag aag ttt gcc cec aag ggt cct gag 3 88 

Gly Met Trp Lys Lys Leu Gin Glu Lys Phe Ala Pro Lys Gly Pro Glu 
110 115 120 



2502 



gag gat cat aag gcc tgagctcagg ccttacctcg tgc 426 
Glu Asp His Lys Ala 
125 

<210> 3992 
<211> 598 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 76. .516 



5 5«3 



<400> 3992 

aagcaccctt cagcagttcc acacactcgc ttctggaacg tctgaggtta tcaataagct 60 
cctagtccag acgcc atg ggt cat ttc aca gag gag gac aag get act ate 111 
Met Gly His Phe Thr Glu Glu Asp Lys Ala Thr He 
15 10 
aca age ctg tgg ggc aag gtg aat gtg gaa gat get gga gga gaa aec 15 9 

Thr Ser Leu Trp Gly Lys Val Asn Val Glu Asp Ala Gly Gly Glu Thr 
r; 20 25 

ctg gga agg etc ctg gtt gtc tac eca tgg acc cag agg ttc ttt gac 207 
m Leu Gly Arg Leu Leu Val Val Tyr Pro Trp Thr Gin Arg Phe Phe Asp 
m 30 35 40 

^ age ttt ggc aac ctg tec tct gcc tct gee ate atg ggc aac ecc aaa 255 
C= ^-^^ Ser Ala He Met Gly Asn Pro Lys 

50 55 60 

p. gtc aag gca eat ggc aag aag gtg ctg act tec ttg gga gat gee ata 3 03 

P Val Lys Ala His Gly Lys Lys Val Leu Thr Ser Leu Gly Asp Ala He 

65 70 75 

aag cac ctg gat gat etc aag ggc ace ttt gee cag ctg agt gaa ctg 351 
J Lys His Leu Asp Asp Leu Lys Gly Thr Phe Ala Gin Leu Ser Glu Leu 
U 80 85 90 

p cac tgt gac aag ctg cat gtg gat ect gag aac ttc aag etc ctg gga 399 
His Cys Asp Lys Leu His Val Asp Pro Glu Asn Phe Lys Leu Leu Gly 

95 100 105 

awt gtg ctg gtg aec gtt ttg gca ate eat ttc ggc aaa gaa ttc aec 447 
Xaa Val Leu Val Thr Val Leu Ala He His Phe Gly Lys Glu Phe Thr 

110 115 120 

cct gag gtg cag get tec tgg cag aag atg gtg act gca gtg gee agt 4 95 

Pro Glu Val Gin Ala Ser Trp Gin Lys Met Val Thr Ala Val Ala Ser 
125 130 135 140 

gcc ctg tee tee aga tac cac tgagcetett gcccatgatt cagagettte 546 
Ala Leu Ser Ser Arg Tyr His 
145 

aaggatagge tttattctge aagcaateaa ataataaawc tattctgetg ag 598 

<210> 3993 
<211> 474 
<212> DNA 

<213> Homo sapiens 
<220> 



2503 



<221> CDS 
<222> 35. .436 



y 



<400> 3993 

agcagctagt cacgctcggt accaggcgca gate atg gea ggc age egg ctg gaa 55 

Met Ala Gly Ser Arg Leu Glu 
1 5 

aec gta ggg age ate tte tct egg act egg gae etg gtt egg gee ggg 103 
Thr Val Gly Ser lie Phe Ser Arg Thr Arg Asp Leu Val Arg Ala Gly 

10 15 20 

gtg ctg aag gag aag eee ctg tgg ttt gae gta tat gae gee ttt eee 151 
Val Leu Lys Glu Lys Pro Leu Trp Phe Asp Val Tyr Asp Ala Phe Pro 

25 30 35 

ceg ctg agg gag eee gte ttc caa agg cet ega gtg ega tat ggc aaa 199 
Pro Leu Arg Glu Pro Val Phe Gin Arg Pro Arg Val Arg Tyr Gly Lys 
40 45 50 55 

gee aaa get eee ate caa gae ate tgg tac eac gag gat egg att aga 247 
Ala Lys Ala Pro He Gin Asp He Trp Tyr His Glu Asp Arg He Arg 

60 65 70 

geg aag ttt tat tea gtg tat ggg tct ggt caa aga get ttt gat eta 2 95 

Ala Lys Phe Tyr Ser Val Tyr Gly Ser Gly Gin Arg Ala Phe Asp Leu 

75 80 85 

tte aat eca aac tte aag tct aec tgt eaa egg ttt gtg gag aag tac 343 
Phe Asn Pro Asn Phe Lys Ser Thr Cys Gin Arg Phe Val Glu Lys Tyr 

90 95 100 

act gag eta eag aaa ett gga gaa aea gat gaa gag aag tta ttt gtg 391 
Thr Glu Leu Gin Lys Leu Gly Glu Thr Asp Glu Glu Lys Leu Phe Val 

105 110 115 

gaa aea ggg aag get tta ttg gea gaa ggt gtc awt tta aga egg 436 
Glu Thr Gly Lys Ala Leu Leu Ala Glu Gly Val Xaa Leu Arg Arg 
120 125 130 

taggegacaa ggretcmaea cgaggtagte acgtttce 474 



%J <210> 3994 

<211> 556 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 
<222> 157. .510 



<400> 3994 

eeaeecttaa gaaaggagae agaaeeaeat eatgaaettg atctgeaaet ggaatatgga 60 
eaaggaeaea ggggeattgg tttagttttg gtetctgtgt aettatttee tteagatgec 120 
egaggaaaga gaaaaagtag agaageagea gemgeg atg gae gtg tte etc atg 174 

Met Asp Val Phe Leu Met 
1 5 

ate egg cgc eac aag aec aec ate tte aeg gae gee aag gag tee age 222 
He Arg Arg His Lys Thr Thr He Phe Thr Asp Ala Lys Glu Ser Ser 

10 15 20 

aeg gtg tte gaa ctg aag cgc ate gte gag ggc ate cte aag egg ect 270 



2504 




Thr Val Phe Glu Leu Lys Arg lie Val Glu Gly lie Leu Lys Arg Pro 

25 30 35 

cct gac gag cag egg ctg tac aag gat gac caa etc ttg gat gat gge 318 
Pro Asp Glu Gin Arg Leu Tyr Lys Asp Asp Gin Leu Leu Asp Asp Gly 

40 45 50 

aag aca etg gge gag tgt gge ttc aec agt eaa aca gca egg eca eag 3 66 

Lys Thr Leu Gly Glu Cys Gly Phe Thr Ser Gin Thr Ala Arg Pro Gin 
55 60 65 70 

gee cca gcc aca gtg ggg ctg gee ttc egg gca gat gac acc ttt gag 414 
Ala Pro Ala Thr Val Gly Leu Ala Phe Arg Ala Asp Asp Thr Phe Glu 

75 80 85 

gcc etg tge ate gag ccg ttt tec age ceg cca gag ctg cce gat gtg 462 
Ala Leu Cys lie Glu Pro Phe Ser Ser Pro Pro Glu Leu Pro Asp Val 

90 95 100 

atg aag ecc cag gac teg gga age agt gee aat gaa eaa gcc gtg cag 510 
Met Lys Pro Gin Asp Ser Gly Ser Ser Ala Asn Glu Gin Ala Val Gin 

105 110 115 

tgagaccccc aagaggccca tttcccccaa taaaagagat ttggga 556 

<210> 3995 

<211> 444 

<212> DNA 

<213> Homo sapiens 

C= <220> 

W <221> CDS 

^ <222> 45. .398 



<400> 3995 

m gagegcggct gcgcggcgeg tcgaggggag aggeageage cgcg atg gac gtg ttc 56 
P Met Asp Val Phe 

1 

etc atg ate egg cgc eac aag aec acc ate ttc aeg gac gee aag gag 104 
Leu Met lie Arg Arg His Lys Thr Thr lie Phe Thr Asp Ala Lys Glu 
5 10 15 20 

tec age aeg gtg ttc gaa ctg aag cgc ate gtc gag gge ate etc aag 152 
Ser Ser Thr Val Phe Glu Leu Lys Arg He Val Glu Gly He Leu Lys 

25 30 35 

egg cct eet gac gag cag egg ctg tac aag gat gac eaa etc ttg gat 200 
Arg Pro Pro Asp Glu Gin Arg Leu Tyr Lys Asp Asp Gin Leu Leu Asp 

40 45 50 

gat gge aag aca ctg gge gag tgt gge ttc ace agt caa aca gca egg 24 8 

Asp Gly Lys Thr Leu Gly Glu Cys Gly Phe Thr Ser Gin Thr Ala Arg 

55 60 65 

cca cag gcc cca gcc aca gtg ggg ctg gcc ttc egg gca gat gac acc 2 96 

Pro Gin Ala Pro Ala Thr Val Gly Leu Ala Phe Arg Ala Asp Asp Thr 

70 75 80 

ttt gag gcc ctg tge ate gag ccg ttt tec age ccg cca gag ctg cce 344 
Phe Glu Ala Leu Cys He Glu Pro Phe Ser Ser Pro Pro Glu Leu Pro 
85 90 95 100 

gat gtg atg aag cce eag gac teg gga age agt gee aat gaa caa gcc 3 92 

Asp Val Met Lys Pro Gin Asp Ser Gly Ser Ser Ala Asn Glu Gin Ala 
105 110 115 



2505 



gtg cag tgagaccccc aagaggccca tttcccccaa taaaagagat ttggga 444 
Val Gin 

<210> 3996 

<211> 466 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 108 . .437 



<400> 3996 

acagctgcgc gtctgcggga ataggtgcag cgggcccttg gcgggggact ctgagggagg 60 
agctggggac ggcgacccta ggagagttct ttggggtgac tttcaag atg gac tct 116 

Met Asp Ser 
1 

Q act eta aca gca agt gaa ate egg cag cga ttt ata gat ttc ttc aag 164 
-J Thr Leu Thr Ala Ser Glu lie Arg Gin Arg Phe lie Asp Phe Phe Lys 
m 5 10 15 

agg aac gag cat aeg tat gtt cac teg tct gee acc ate cea ttg gat 212 
Arg Asn Glu His Thr Tyr Val His Ser Ser Ala Thr lie Pro Leu Asp 
20 25 30 35 

gac ece act ttg etc ttt gee aat gca ggc atg aac cag ttt aaa eee 260 
Asp Pro Thr Leu Leu Phe Ala Asn Ala Gly Met Asn Gin Phe Lys Pro 

40 45 50 

att ttc ctg aac aca att gac cea tct cac ecc atg gca aag ctg age 308 
lie Phe Leu Asn Thr lie Asp Pro Ser His Pro Met Ala Lys Leu Ser 
ry 55 60 65 

fU aga get gcc aat acc cag aag tge ate egg get ggg ggc aaa cat aat 3 56 

Arg Ala Ala Asn Thr Gin Lys Cys lie Arg Ala Gly Gly Lys His Asn 

70 75 80 

gac ctg gac gat gtg ggc aag gat gte tat eat eae acc ttc ttc gag 4 04 

Asp Leu Asp Asp Val Gly Lys Asp Val Tyr His His Thr Phe Phe Glu 

85 90 95 

atg ctg ggc tea ttg gte ttt tgg aga tta ett taaggaattg geatgtaaga 457 
Met Leu Gly Ser Leu Val Phe Trp Arg Leu Leu 
100 105 110 

tggctctgg 

<210> 3997 
<211> 570 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 68 . .502 



466 



<400> 3997 

taaagaaaaa gcmagttctt tgateagttt acteaaacag gaagggatag ccacaagtga 60 
eaacttc atg cag get ttc ctg aat gta ttg gac cak tgt ccc aaa ctg 109 



2506 



Met Gin Ala Phe Leu Asn Val Leu Asp Xaa Cys Pro Lys Leu 
15 10 
gag gtt gac ate cct ttg gtg aaa tec tat tta gca cag ttt gca get 157 
Glu Val Asp He Pro Leu Val Lys Ser Tyr Leu Ala Gin Phe Ala Ala 
15 20 25 30 

cgt gcc ate att tea gag etg gtg age att tea gaa eta get eaa cea 205 
Arg Ala He He Ser Glu Leu Val Ser He Ser Glu Leu Ala Gin Pro 

35 40 45 

eta gaa agt ggc ace cat ttt cct etc ttc eta ctt tgt ett cag cag 253 
Leu Glu Ser Gly Thr His Phe Pro Leu Phe Leu Leu Cys Leu Gin Gin 

50 55 60 

tta get aaa tta eaa gat ega gaa tgg tta aca gaa ctt ttt eaa eaa 301 
Leu Ala Lys Leu Gin Asp Arg Glu Trp Leu Thr Glu Leu Phe Gin Gin 

65 70 75 

age aag gtc aat atg cag aaa atg etc cea gaa att gat cag aat aag 349 
Ser Lys Val Asn Met Gin Lys Met Leu Pro Glu He Asp Gin Asn Lys 

80 85 90 

gac cgc atg ttg gag att ttg gaa gga aag gga ctg agt ttc tta ttc 3 97 

Asp Arg Met Leu Glu He Leu Glu Gly Lys Gly Leu Ser Phe Leu Phe 
95 100 105 110 

cea mte etc aaa ttg gag aag gaa ctg ttg aag caa ata aag ttg gat 445 

Glu Leu Leu Lys Gin He Lys Leu Asp 
hi 115 120 125 

=^ cea tec cct caa ace ata tat aaa tgg att aaa gat aac ate tet ccc 493 
Pro Ser Pro Gin Thr He Tyr Lys Trp He Lys Asp Asn He Ser Pro 
130 135 140 

^41 aaa etc atg tagataaagg atttgtgaac atettaatga etagettctt 542 
Lys Leu Met 
145 

acagtacatt tctagtgaag taaaccec 570 



'■b3 S 



Q 



<210> 3998 

<211> 441 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 20 . .367 



<400> 3998 

caccgaggtk nteaagaac atg ggc tat gee gcc aag gee atg aag geg gee 52 

Met Gly Tyr Ala Ala Lys Ala Met Lys Ala Ala 













1 








5 










10 




cat 


gac 


aac 


atg 


gac 


ate 


gat 


aaa 


gtt 


gat 


gag 
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Asp 
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He 


Asp 


Lys 


Val 


Asp 


Glu 


Leu 


Met 


Gin 


Asp 


He 
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20 










25 




get 


gac 


cag 


aaw 


gaa 


ctt 


gca 


gag 


gag 


att 


tea 


aca 


gca 


att 


teg 


aaa 


Ala 


Asp 


Gin 


Xaa 


Glu 


Leu 


Ala 


Glu 


Glu 


He 


Ser 


Thr 


Ala 


He 


Ser 


Lys 






30 










35 










40 






cct 


gta 


ggg 


ttt 


gga 


gaa 


gag 


ttt 


gac 


gag 


gat 


gag 


etc 


atg 


geg 


gaa 


Pro 


Val 


Gly 


Phe 


Gly 


Glu 


Glu 


Phe 


Asp 


Glu Asp 


Glu 


Leu 


Met 


Ala 


Glu 




45 










50 










55 











2507 



tta gaa gaa eta gaa cag gag gaa 
Leu Glu Glu Leu Glu Gin Glu Glu 



60 



65 



agt gga ccc gaa aca gtc cct eta 
Ser Gly Pro Glu Thr Val Pro Leu 
80 

cea tea aaa cee gee aag aag aaa 
Pro Ser Lys Pro Ala Lys Lys Lys 
95 

gaa ttg gag aac tgg get gga tec 
Glu Leu Glu Asn Trp Ala Gly Ser 
110 115 
tgggeeeaga eagaetgtgg tggcetgcge 

<210> 3999 

<211> 468 

<212> DNA 

<213> Homo sapiens 



eta 
Leu 

eea 
Pro 

gaa 
Glu 
100 
atg 
Met 



gae aag aat 
Asp Lys Asn 
70 

aat gtt eec 
Asn Val Pro 
85 

gag gag gae 
Glu Glu Asp 

taatggggte e 



ttg etg gaa ate 
Leu Leu Glu lie 
75 

tct ata gee eta 
Ser He Ala Leu 
90 

gae gae atg aag 
Asp Asp Met Lys 

105 
agegetgge 



aegageaggc gtgtgegtgt gegg 



244 



292 



340 



387 



441 



yi 
yj 



ly 



<220> 
<221> CDS 
<222> 107. .418 



<400> 3999 
agaagtggtt 
aaetagatea 



gaa ett gae 

Glu Leu Asp 
5 

tat aaa gat 

Tyr Lys Asp 
20 

aga eea gat 

Arg Pro Asp 

tgg gtt agt 

Trp Val Ser 

aag tge aaa 
Lys Cys Lys 
70 

aga aaa gaa 
Arg Lys Glu 
85 

tat ttg cat 
Tyr Leu His 
100 

geaagaatgg 

<210> 4000 
<211> 532 



eteatctttt tttgeagctt aagatctgec ttggtatttg aagagatata 
atttetttea caggateaac taaacagtgt aeeaca atg aat tct 

Met Asn Ser 
1 

tat tat gan aag ttt gra gaa gtc eat ggg att eta atg 
Tyr Tyr Xaa Lys Phe Xaa Glu Val His Gly He Leu Met 

10 15 
ttt gtc aaa tat tgg gat aat gtg gaa gcg ttc cag gca 
Phe Val Lys Tyr Trp Asp Asn Val Glu Ala Phe Gin Ala 

25 30 35 

gat ett gtc att gee ace tac cct aaa tct ggt aca acc 
Asp Leu Val He Ala Thr Tyr Pro Lys Ser Gly Thr Thr 

40 45 50 

gaa att gtg tat atg ate tat aaa gag ggt gat gtg gaa 
Glu He Val Tyr Met He Tyr Lys Glu Gly Asp Val Glu 
55 60 65 

gaa gat gta att ttt aat ega ata cct ttc etg gaa tge 
Glu Asp Val He Phe Asn Arg He Pro Phe Leu Glu Cys 

75 80 
aac etc atg aat ggt aac gtt caa gtt gat ttt aaa aac 
Asn Leu Met Asn Gly Asn Val Gin Val Asp Phe Lys Asn 

90 95 
ata ttc taaggtgtgt atgtacatgg tacaageaat gagattataa 
He Phe 



60 
115 



163 



211 



259 



307 



355 



403 



458 



468 



2508 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 138 . .473 



m 



<400> 4000 

aaaatggcgc agrgcaggga rgggctcttc acccagtccg gcagttgaag ctcggcgctc 
gggttacccc tgcagcgacg ccccctggtc ccacagatac cactgctgct cccgcccttt 
cgctcctcgg ccgcgca atg ggc acc cgc gac gac gag tac gac tac etc 

Met Gly Thr Arg Asp Asp Glu Tyr Asp Tyr Leu 
15 10 
ttt aaa gtt gtc ctt att gga gat tct ggt gtt gga aag agt aat etc 
Phe Lys Val Val Leu He Gly Asp Ser Gly Val Gly Lys Ser Asn Leu 

15 20 25 

ctg tct cga ttt act ega aat gag ttt aat etg gaa age aag age ace 
Leu Ser Arg Phe Thr Arg Asn Glu Phe Asn Leu Glu Ser Lys Ser Thr 

30 35 40 

att gga gta gag ttt gea aca aga age ate eag gtt gat gga aaa aca 
He Gly Val Glu Phe Ala Thr Arg Ser He Gin Val Asp Gly Lys Thr 

45 50 55 

ata aag gea eag ata tgg gac aca gea ggg caa gag cga tat cga get 
He Lys Ala Gin He Trp Asp Thr Ala Gly Gin Glu Arg Tyr Arg Ala 
60 65 70 75 

ata aca tea gea tat tat cgt gga get gta ggt gee tta ttg gtt tat 
He Thr Ser Ala Tyr Tyr Arg Gly Ala Val Gly Ala Leu Leu Val Tyr 

80 85 90 

gac att get aaa eat etc aca tat gaa aat gta gag cga tct gaa aga 
Asp He Ala Lys His Leu Thr Tyr Glu Asn Val Glu Arg Ser Glu Arg 

95 100 105 

act gag aga tea tge tgaagtaaea ttgttatcat gcttgtgggc aataagagtg 
Thr Glu Arg Ser Cys 
110 

atctacgtea tetcagggc 



60 
120 
170 



218 



266 



314 



362 



410 



458 



513 



532 



<210> 4001 

<211> 471 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 33 . .374 



<400> 4001 

actgaccetg ctetctectt tccctgttag ac atg ggc act cea eag aag gat 53 

Met Gly Thr Pro Gin Lys Asp 
1 5 

gtt att ate aag tea gat gea ccg gac act ttg tta ttg gag aaa cat 101 
Val He He Lys Ser Asp Ala Pro Asp Thr Leu Leu Leu Glu Lys His 
10 15 20 



2509 



gca gat tat ate gca tec tat ggc tea aag aaa gat gat tat gaa tae 149 
Ala Asp Tyr He Ala Ser Tyr Gly Ser Lys Lys Asp Asp Tyr Glu Tyr 

25 30 35 

tgt atg tct gag tat ttg aga atg agt gge ate tat tgg ggt etg aea 197 

Cys Met Ser Glu Tyr Leu Arg Met Ser Gly He Tyr Trp Gly Leu Thr 
40 45 50 55 

gta atg gat etc atg gga cwa ett cat cgc atg aat aga gaa gag att 245 

Val Met Asp Leu Met Gly Xaa Leu His Arg Met Asn Arg Glu Glu lie 

60 65 70 

etg gca ttt att arg tct tgc caa cat gaa tgt ggt gga ata agt get 293 

Leu Ala Phe He Xaa Ser Cys Gin His Glu Cys Gly Gly He Ser Ala 

75 80 85 

agt ate gga cat gat ccw mat ett tta tac act ctt agt get gtc cag 341 

Ser He Gly His Asp Pro Xaa Leu Leu Tyr Thr Leu Ser Ala Val Gin 

90 95 100 

att ett aeg etg tat gae agt akt ann tgt tat tgaegtaaat gagttgtgga 3 94 

He Leu Thr Leu Tyr Asp Ser Xaa Xaa Cys Tyr 
105 110 
a atatgntaaa ggtctacaga aagaagatgg ttettttgct ggagatattt ggggtccact 454 
Cl aageagctgg tetaaet 471 



<210> 4002 

<211> 450 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 21 . .443 



<400> 4002 

geactagagg cgaectaaac atg gag aea geg ggc get gca act ggg eag ceg 53 

Met Glu Thr Ala Gly Ala Ala Thr Gly Gin Pro 
15 10 
gee tct ggg etg gag get ceg ggg tec aeg aat gac egg ett tte etg 101 
Ala Ser Gly Leu Glu Ala Pro Gly Ser Thr Asn Asp Arg Leu Phe Leu 

15 20 25 

gtt aaa ggt gga att tte ett ggt ace gtt get gca geg gga atg eta 149 
Val Lys Gly Gly He Phe Leu Gly Thr Val Ala Ala Ala Gly Met Leu 

30 35 40 

get gga ttt att aea aea tta tea ttg get aaa aag aaa age cct gaa 197 
Ala Gly Phe He Thr Thr Leu Ser Leu Ala Lys Lys Lys Ser Pro Glu 

45 50 55 

tgg tte aat aag gga agt atg gcc aeg get gca tta ceg gaa age ggg 245 
Trp Phe Asn Lys Gly Ser Met Ala Thr Ala Ala Leu Pro Glu Ser Gly 
60 65 70 75 

tct tec ctt gcc ttg cga get etg ggc tgg gge tec etg tat gca tgg 2 93 

Ser Ser Leu Ala Leu Arg Ala Leu Gly Trp Gly Ser Leu Tyr Ala Trp 

80 85 90 

tgt ggg gtt gyn gtg att age tte gca gtc tgg aaa get tta gga gtt 341 
Cys Gly Val Xaa Val He Ser Phe Ala Val Trp Lys Ala Leu Gly Val 

95 100 105 

cac agt atg aac gae ttt cga agt aaa atg caa tea ata ttt eca aea 389 



2510 



His Ser Met Asn Asp Phe Arg Ser Lys Met Gin Ser He Phe Pro Thr 

110 115 120 

att ccc aag rac tec gaa teg get gtt gag tgg gag gaa aea ttg aaa 437 
He Pro Lys Xaa Ser Glu Ser Ala Val Glu Trp Glu Glu Thr Leu Lys 

125 130 135 

tee aaa tgagatg 
Ser Lys 
140 



<210> 4003 

<211> 495 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 94 . .480 



^^ <400> 4003 



60 



210 



r| aettcccaeg cgaettcctg cgggaaaeat ggcggeattg ageggagtce getggctgac 
^ eegagcgctg gtetccgccg ggaacectgg ggc atg gag agg tet gag tae cte 114 
yt Met Glu Arg Ser Glu Tyr Leu 

In 1 5 

;j ggc cgc ggc gca cgc tgc ate geg gas eag gee gag gac gtg agg gtg 162 
Gly Arg Gly Ala Arg Cys He Ala Xaa Gin Ala Glu Asp Val Arg Val 
10 15 20 

^ gag ggc tec ttt ecc gtg acc atg ctt ceg gga gae ggt gtg ggg cet 
p Glu Gly Ser Phe Pro Val Thr Met Leu Pro Gly Asp Gly Val Gly Pro 
m 25 30 35 

m gag ctg atg cac gee gtc aag gag gtg ttc aag get gee get gte cca 258 
^ Glu Leu Met His Ala Val Lys Glu Val Phe Lys Ala Ala Ala Val Pro 

45 50 55 

S 9tg gag tte cag gag eac cac ctg agt gag gtg eag aat atg gea tet 3 06 

Val Glu Phe Gin Glu His His Leu Ser Glu Val Gin Asn Met Ala Ser 

60 65 70 

gag gag aag ctg gag cag gtg ctg agt tee atg aag gag aac aaa gtg 354 
Glu Glu Lys Leu Glu Gin Val Leu Ser Ser Met Lys Glu Asn Lys Val 

75 80 85 

gee ate att gga aag att cat acc eeg atg gag tat arg ggg gew nna 402 
Ala He He Gly Lys He His Thr Pro Met Glu Tyr Xaa Gly Ala Xaa 

90 95 100 

rne cnt ect atg ata tgc ggc tka ggc gta agt tgg act tat ttg cca 450 
Xaa Xaa Pro Met He Cys Gly Xaa Gly Val Ser Trp Thr Tyr Leu Pro 

105 110 115 

cgt rtc cat gtg agt cac ttc ctg ggt ata tgacteggea eaeat 4 95 

Arg Xaa His Val Ser His Phe Leu Gly He 
120 125 



<210> 4004 

<211> 479 

<212> DNA 

<213> Homo sapiens 



2511 



<220> 
<221> CDS 
<222> 30 . .347 



<400> 4004 

agtcagtgcg caaccgttcg ctaactgaa atg atg gcg act gga acg cca gag 53 

Met Met Ala Thr Gly Thr Pro Glu 
1 5 

tct caa gcg egg ttc ggt cag tec gtg aag ggg ctt etc acg gag aag 101 
Ser Gin Ala Arg Phe Gly Gin Ser Val Lys Gly Leu Leu Thr Glu Lys 

10 15 20 

gtg acc ace tgt ggt act gac gta ate gcg etc acc aag cag gtg ctg 149 
Val Thr Thr Cys Gly Thr Asp Val He Ala Leu Thr Lys Gin Val Leu 
25 30 35 40 

aaa ggc tec egg age tec gag ctg eta ggt cag gea get ega aac atg 197 
Lys Gly Ser Arg Ser Ser Glu Leu Leu Gly Gin Ala Ala Arg Asn Met 
^ 45 50 55 

O gta etc cag gaa gat gee ate ttg cac tea gaa gat agt tta agg aag 245 

Val Leu Gin Glu Asp Ala He Leu His Ser Glu Asp Ser Leu Arg Lys 
yi 60 65 70 

L& atg gea ata ata aca aca eat ctt caa tac cag caa gaa get att cag 2 93 

y Met Ala He He Thr Thr His Leu Gin Tyr Gin Gin Glu Ala He Gin 
75 80 85 

aag aat gtt gaa cag tea teg gat eta cag gac cag ttg aat cat ctg 341 
Lys Asn Val Glu Gin Ser Ser Asp Leu Gin Asp Gin Leu Asn His Leu 

90 95 100 

ttg aaa tagaatgaca tgtaagagtg etgtaggaet ectttgccta atgctgagga 3 97 

Leu Lys 
105 

gtaaatacct tacaeagctg tcctctgggt ttggttttct atttwctyst ccaaaagtta 457 
agttagaaaa gttctgtgtt ag 479 



if?; 



<210> 4005 

<211> 391 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 73 . .381 



<400> 4005 

acacagctgc mmggkactcc agtgatcgcc geggctcgct cgcgceccgg aaactgcccc 60 
ttctcggggg tc atg atg ggc age aag atg gcg tct get agt agg gtc gtt 111 
Met Met Gly Ser Lys Met Ala Ser Ala Ser Arg Val Val 
15 10 
cag gta gtc aaa cca cac act cca tta ata agg ttt cct gac aga aga 159 
Gin Val Val Lys Pro His Thr Pro Leu He Arg Phe Pro Asp Arg Arg 

15 20 25 

gac aat cct aaa ecc aat gta tea gaa get ttg aga tea gea ggg eta 207 
Asp Asn Pro Lys Pro Asn Val Ser Glu Ala Leu Arg Ser Ala Gly Leu 
30 35 40 45 
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^ 0 



cca tct cac tct tct gta att tea caa cat tct aaa gga agt aaa tea 255 
Pro Ser His Ser Ser Val He Ser Gin His Ser Lys Gly Ser Lys Ser 

50 55 60 

cca gat ttg ctg atg tat cag ggt cca cca gac act gca gaa ata ata 303 
Pro Asp Leu Leu Met Tyr Gin Gly Pro Pro Asp Thr Ala Glu He He 

65 70 75 

aaa aca tta cct cag aaa tac aga agg aaa ctt gtg tct caa gaa gaa 351 
Lys Thr Leu Pro Gin Lys Tyr Arg Arg Lys Leu Val Ser Gin Glu Glu 

80 85 90 

atg gaa ttt ate caa cgt gga ggt cct gaa taaccatggt 391 
Met Glu Phe He Gin Arg Gly Gly Pro Glu 
95 100 

<210> 4006 

<211> 463 

<212> DNA 

<213> Homo sapiens 



0 <220> 
=a <221> CDS 



<222> 74 . .379 



<400> 4006 

ggctgcgcgt tgtgcgctgt cccaggttgg aaaccagtgc cccaggcggc gaggagagcg 60 
gtgccttgca ggg atg ctg egg gcg gga gca cca ace ggg gac tta ecc 109 
Met Leu Arg Ala Gly Ala Pro Thr Gly Asp Leu Pro 
15 10 
egg gcg gga gaa gtc cac ace ggg acc ace ate atg gca gtg gag ttt 157 
Arg Ala Gly Glu Val His Thr Gly Thr Thr He Met Ala Val Glu Phe 
ry 15 20 25 

^ gac ggg ggc gtt gtg atg ggt tct gat tec cga gtg tct gca ggc gag 2 05 

p-^ Asp Gly Gly Val Val Met Gly Ser Asp Ser Arg Val Ser Ala Gly Glu 
P 30 35 40 

gcg gtg gtg aae cga gtg ttt gac aag ctg tec ccg ctg cac gag ere 253 

Ala Val Val Asn Arg Val Phe Asp Lys Leu Ser Pro Leu His Glu Xaa 

45 50 55 60 

ate tac tgt gca etc tct ggt tea get get gat gee caa gee gtg gee 301 

He Tyr Cys Ala Leu Ser Gly Ser Ala Ala Asp Ala Gin Ala Val Ala 

65 70 75 

gac atg gee gee tac cag ctg gag etc cat ggg ata gaa ctg gag gaa 34 9 

Asp Met Ala Ala Tyr Gin Leu Glu Leu His Gly He Glu Leu Glu Glu 

80 85 90 

etc cac ttg ttt tgg ctg ctg caa atg tgg tgagaaatat cagctataaa 399 
Leu His Leu Phe Trp Leu Leu Gin Met Trp 

95 100 
tatcgagagg acttgtctgc acatetcatg gtagetggct gggaccaacg tgaaggaggt 459 
cagg 



<210> 4007 

<211> 463 

<212> DNA 

<213> Homo sapiens 



463 
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<220> 
<221> CDS 
<222> 26. .409 



<400> 4007 

gatttcgaag ttgcaccggt tgagg atg get gac att etc tct cag tea gag 52 

Met Ala Asp lie Leu Ser Gin Ser Glu 
1 5 

ace etg gcg teg eaa gac etc agt ggg gac ttc aag aag cca get ctg lOO 

Thr Leu Ala Ser Gin Asp Leu Ser Gly Asp Phe Lys Lys Pro Ala Leu 

10 15 20 25 

ccg gtg tec cca gcg gcg egg agt aag gee ccg gee age agt tct tea 148 

Pro Val Ser Pro Ala Ala Arg Ser Lys Ala Pro Ala Ser Ser Ser Ser 

30 35 40 

aac ect gag gag gta cag aag gaa ggg cee act gcg ttg cag gac tec 196 
Asn Pro Glu Glu Val Gin Lys Glu Gly Pro Thr Ala Leu Gin Asp Ser 
^ 45 50 55 

IJ aat tct ggg gag cec gac ate cet ect ect cag ccg gac tgc ggt gat 244 

Asn Ser Gly Glu Pro Asp He Pro Pro Pro Gin Pro Asp Cys Gly Asp 
Ul 60 65 70 

1^ ttt agg agt eta cag gag gag cag teg cge cee meg aca gcg gtt tct 292 
Phe Arg Ser Leu Gin Glu Glu Gin Ser Arg Pro Xaa Thr Ala Val Ser 
75 80 85 

S 

'-^ Ser Pro Gly Gly Pro Ala Arg Ala Pro Pro Tyr Gin Glu Pro Pro Trp 
90 95 100 105 

^ ggt gge cet gee aca gee cee tac age tta gag acc ctg aag gcg gea 388 
y Gly Gly Pro Ala Thr Ala Pro Tyr Ser Leu Glu Thr Leu Lys Ala Ala 
fll 110 115 120 

ry eta tec ttg gya cee gta get tgaaagggac gagttactge ttttegggag 43 9 

p Leu Ser Leu Xaa Pro Val Ala 
125 

getgtctgge tgegacgtgt gctg 4^3 

<210> 4008 
<211> 359 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 1 . .333 



<400> 4008 

atg gag agg gac agg agg aaa cge age gcc age age ate tea tct acc 4 8 

Met Glu Arg Asp Arg Arg Lys Arg Ser Ala Ser Ser He Ser Ser Thr 
15 10 15 

etc ctt gac acc tec ccg tgg etc cag acc eta gag gtc age ett gcg 96 
Leu Leu Asp Thr Ser Pro Trp Leu Gin Thr Leu Glu Val Ser Leu Ala 

20 25 30 

gac caa cag gag gac tee cag ytt tee ctt ttc aag agg tee cca gac 144 
Asp Gin Gin Glu Asp Ser Gin Xaa Ser Leu Phe Lys Arg Ser Pro Asp 



2514 



35 

acc ggc cac cct ctt cca 
Thr Gly His Pro Leu Pro 
50 

tgc tct gag get gtc gcg 
Cys Ser Glu Ala Val Ala 
65 70 
cct ttc tgc tgc ctg tec 
Pro Phe Cys Cys Leu Ser 
85 

cec tct ttg ctt cct ttt 
Pro Ser Leu Leu Pro Phe 
100 

tagcaccteg taccaacctc g( 



40 

gee cct gcg gee agt gca 
Ala Pro Ala Ala Ser Ala 
55 60 
tgg tgc age gtc gag cat 
Trp Cys Ser Val Glu His 
75 

cgc etc acc ccg etc cat 
Arg Leu Thr Pro Leu His 
90 

cec aga ate gtt aag ens 
Pro Arg He Val Lys Xaa 
105 

!ccca 



45 

^99 ^99 cac caa 192 
Arg Arg His Gin 

cct cgc cga ggt 240 
Pro Arg Arg Gly 
80 

cac acc age tgg 288 
His Thr Ser Trp 
95 

gae tec cac 333 
Asp Ser His 
110 

359 



1^1 



<210> 4009 

<211> 563 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 170, .493 



<400> 4009 

^ actgtctccg agacgettec tgtccggtga gegtcgaccg actgaaaegg cggeccataa 60 

!^ tgcattgega tggegggtag gcgtgtgggg geggagecag ggecggaagt agagcggagg 12 0 

IJ tggtggcgge ggaggetttg gcagcteggg actgagtgea agaatcage atg att ctt 178 

ill Met lie Leu 

ru 1 

^ cag agg etc ttc agg ttc tec tct gtc att egg tea gee gtc tea gtc 226 

Gin Arg Leu Phe Arg Phe Ser Ser Val He Arg Ser Ala Val Ser Val 

5 10 15 

cat ttg egg agg aac att ggt gtt aca gca gtg gea ttt aat aag gaa 274 

His Leu Arg Arg Asn He Gly Val Thr Ala Val Ala Phe Asn Lys Glu 

20 25 30 35 

ctt gat cct ata cag aaa etc ttt gtg gae aag att aga gaa tac aaa 322 

Leu Asp Pro He Gin Lys Leu Phe Val Asp Lys He Arg Glu Tyr Lys 

40 45 50 

tct aag cga cag aca tct gga gga cct gtt gat get agt tea gag tat 370 

Ser Lys Arg Gin Thr Ser Gly Gly Pro Val Asp Ala Ser Ser Glu Tyr 

55 60 65 

cag caa gag ctg gag agg gag ctt ttt aag etc aag caa atg ttt ggt 418 

Gin Gin Glu Leu Glu Arg Glu Leu Phe Lys Leu Lys Gin Met Phe Gly 

70 75 80 

aat gca gae atg aat aca ttt cec ace ttc aaa ttt gaa gat cec aaa 466 

Asn Ala Asp Met Asn Thr Phe Pro Thr Phe Lys Phe Glu Asp Pro Lys 

85 90 95 

ttt gaa gtc ate gaa aaa eee cag gcc tgaagaaata aagtaaaatt 513 
Phe Glu Val He Glu Lys Pro Gin Ala 
100 105 

aatetggtaa tttgteaegg attagttgta eaactagtta gangtttcag 563 



2515 



<210> 4010 

<211> 461 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 80 . .433 



<400> 4010 

agaggaagtc ccgcctctct ctcctcaggc agcagcaacg cggaggaaac gggagtgaac 60 

ggagagcgta gtgaccatc atg age etc etc aae aag ccc aag agt gag atg 112 

Met Ser Leu Leu Asn Lys Pro Lys Ser Glu Met 

15 10 

ace eca gag gag ctg cag aag cga gag gag gag gaa ttt aac acc ggt 160 

Thr Pro Glu Glu Leu Gin Lys Arg Glu Glu Glu Glu Phe Asn Thr Gly 

15 20 25 

hJ' eca etc tct gtg etc aca cag tea gtc aag aac aat acc caa gtg etc 208 

^ Pro Leu Ser Val Leu Thr Gin Ser Val Lys Asn Asn Thr Gin Val Leu 
m 30 35 40 

1^ ate aac tge cge aac aat aag aaa etc ctg gge cgc gtg aag gee ttc 256 

yj lie Asn Cys Arg Asn Asn Lys Lys Leu Leu Gly Arg Val Lys Ala Phe 
45 50 55 

gat agg cae tge aac atg gtg ctg gag aac gtg aag gag atg tgg act 3 04 

Asp Arg His Cys Asn Met Val Leu Glu Asn Val Lys Glu Met Trp Thr 

60 65 70 75 

gag gta ccc aag agt gge aag ggc aag aag aag tec aag cea gtc aac 3 52 

Glu Val Pro Lys Ser Gly Lys Gly Lys Lys Lys Ser Lys Pro Val Asn 

nj 80 85 90 

aaa gac cgc tac ate tec aag atg ttc ctg cgc ggg gac tea gtc ate 400 

Lys Asp Arg Tyr lie Ser Lys Met Phe Leu Arg Gly Asp Ser Val lie 

95 100 105 
gtg gtc ctg egg aae ccg etc ate gee gge aag taggggccgc etgtctgttg 453 
Val Val Leu Arg Asn Pro Leu lie Ala Gly Lys 

110 115 

acagaaet 4gl 

<210> 4011 
<211> 526 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 81. .434 



<400> 4011 

aaaaactagc cgaggagagc cagggagccg gagagatcgc gcgcetgccg cegccggagc 60 
ctgegagccg agacegagcc atg tgg eta gaa ate etc etc act tea gtg ctg 113 

Met Trp Leu Glu lie Leu Leu Thr Ser Val Leu 
15 10 
ggc ttt gee ate tac tgg ttc ate tec egg gac aaa gag gaa act ttg 161 
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Gly 


Phe 


Ala 


He 


Tvr 


Tro 


Phe 


He 


Ser 


Arg 


Asp 


Lys 


vjXU 


CjIU 


Thr 


Leu 








15 










20 










Z o 






cca 


ctt 


qaa 


Qat 




tQQ 




999 


cca 


ggc 


aeg 


agg 


tee 


gca 


gee 


agg 


Pro 


Leu 


Glu 


Asp 

IT 


Gly 


Tro 


TrD 


Gly Pro Gly Thr Arg 


Ser 


AX a 


Til n 

AX a 


Arg 






30 










J 5 










A f\ 

4 u 






9^9 


gac 


gac 


aqc 


ate 


CQC 


cct 


ttc 


aag 


gtg 


gaa 


acg 


CCo. 


gau 


9^9 


gag 


Glu 


Asp 


Asp 


Ser 


He 


Arg 


Pro 


Phe 


Lys 


Val 


Glu 


Thr 


Ser 


Asp 


CjXU 


LjXU 




45 










50 










55 








ate 


cac 


qac 


tta 


eac 


eag 


aaa 


ate 


gat 


aag 


ttc 


egt 


ttc 


acc 


cca 


cet 


lie 


His 


Asp 


Leu 


His 


m n 

JLil 


Arg 


He 


Asp 


Lys 


Phe 


Arg 


Phe 


Thr 


Pro 


Pro 


60 




















70 








75 


ttg 


9a9 


gac 


age 


tgc 


ttc 


eac 


tat 


ggc 


ttc 


aac 


tec 


aac 


tae 


etg 


aag 


Leu 


Glu 


Asp 


Ser 


Cys 


Phe 


His 


Tyr 


Gly 


Phe 


Asn 


Ser 


Asn 


Tyr 


Leu 


Lys 










80 










85 










90 


aaa 


gtc 


ate 


tec 


tae 


tgg 


egg 


aat 


gaa 


ttt 


gac 


tgg 


aag 


sag 


cag 


gtg 


Lys 


Val 


He 


Ser 


Tyr 


Trp 


Arg 


Asn 


Glu 


Phe 


Asp 


Trp 


Lys 


Lys 


Gin 


Val 








95 










100 










105 






gaa 


gat 


tct 


caa 


cag 


ata 


cce 


tea 


ctt 


caa 


gac 


taagattgaa gggctggac 


Glu 


Asp 


Ser 


Gin 


Gin 


He 


Pro 


Ser 


Leu 


Gin 


Asp 
















110 










115 

















<210> 4012 
<211> 454 
<212> DNA 
<213> Homo sapiens 



y <220> 

fy <221> CDS 

<222> 57 . .413 



209 



257 



305 



353 



401 



454 



Hi tecaettcat eeaegtgaag cecccccagc tgcycgeagc catacccega agceettret 514 
gatggtgcac gg 52 6 



<400> 4012 

gaagagggge geaagcteat tgegttttga gtctcgggac ccetgttgga gagact atg 59 

Met 
1 

gcg etc aac aag aat cac teg gag ggc ggc gga gtg ate gtc aat aac 107 
Ala Leu Asn Lys Asn His Ser Glu Gly Gly Gly Val He Val Asn Asn 

5 10 15 

acc gag age ate eta atg tec tat gat cac gtg gaa etc aca ttc aat 155 
Thr Glu Ser He Leu Met Ser Tyr Asp His Val Glu Leu Thr Phe Asn 

20 25 30 

gae atg aag aac gtg cca gaa gee ttc aaa ggg acc aag aaa ggc act 2 03 

Asp Met Lys Asn Val Pro Glu Ala Phe Lys Gly Thr Lys Lys Gly Thr 

35 40 45 

gtc tac ctt acc cct tae egg gtc ate ttt etg tec aag ggc aag gat 251 
Val Tyr Leu Thr Pro Tyr Arg Val He Phe Leu Ser Lys Gly Lys Asp 
50 55 60 65 

gee atg cag tec ttc atg atg cca ttt tat etc atg aaa gae tgt gag 299 
Ala Met Gin Ser Phe Met Met Pro Phe Tyr Leu Met Lys Asp Cys Glu 

70 75 80 

ate aag eag cec gta ttt ggt gca aac tac ate aag gga aca gtg aag 347 
He Lys Gin Pro Val Phe Gly Ala Asn Tyr He Lys Gly Thr Val Lys 



2517 



85 90 95 

gcg gaa gcg gga ggt ggc tgg gaa ggc tct get tec tac aag ttg act 3 95 

Ala Glu Ala Gly Gly Gly Trp Glu Gly Ser Ala Ser Tyr Lys Leu Thr 

100 105 110 

tte acg gca ggg cgc cat tgagttcgga cagcggatgc tccaggtggc 443 
Phe Thr Ala Gly Arg His 
115 

atetcaagee t 

<210> 4013 

<211> 465 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 62. .388 



<400> 4013 

ctaaggggcg gastccgtgg aaaccggaag taactcttga cgggeactcg gagcagttcc 60 
9 act gtc cac aac ctg tac ctg ttt gac egg aat gga gtg tgt ctg 109 

Met Thr Val His Asn Leu Tyr Leu Phe Asp Arg Asn Gly Val Cys Leu 
15 10 15 

cac tac age gaa tgg cac cgc aag aag caa gca ggg att ccc aag gag 157 
His Tyr Ser Glu Trp His Arg Lys Lys Gin Ala Gly He Pro Lys Glu 

20 25 30 

gag gag tat aag ctg atg tac ggg atg etc ttc tct ate cgc teg ttt 205 
Glu Glu Tyr Lys Leu Met Tyr Gly Met Leu Phe Ser He Arg Ser Phe 

35 40 45 

gtc age aag atg tec eeg eta gac atg aag gat ggc ttc ctg gee ttc 253 
Val Ser Lys Met Ser Pro Leu Asp Met Lys Asp Gly Phe Leu Ala Phe 

50 55 60 

caa act age cgt tac aaa etc eat tac tac gag acg ccc act ggg ate 3 01 

M Gin Thr Ser Arg Tyr Lys Leu His Tyr Tyr Glu Thr Pro Thr Gly He 
65 70 75 80 

aaa gtt gtc atg aat act gac ttg ggc gtg gga ccc ate cga gat gtg 34 9 

Lys Val Val Met Asn Thr Asp Leu Gly Val Gly Pro He Arg Asp Val 

85 90 95 

ctg cac cac ate tac agt gcg ctg ytg tgg age tgg tgg tgaagaatee 3 98 

Leu His His He Tyr Ser Ala Leu Leu Trp Ser Trp Trp 

100 105 
cctgtgeccg ctgggceaaa ctgtgeaaag tgagetettt cgcteccgac tggaetccta 458 
tgttegc 



<210> 4014 

<211> 574 

<212> DNA 

<213> Homo sapiens 



465 



<220> 
<221> CDS 
<222> 172 . .537 
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<400> 4014 

ctaaggggcg gastccgtgg aaaccggaag taactcttga cgggcactcg gagcagttcc 60 
ggtgagtccg tgggtggggt ccccacctgg ttggaaggct gtgggtccgg gaacccgagc 12 0 
ccaaggagtg ggggcggccc cggagcgagg ctcacactcc ctgccctgca g atg act 177 

Met Thr 
1 

gtc cac aac ctg tac ctg ttt gac egg aat gga gtg tgt ctg cac tac 225 
Val His Asn Leu Tyr Leu Phe Asp Arg Asn Gly Val Cys Leu His Tyr 

5 10 15 

age gaa tgg cac cgc aag aag caa gca ggg att ccc aag gag gag gag 273 
Ser Glu Trp His Arg Lys Lys Gin Ala Gly lie Pro Lys Glu Glu Glu 

20 25 30 

tat aag ctg atg tac ggg atg etc ttc tct ate cgc teg ttt gtc age 321 
Tyr Lys Leu Met Tyr Gly Met Leu Phe Ser He Arg Ser Phe Val Ser 
35 40 45 50 

aag atg tec ccg eta gae atg aag gat gge ttc ctg gee ttc caa act 369 
^ Lys Met Ser Pro Leu Asp Met Lys Asp Gly Phe Leu Ala Phe Gin Thr 
^ 55 60 65 

age cgt tac aaa etc cat tac tac gag acg cec act ggg ate aaa gtt 417 
Ijl Ser Arg Tyr Lys Leu His Tyr Tyr Glu Thr Pro Thr Gly He Lys Val 
1^ '70 75 80 

y gtc atg aat act grc ttg gge gtg gga eca tee gag atg tgc tgc ame 4 65 

.jr. Val Met Asn Thr Xaa Leu Gly Val Gly Pro Ser Glu Met Cys Cys Xaa 

85 90 95 

^ aca tct aca gtg cgc tgt tgt gga get ggt ggt gaa gaa tec ect gtg 513 
Thr Ser Thr Val Arg Cys Cys Gly Ala Gly Gly Glu Glu Ser Pro Val 
100 105 110 

O ccc get ggg eea aac tgt gca aag tgagctettt cgctcccgac tggaeteeta 567 
Itl Pro Ala Gly Pro Asn Cys Ala Lys 
ry 115 120 
^ tgttcgc 



574 



<210> 4015 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 54. .410 



<400> 4015 

ccetcgectt ectctttccg tctcaggteg ecgetgegaa gggagcegec gee atg 56 

Met 
1 

tct geg eat ctg caa tgg atg gtc gtg egg aac tgc tee agt tte ctg 104 
Ser Ala His Leu Gin Trp Met Val Val Arg Asn Cys Ser Ser Phe Leu 

5 10 15 

ate aag agg aat aag cag ace tac age act gag cec aat aac ttg aag 152 
He Lys Arg Asn Lys Gin Thr Tyr Ser Thr Glu Pro Asn Asn Leu Lys 

20 25 30 

gee cgc aat tec ttc cgc tac aae gga ctg att cac cgc aag act gtg 2 00 



2519 



Ala 


Arg Asn 


Ser 


Phe 


y 




35 










ggc 


gtg 


gag 


ceg 


gca 


gee 


Gly Val 




XT X.\J 


AT a 




50 












egg 


aga 


tec 




eag 


egg 


Arg Arg 


Ser 


Gly 


Gin 


Arg 










70 




ate 


aae 


aag 


aat 


get 


cge 


He 


Asn 


Lys 


Asn 


Ala 


Arg 








85 






cge 


aag 


aae 


aag 


tae 


cge 


Arg 


Lys 


Asn 


Lys 


Tyr 


Arg 






100 








ttg 


gra 


rgm 


age 


agg 


etg 


Leu 


Xaa 


Xaa 


Ser 


Arg 


Leu 



115 



Tyr Asn Gly Leu He His 
40 45 
gae ggc aaa ggt gte gtg 
Asp Gly Lys Gly Val Val 
60 

aag cet gee ace tee tat 
Lys Pro Ala Thr Ser Tyr 
75 

gee aeg etc age age ate 
Ala Thr Leu Ser Ser He 
90 

ecc gae etg cge atg ett 
Pro Asp Leu Arg Met Leu 
105 

taageageet ggagea 



Arg Lys Thr Val 

gtg gte att aag 248 
Val Val He Lys 
65 

gtg egg ace ace 296 
Val Arg Thr Thr 
80 

aga cae atg ate 344 
Arg His Met He 
95 

tre ggg aaa ggg 3 92 

Xaa Gly Lys Gly 

110 

426 



M <210> 4016 

^. <211> 494 

m <212> DNA 

1^ <213> Homo sapiens 



Us 



ni 



<220> 
<221> CDS 
<222> 54 . .485 



<400> 4016 

ecetcgcctt ectcttteeg tetcaggteg ecgctgcgra gggageegce gee atg 56 
lU Met 

g tct gcg cat etg caa tgg atg gte gtg egg aac tgc tec agt ttc etg 104 
p. Ser Ala His Leu Gin Trp Met Val Val Arg Asn Cys Ser Ser Phe Leu 
^5 10 15 

ate aag agg aat aag cag acc tae age act gag ecc aat aac ttg aag 152 
He Lys Arg Asn Lys Gin Thr Tyr Ser Thr Glu Pro Asn Asn Leu Lys 

20 25 30 

gee cge aat tee ttc cge tae aae gga etg att cae cge aag act gtg 2 00 

Ala Arg Asn Ser Phe Arg Tyr Asn Gly Leu He His Arg Lys Thr Val 

35 40 45 

ggc gtg gag ecg gca gee gae ggc aaa ggt gte gtg gtg gte att aag 248 
Gly Val Glu Pro Ala Ala Asp Gly Lys Gly Val Val Val Val He Lys 
5° 55 60 65 

egg aga tec ggc cag egg aag cet gee acc tec tat gtg egg acc acc 296 
Arg Arg Ser Gly Gin Arg Lys Pro Ala Thr Ser Tyr Val Arg Thr Thr 

70 75 80 

ate aae aag aat get cge gee aeg etc age age ate aga eae atg ate 344 
He Asn Lys Asn Ala Arg Ala Thr Leu Ser Ser He Arg His Met He 

85 90 95 

cge aag aac aag tae cge cce gae etg cge atg gca gee ate cge agg 392 
Arg Lys Asn Lys Tyr Arg Pro Asp Leu Arg Met Ala Ala He Arg Arq 

100 105 110 

cca gcg cea tec tgc gca gca gaa gee tgt gat ggt gaa gag gaa gcg 44 0 



2520 



Pro Ala Pro Ser Cys Ala Ala Glu Ala Cys Asp Gly Glu Glu Glu Ala 

115 120 125 

gac ccg ccc cac caa gag etc ctg age ccc ctg ccc cca gag caa 

Asp Pro Pro His Gin Glu Leu Leu Ser Pro Leu Pro Pro Glu Gin 

130 135 140 
taaagtcag 

<210> 4017 
<211> 484 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 140 . .475 



y 3 



i?5 ii 



<400> 4017 

acattttccc tgggtgagct ctcatttatt cctgcggatg cacacatacc ctgaccagtc 60 
acagatctct acctccagct caggctcttc tcctgagctc cagccccacg tgtccaagtg 120 
tctgctggga atctcctag atg ttg tgg get aac tec aac tea aac gga ctg 172 

Met Leu Trp Ala Asn Ser Asn Ser Asn Gly Leu 
15 10 
att cae cge aag act gtg ggc gtg gag ccg gma gee gac gge aaa ggt 220 
He His Arg Lys Thr Val Gly Val Glu Pro Xaa Ala Asp Gly Lys Gly 

15 20 25 

gtc gtg gtg gtc awt aag egg aga tec ggc ear gcg gaa get ggv cam 268 
Val Val Val Val Xaa Lys Arg Arg Ser Gly Gin Ala Glu Ala Gly Xaa 

30 35 40 

etc eta tgt gcg gac cae cat caa caa gaa tgc teg cge cas get cag 316 
Leu Leu Cys Ala Asp His His Gin Gin Glu Cys Ser Arg Xaa Ala Gin 

45 50 55 

cag cat cag aca ntg ate cge aag aac aag tac cge ccc gac ctg cge 3 64 

Gin His Gin Thr Xaa He Arg Lys Asn Lys Tyr Arg Pro Asp Leu Arg 
60 65 70 75 

atg gea gee ate cge agg cca gcg cca tee tgc gea gea gaa gee tgt 412 
Met Ala Ala He Arg Arg Pro Ala Pro Ser Cys Ala Ala Glu Ala Cys 

80 85 90 

gat ggt gaa gag gaa gcg gac ccg ccc cae caa gag etc ctg age ccc 460 
Asp Gly Glu Glu Glu Ala Asp Pro Pro His Gin Glu Leu Leu Ser Pro 

95 100 105 

ctg ccc cca gag caa taaagtcag 434 
Leu Pro Pro Glu Gin 
110 

<210> 4018 
<211> 532 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 144 . .503 



2521 



<400> 4018 

caatacccac agcatctaac taaatcctnn ggatttattc tccgggagaa attatccctt 60 
tctaggaaaa tgaaagttat ttctggtttt aattcataca atactttaag aaaatctgtt 120 
aaatataaca aaacacaagc tag atg ctt aag aaa tgc tta aag aaa tat tgg 173 

Met Leu Lys Lys Cys Leu Lys Lys Tyr Trp 
15 10 
ggc gaa ggt aac age agt caa cag gat tgt ggc cat tac tgg tec tat 221 
Gly Glu Gly Asn Ser Ser Gin Gin Asp Cys Gly His Tyr Trp Ser Tyr 

15 20 25 

tat ttt gat gta cca tgg aag gca cag aaa teg age aag gaa gat att 269 
Tyr Phe Asp Val Pro Trp Lys Ala Gin Lys Ser Ser Lys Glu Asp He 

30 35 40 

agt tat ttt gat eta cat ckt ttt eta aaa gaa aag tgg age ttg cct 317 
Ser Tyr Phe Asp Leu His Xaa Phe Leu Lys Glu Lys Trp Ser Leu Pro 

45 50 55 

eea gtt caa tte aca aga gca ttt tec etc cea tgc cca cct ttt ctt 365 
Pro Val Gin Phe Thr Arg Ala Phe Ser Leu Pro Cys Pro Pro Phe Leu 

60 65 70 

gtg get gte get agg aag gat gca gag get gtg tgg ttt ace aaa tgc 413 
Val Ala Val Ala Arg Lys Asp Ala Glu Ala Val Trp Phe Thr Lys Cys 
75 80 85 90 

ctt aac tta gca gtg aat gae aac tgt caa aca cat gtt gag gga ann 461 
Leu Asn Leu Ala Val Asn Asp Asn Cys Gin Thr His Val Glu Gly Xaa 

95 100 105 

ttt tta etg att cae aaa aag gaa gae agt ttg eec ace tek 503 
Phe Leu Leu He His Lys Lys Glu Asp Ser Leu Pro Thr Ser 
110 115 120 

tagtggeacr aatcraaget gcatgcact 532 

<210> 4019 
<211> 626 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 131. .571 



<400> 4019 

aggagcetgc geatgegcte tgecctggca geggeectgt gcagatccct gagcgtgtgg 60 
cagcagtgcg gtcgtggtce cteectatgc agcctggttt ctagcgtgac acgcccttga 12 0 
ettgaggacc atg aac egc age cgc cag gtg aeg tgc gtg gee tgg gte 169 

Met Asn Arg Ser Arg Gin Val Thr Cys Val Ala Trp Val 

15 10 
ege tgc ggc gtg gee aaa gag aca cca gae aag gta gag etg agt aaa 217 
Arg Cys Gly Val Ala Lys Glu Thr Pro Asp Lys Val Glu Leu Ser Lys 

15 20 25 

gaa gaa gta aaa egc etc att get gag gca aag gag aaa ttg caa gaa 265 
Glu Glu Val Lys Arg Leu He Ala Glu Ala Lys Glu Lys Leu Gin Glu 
30 35 40 45 

gaa ggt ggt ggc agt gat gaa gag gag aca ggc agt cct tea gaa gat 313 
Glu Gly Gly Gly Ser Asp Glu Glu Glu Thr Gly Ser Pro Ser Glu Asp 



2522 





HI 



as 



409 



50 55 60 

ggc atg cag agt gca cgc acc cag gca cgc cca aga gag ccc ctg gag 361 
Gly Met Gin Ser Ala Arg Thr Gin Ala Arg Pro Arg Glu Pro Leu Glu 

^5 70 75 

gat ggt gac cca gag gat gac agg acg ctt gat gat gat gag ctg get 
Asp Gly Asp Pro Glu Asp Asp Arg Thr Leu Asp Asp Asp Glu Leu Ala 

80 85 90 

gag tac gac tta gat aaa tat gat gag gaa ggt gac cca gat get gag 457 
Glu Tyr Asp Leu Asp Lys Tyr Asp Glu Glu Gly Asp Pro Asp Ala Glu 

55 100 105 

act ctt ggt gaa tct etc ttg ggt ctt acg gtc tac ggg agt aat gat 
Thr Leu Gly Glu Ser Leu Leu Gly Leu Thr Val Tyr Gly Ser Asn Asp 
110 115 120 125 

caa gat cct tac gtt act ctg aaa gat aca tea atg aca ttt ttt tec 
Gin Asp Pro Tyr Val Thr Leu Lys Asp Thr Ser Met Thr Phe Phe Ser 

130 135 
tct cac tta gga aca ata tgaacgtgaa gatttcttga ttaageccag 601 
Ser His Leu Gly Thr He 
145 

tgataatctt atagtttgtg gccga 



505 



553 



626 



<210> 4020 

<211> 481 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 108, .455 



<400> 4020 

gtttttttag tctatcgctg cggttgcgag cgctgtaggg agcctgtgct gtgecgegca 60 
gttaggcagc ageagecgcg gageagtagc egccgtggga gggagcc atg aag eat 1I6 

Met Lys His 

1 

tac gag gtg gag att ctg gac gca aag aca agg gag aag ctg tgt tte 164 
Tyr Glu Val Glu He Leu Asp Ala Lys Thr Arg Glu Lys Leu Cys Phe 

5 10 15 

ttg gac aag gtg gag ecc cac gcc acc att gcg gag ate aag aac etc 212 
Leu Asp Lys Val Glu Pro His Ala Thr He Ala Glu He Lys Asn Leu 
20 25 30 35 

tte act aag acc cat ccg cag tgg tac ccc gcc cgc cag tec etc cgc 260 
Phe Thr Lys Thr His Pro Gin Trp Tyr Pro Ala Arg Gin Ser Leu Arg 

40 45 50 

ctg gac ecc aag ggc aag tec ctg aag gat gag gat gtt ctg cag aag 308 
Leu Asp Pro Lys Gly Lys Ser Leu Lys Asp Glu Asp Val Leu Gin Lys 

55 60 65 

ctg ccc gtg ggc acc acg gcc aca ctg tac tte egg gac ctg ggg gee 356 
Leu Pro Val Gly Thr Thr Ala Thr Leu Tyr Phe Arg Asp Leu Gly Ala 

70 75 80 

cag ate age tgg gtg acg gtc tte eta aca gag tac gcg ggg ecc ttt 404 
Gin He Ser Trp Val Thr Val Phe Leu Thr Glu Tyr Ala Gly Pro Phe 

85 90 95 



2523 



tea tct acc tgc tct tct act tec gag tgc cct tea tct atg gca caa 452 

Ser Ser Thr Cys Ser Ser Thr Ser Glu Cys Pro Ser Ser Met Ala Gin 

100 105 110 115 

ata tgaetttace mkagteggca tacagt 48i 

He 

<210> 4021 
<211> 547 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 129. .521 



<400> 4021 

^ gtttttttag tctatcgctg cggttgegag cgetgtaggg agcctgtgct gtgccgegca 60 
y gttaggcagc agcagcegcg gasagtagee geegtgggag ggagccatga agcattaega 12 0 

gcagwgag atg att ett caa gaa ace aaa gya gcc tgt kkc att eca gcg 170 
in I^et He Leu Gin Glu Thr Lys Xaa Ala Cys Xaa He Pro Ala 

M= 1 5 10 

att cct cat tgc tea agg gtg gag att ctg gae gca aag aca agg gag 218 
'^'^^ He Pro His Cys Ser Arg Val Glu He Leu Asp Ala Lys Thr Arg Glu 

15 20 25 30 

ang ctg tgt ttc ttg gac aag gtg gag ccc cac gcc acc att gcg gag 266 
-4J Xaa Leu Cys Phe Leu Asp Lys Val Glu Pro His Ala Thr He Ala Glu 
: 35 40 45 

y ate aag aac etc ttc act aag ace cat ecg eag tgg tac ccc gcc cgc 314 
PJ Asn Leu Phe Thr Lys Thr His Pro Gin Trp Tyr Pro Ala Arg 

fU 50 55 60 

^ eag tec etc cgc ctg gac ccc aag ggc aag tec ctg aag gat gag gat 362 
^ Gin Ser Leu Arg Leu Asp Pro Lys Gly Lys Ser Leu Lys Asp Glu Asp 
S ^5 70 75 

^ gtt ctg eag aag ctg ccc gtg ggc acc acg gcc aca ctg tac ttc egg 410 
Val Leu Gin Lys Leu Pro Val Gly Thr Thr Ala Thr Leu Tyr Phe Arg 

80 85 90 

gae ctg ggg gee eag ate age tgg gtg acg gtc ttc eta aca gag tac 458 
Asp Leu Gly Ala Gin He Ser Trp Val Thr Val Phe Leu Thr Glu Tyr 
95 100 105 110 

gcg ggg ccc ttt tea tct acc tgc tct tct act tec gag tgc cct tea 506 
Ala Gly Pro Phe Ser Ser Thr Cys Ser Ser Thr Ser Glu Cys Pro Ser 

115 120 125 

tct atg gca caa ata tgaetttace mkagteggca tacagt 547 
Ser Met Ala Gin He 
130 

<210> 4022 
<211> 393 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



2524 



^ 0 



<222> 27 . .350 



<400> 4022 

aggcccgtcc ccgagccctg ccaacc atg gtg aac ttg ggt ctg tec egg gtg 53 

Met Val Asn Leu Gly Leu Ser Arg Val 
1 5 

gac gac gee gtg get gee aag cac ccg gga etc ggg gag tat gee gea 101 
Asp Asp Ala Val Ala Ala Lys His Pro Gly Leu Gly Glu Tyr Ala Ala 
10 15 20 25 

tgc cag tea eae gee tte atg aag gge gtt tte aec tte gte aea ggc 149 
Cys Gin Ser His Ala Phe Met Lys Gly Val Phe Thr Phe Val Thr Gly 

30 35 4Q 

aee ggc atg gee ttt ggc ttg cag atg tte att eag agg aag ttt cca 197 
Thr Gly Met Ala Phe Gly Leu Gin Met Phe lie Gin Arg Lys Phe Pro 

45 50 55 

tac ect ttg cag tgg age etc eta gtg gee gtg gtt gea gge tyt gtg 245 
Tyr Pro Leu Gin Trp Ser Leu Leu Val Ala Val Val Ala Gly Xaa Val 

60 65 7Q 

gte age tac ggg gtg aeg aga gtg gag teg gag aaa tgc aac aac etc 2 93 

yi Val Ser Tyr Gly Val Thr Arg Val Glu Ser Glu Lys Cys Asn Asn Leu 
75 80 85 

tgg etc tte ctg gag aee ggg cag etc cec aaa gac agg age aea gat 341 
Trp Leu Phe Leu Glu Thr Gly Gin Leu Pro Lys Asp Arg Ser Thr Asp 
90 95 100 105 

cag aga age taggagagct ceagcagggg caeagaggat tgggggeagg agg 393 
Gin Arg Ser 



<210> 4023 
ry <211> 413 
<212> DNA 
=te <213> Homo sapiens 

—as. 

^ <220> 

<221> CDS 
<222> 42 . .344 



<400> 4023 

ttgaagtgtt gaataaaeae ttatttttga ettcaaaace a atg gte tac ttg gtt 56 

Met Val Tyr Leu Val 

aat ett tet gaa 
Asn Leu Ser Glu 

ttg gaa etc aag 
Leu Glu Leu Lys 
25 

ctg gaa gcg aac 
Leu Glu Ala Asn 
40 

ggg ttt gea gea 
Gly Phe Ala Ala 

55 60 65 



aaa 


gac 


tac 


att 


aga 


aag 


aaa 


1 

aac 


aaa 


tgt 


ggg 


5 

gee 


104 


Lys 


Asp 


Tyr 


He 


Arg 


Lys 


Lys 


Asn 


Lys 


Cys 


Gly Ala 




10 










15 










20 






ttg 


caa 


gaa 


ttg 


agt 


get 


gag 


gag 


aga 


cag 


aag 


tat 


152 


Leu 


Gin 


Glu 


Leu 


Ser 


Ala 


Glu 


Glu 


Arg 


Gin 


Lys 


Tyr 












30 










35 








atg 


aea 


caa 


agt 


get 


ttg 


cca 


aag 


ate 


att 


aag 


get 


200 


Met 


Thr 


Gin 


Ser 


Ala 


Leu 


Pro 


Lys 


He 


He 


Lys 


Ala 










45 










50 








etc 


caa 


eta 


gaa 


tac 


ttt 


tte 


act 


gea 


rgc 


cca 


gat 


248 


Leu 


Gin 


Leu 


Glu 


Tyr 


Phe 


Phe 


Thr 


Ala 


Xaa 


Pro 


Asp 





2525 



gaa gtg cgt gca tgg acc ate agg aaa ggg act aag get cct cag get 2 96 

Glu Val Arg Ala Trp Thr lie Arg Lys Gly Thr Lys Ala Pro Gin Ala 
70 75 80 85 

gca gga aag att cac aca gat ttt gaa aag gga tte ata tgg ctg aag 344 
Ala Gly Lys He His Thr Asp Phe Glu Lys Gly Phe He Trp Leu Lys 

^0 95 100 

taatgaaata egaagatttt aaagaggaag gttctgaaaa tgcagteaag gctgetggaa 404 
agtaeagae 

<210> 4024 
<211> 461 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 86 . .457 

<400> 4024 

cttttgttaa gcagegaggg cgcgaecgcg ggtactctge tgceggettc tcggagcggc 60 
1^ gctgggcgac cagageaggg tegag atg tee tac ate ceg ggc cag ccg gtc 112 
y Met Ser Tyr He Pro Gly Gin Pro Val 

15 
ace gee gtg gtg eaa aga gtt gaa att cac aag ctg cgt eaa ggt gag 
Thr Ala Val Val Gin Arg Val Glu He His Lys Leu Arg Gin Gly Glu 
^ 10 15 20 25 

aac tta ate ctg ggt ttc age att gga ggt gga ate gac eag gae cct 
U Asn Leu He Leu Gly Phe Ser He Gly Gly Gly He Asp Gin Asp Pro 
Us ■ 30 35 40 

fy tec cag aat ecc tte tet gaa gac aag acg gac aag ggt att tat gtc 
^ Ser Gin Asn Pro Phe Ser Glu Asp Lys Thr Asp Lys Gly He Tyr Val 
3 45 50 55 

=^ aca egg gtg tct gaa gga gge cct get gar ate get ggg ctg cag att 
Thr Arg Val Ser Glu Gly Gly Pro Ala Glu He Ala Gly Leu Gin He 

60 65 70 

gga gae aag ate atg eag gtg aac ggc tgg gae atg aec atg gtc aca 352 
Gly Asp Lys He Met Gin Val Asn Gly Trp Asp Met Thr Met Val Thr 

75 80 85 

cac gac cag gee egc aag egg etc ace aag cgc teg gag gag gtg gtg 
His Asp Gin Ala Arg Lys Arg Leu Thr Lys Arg Ser Glu Glu Val Val 

95 100 105 

cgt ctg ctg gtg acg egg eag teg ctg cag aag gee gtg cag eag tee 
Arg Leu Leu Val Thr Arg Gin Ser Leu Gin Lys Ala Val Gin Gin Ser 
110 115 120 

atg ctg tec tage 
Met Leu Ser 

<210> 4025 
<211> 343 
<212> DNA 

<213> Homo sapiens 
<220> 



160 



208 



256 



304 



400 



448 



461 



2526 





<221> CDS 
<222> 26. .337 

<400> 4025 

agcctgaagc ggaagtggag gaaag atg gag gac cat cag cac gtg ccc ate 52 

Met Glu Asp His Gin His Val Pro lie 
1 5 

gac ate cag acc age aag ctg etc gat tgg ctg gtg gac aga agg cac loo 

Asp He Gin Thr Ser Lys Leu Leu Asp Trp Leu Val Asp Arg Arg His 

10 15 20 25 

tgc age ctg aaa tgg cag agt ctg gtg ctg acg ate cgs nga gaa gat 14 8 

Cys Ser Leu Lys Trp Gin Ser Leu Val Leu Thr He Arg Xaa Glu Asp 

30 35 40 

eaa tgc tgc cat cca gga eat gee aga gag cga aga gat cgc cea get 
Gin Cys Cys His Pro Gly His Ala Arg Glu Arg Arg Asp Arg Pro Ala 
45 50 55 

p. get gtc tgg gtc eta cat tea eta ett tea ctg ect aag aat cet gga 
^ Ala Val Trp Val Leu His Ser Leu Leu Ser Leu Pro Lys Asn Pro Glv 
S ^0 65 70 

-ft cet tct eaa agg cac aga ggc etc cac gaa gaa tat ttt tgg ceg ata 2 92 

f* Pro Ser Gin Arg His Arg Gly Leu His Glu Glu Tyr Phe Trp Pro He 
yJ 75 80 85 

^ etc ttc aca geg gat gaa gga ttg gea gga gat tat age tct gta 337 
,j Leu Phe Thr Ala Asp Glu Gly Leu Ala Gly Asp Tyr Ser Ser Val 
^ ^0 95 100 

^' tgagaa 



==*5 

ry 



196 



244 



343 



<210> 4026 
<211> 425 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 70 . .405 



<400> 4026 

gaaatcgtag gaettecgaa agcagcggtg gegtttgctt cactgcttgg aaggtgtgag 60 
trcgegaag atg cga aag gtg gtt ttg ate acc ggg get age agt ggc att 111 

Met Arg Lys Val Val Leu He Thr Gly Ala Ser Ser Gly He 

1 5 10 

ggc ctg gee etc tgc aag egg ctg ctg geg gaa gat gay gag ett cat 159 
Gly Leu Ala Leu Cys Lys Arg Leu Leu Ala Glu Asp Asp Glu Leu His 

20 25 30 

ctg tgt dtg geg tgc agg aac atg age aag gea gaa get gte tgt get 
Leu Cys Xaa Ala Cys Arg Asn Met Ser Lys Ala Glu Ala Val Cys Ala 

35 40 45 

get ctg ctg gee tct cac cce act get gag gte ace att gtc cag gtg 255 
Ala Leu Leu Ala Ser His Pro Thr Ala Glu Val Thr He Val Gin Val 

=0 55 60 

gat gtc age aac ctg cag teg gtc tte egg gee tec aag gaa ett aag 
Asp Val Ser Asn Leu Gin Ser Val Phe Arg Ala Ser Lys Glu Leu Lys 



207 



303 



2527 



^ 0 



rti 



65 70 75 

caa agg ttt cag aga tta gac tgt ata tat eta aat get ggg ate atg 351 
Gin Arg Phe Gin Arg Leu Asp Cys He Tyr Leu Asn Ala Gly He Met 

80 85 90 

cct aat cca caa cwa ata tea aag cac ttt tct ttg gee tct ttt eaa 399 
Pro Asn Pro Gin Xaa He Ser Lys His Phe Ser Leu Ala Ser Phe Gin 
95 100 105 110 

gaa aag tgattcatat gtketccaca 425 
Glu Lys 

<210> 4027 

<211> 425 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 46 . .417 



m <400> 4027 

H gggtgcegct ggcggccgtt gccagggtag gggtcgettt gcggc atg gcg atg gcg 57 

Met Ala Met Ala 

m 1 

gag ggc gag agg act gag tgt get gag ecc ccc egg gac gaa cce ceg 105 
g Glu Gly Glu Arg Thr Glu Cys Ala Glu Pro Pro Arg Asp Glu Pro Pro 

5 10 15 20 

^ get gat gga get etg aag egg gea gag gag etc aag act cag gee aat 153 
^ Ala Asp Gly Ala Leu Lys Arg Ala Glu Glu Leu Lys Thr Gin Ala Asn 

25 30 35 

gac tac ttc aaa gee aag gac tac gag aac gee ate aag ttc tac age 201 
Asp Tyr Phe Lys Ala Lys Asp Tyr Glu Asn Ala He Lys Phe Tyr Ser 
y 40 45 50 

p cag gee ate gag etg aac ccc age aat gcc ate tac tat ggc aac cge 24 9 

Gin Ala He Glu Leu Asn Pro Ser Asn Ala He Tyr Tyr Gly Asn Arg 

55 60 65 

age etg gcc tac etg cge act gag tge tat ggc tac gcg etg gga gac 2 97 

Ser Leu Ala Tyr Leu Arg Thr Glu Cys Tyr Gly Tyr Ala Leu Gly Asp 

70 75 80 

gcc acg egg gcc att gag etg gac aag aag tac ate aag ggt tat tac 345 
Ala Thr Arg Ala He Glu Leu Asp Lys Lys Tyr He Lys Gly Tyr Tyr 
85 90 95 100 

cge egg get gcc age aac atg gea etg ggc agt tec ggg ccg cge tge 393 
Arg Arg Ala Ala Ser Asn Met Ala Leu Gly Ser Ser Gly Pro Arg Cys 

105 110 115 

gag act acg aga egg tgg tea agg tgaagcee 425 
Glu Thr Thr Arg Arg Trp Ser Arg 
120 



<210> 4028 

<211> 527 

<212> DNA 

<213> Homo sapiens 



2528 



^ 0 



<220> 
<221> CDS 
<222> 115 . . 507 



<400> 4028 

acacatgcct gcttaaagcc ctctccatcc tctgcctcac ccagtccccg ctgagactga 60 
gcagacgcct ccaggatctg tcggcagctg ctgttctgag ggagagcaga gacc atg iiv 

Met 
1 

tct gac ata gaa gag gtg gtg gaa gag tac gag gag gag gag cag gaa 165 
Ser Asp He Glu Glu Val Val Glu Glu Tyr Glu Glu Glu Glu Gin Glu 

5 10 15 

ggt aag cgt aaa cgt gtg trc tea ttt gga tea aag aca gcc tgg ttc 213 
Gly Lys Arg Lys Arg Val Xaa Ser Phe Gly Ser Lys Thr Ala Trp Phe 

20 25 30 

gaa act gac cca cct ctt etc tct tct ctt get gee tgg act tet gag 261 
Glu Thr Asp Pro Pro Leu Leu Ser Ser Leu Ala Ala Trp Thr Ser Glu 
35 40 45 

4i cag aag eag etg ttg aag age agg agg agg cag egg aag agg atg etg 3 09 

HI Gin Lys Gin Leu Leu Lys Ser Arg Arg Arg Gin Arg Lys Arg Met Leu 
1^ 50 55 60 65 

y aag cag agg etg aga ecg agg aga eea ggg cag aag aag atg aag aag 3 57 

# Lys Gin Arg Leu Arg Pro Arg Arg Pro Gly Gin Lys Lys Met Lys Lys 

3 

aag agg aag caa agg agg etg aag atg gee caa tgg agg agt cca aac 405 
Lys Arg Lys Gin Arg Arg Leu Lys Met Ala Gin Trp Arg Ser Pro Asn 
^ , 85 90 95 

U caa age cca ggt cgt tea tge cca act tgn tgc etc cca aga tec eag 453 
\U Gin Ser Pro Gly Arg Ser Cys Pro Thr Xaa Cys Leu Pro Arg Ser Gin 

ry 100 105 110 

P atg gag aga gag tgg act tng rtg aca tee acs gga age gea tgg aga 501 
^ Met Glu Arg Glu Trp Thr Xaa Xaa Thr Ser Thr Gly Ser Ala Trp Arg 
3 115 120 125 

agg rec tgaatgagtt geaggegctg 527 

Arg Xaa 

130 

<210> 4029 

<211> 453 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 96. .407 



<400> 4029 

ctttgggceg tagttagtgt ggggccgtgt etcagtccac ceaaggtcte etcggatcge 60 
etggagagge aeteggaeet ggageagtga ggaga atg aat ace ttc caa gac 113 

Met Asn Thr Phe Gin Asp 
1 5 

cag agt ggc age tec agt aat aga gaa ecc ctt ttg agg tgt agt gat 161 



2529 



10 



25 



40 



55 



75 



90 

ang ate tagccaatca 
P Xaa He 

Ul <210> 4030 
1^" <211> 469 
<212> DNA 
<213> Homo sapiens 



Ser 


Asn 


Arg 


Glu 


Pro 


Leu 


Leu 


Arg 


Cys 


Ser 


Asp 








15 










20 








9cg 


att 


ggt 


gga 


gtt 


etc 


egg 


get 


gaa 




Leu 


TV n 

Ala 


He 


Gly Gly Val 


Leu 


Arg 


Ala 


Glu 






30 










35 








aac 


ttg 


cga 


gag 


gtc 


aaa 


get 


cag 


att 


eae 


agt 


Asn 


Leu 


Arg 


Glu 


Val 


Lys 


Ala 


Gin 


He 


His 


Ser 




45 










50 










ctg 


gaa 


tgt 


ctt 


aga 


age 


cgt 


9ag 


gta 


tgg 


ctg 


Leu 


Glu 


Cys 


Leu 


Arg 


Ser 


Arg 


Glu 


Val 


Trp 


Leu 


60 










65 








70 


ctt 


att 


tat 


cag 


ctt 


aaa 


gag 


9ag 


aca 


ctt 


caa 


Leu 


He 


Tyr 


Gin 


Leu 


Lys 


Glu 


Glu 


Thr 


Leu 


Gin 










80 










85 




etc 


tac 


teg 


tta 


ttg 


ggc 


cag 


tta 


ecc 


aaa 


aca 


Leu 


Tyr 


Ser 


Leu 


Leu 


Gly Gin 


Leu 


Pro 


Lys 


Thr 








95 










100 







<220> 
<221> CDS 
^ . <222> 76. .465 



209 



257 



305 



353 



401 



453 



60 



207 



fU <400> 4030 

p etteteecag eattgeeece cceacgttte agcaeagcge tggeegeagt etgacaggaa 
2 agggaeggag ecaag atg gcg gcg gee gae ggc gac gac teg ctg tac ecc in 
2 Met Ala Ala Ala Asp Gly Asp Asp Ser Leu Tyr Pro 

1 5 10 

ate gcg gtg etc ata gae gaa etc cgc aat gag gae gtt cag ctt cgc 159 
He Ala Val Leu He Asp Glu Leu Arg Asn Glu Asp Val Gin Leu Arg 

15 20 25 

etc aac age ate aag aag ctg tec ace ate gee ttg gcc ctt ggg gtt 
Leu Asn Ser He Lys Lys Leu Ser Thr He Ala Leu Ala Leu Gly Val 

30 35 40 

gaa agg ace cga agt gag ett ctg cet ttc ctt aca gat ace ate tat 255 
Glu Arg Thr Arg Ser Glu Leu Leu Pro Phe Leu Thr Asp Thr He Tyr 
45 50 55 60 

gat gaa gat gag gtc etc ctg gee ctg gca gaa cag ctg gga ace ttc 
Asp Glu Asp Glu Val Leu Leu Ala Leu Ala Glu Gin Leu Gly Thr Phe 

65 70 75 

act ace ctg gtg gga ggc cea gag tac gtg eac tgc ctg ctg cea ccg 351 
Thr Thr Leu Val Gly Gly Pro Glu Tyr Val His Cys Leu Leu Pro Pro 

80 85 90 

ctg gag teg ctg gee aca gtg gag gag aca gtg gtg egg gac aag gca 399 
Leu Glu Ser Leu Ala Thr Val Glu Glu Thr Val Val Arg Asp Lys Ala 

55 100 105 

gtg gag tec tta egg gee ate tea cac gag cac teg ecc tct gac ctg 447 



303 



2530 



Val Glu Ser Leu Arg Ala He Ser His Glu His Ser Pro Ser Asp Leu 

110 115 120 

gag gcg cac ttt gtg cgc tagt 
Glu Ala His Phe Val Arg 
125 130 

<210> 4031 

<211> 458 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 91. .396 

<400> 4031 

acttgtgcgc atgctccggg tgtcccggag ttgtcctgcg ccggtgttcc cacgtgcggc 60 
U ctgaacctga gcgcataatg ttatgaggag atg gga gca eta gtg att cgc ggt 114 

Met Gly Ala Leu Val He Arg Gly 
iTi 1 5 

ate agg aat ttc aac eta gag aac ega gcg gaa egg gaa ate age aag 162 
y He Arg Asn Phe Asn Leu Glu Asn Arg Ala Glu Arg Glu He Ser Lys 
.« 10 15 2 0 

atg aag cce tet gte get ece aga cac cec tct ace aac age etc etg 210 
Met Lys Pro Ser Val Ala Pro Arg His Pro Ser Thr Asn Ser Leu Leu 
'-^ 25 30 35 

=^ ega gag cag att agt etc tat eea gaa gtt aaa gga gag att get egt 258 

U Arg Glu Gin He Ser Leu Tyr Pro Glu Val Lys Gly Glu He Ala Ara 

fU 45 50 55 

ry aaa gat gaa aag etg etg teg ttt eta aaa gat gtg tat gtt gat tec 306 

^ Lys Asp Glu Lys Leu Leu Ser Phe Leu Lys Asp Val Tyr Val Asp Ser 

n ^0 65 70 

g aaa gat ect gtg tet tee ttg cag gta aaa get get gaa ksa tgt eaa 354 



Lys Asp Pro Val Ser Ser Leu Gin Val Lys Ala Ala Glu Xaa Cys Gin 

75 80 85 

gag ccg aag aat tea gat tgc ega aag acc ate att ttg ata 
Glu Pro Lys Asn Ser Asp Cys Arg Lys Thr He He Leu He 

50 95 100 

tgawratatw agagcattcc eaaaggcaaa atttecattg tagagcattg acaettctea 



ta 

<210> 4032 

<211> 424 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 20. .394 



396 



456 
458 



<400> 4032 

ctttcgggtg gtcaggaag atg geg gee tct ggg gcg gac gca ggt ect ggt 52 



2531 



Met Ala Ala Ser Gly Ala Asp Ala Gly Pro Gly 
15 10 
aca ata ctt ggt gtt acg aaa gga tct ate aca age tec gtt etc etg 100 
Thr lie Leu Gly Val Thr Lys Gly Ser He Thr Ser Ser Val Leu Leu 

15 20 25 

gee ggc ggg egc act ggt age gca ggc ttg tea cge gge cae egg gee 14 8 

Ala Gly Gly Arg Thr Gly Ser Ala Gly Leu Ser Arg Gly His Arg Ala 

30 35 40 

ttg eac act cac cge gae cae ceg eac aca gee get tac etc caa gag 196 
Leu His Thr His Arg Asp His Pro His Thr Ala Ala Tyr Leu Gin Glu 

45 50 55 

ctg ggg egc atg cge aaa gtg gtc etc gag gee cea gat gag ace ace 244 
Leu Gly Arg Met Arg Lys Val Val Leu Glu Ala Pro Asp Glu Thr Thr 
60 65 70 75 

eta aag gag etg gee gag ace ctg caa cag aag aac att gac cac atg 2 92 

Leu Lys Glu Leu Ala Glu Thr Leu Gin Gin Lys Asn He Asp His Met 
80 85 90 

^ ctg tgg ctt gag caa cea gag aat ate gee act tgt att get etc egg 340 
^ Leu Trp Leu Glu Gin Pro Glu Asn He Ala Thr Cys He Ala Leu Arg 
S 95 100 105 

n cce tac cee aag gaa gaa gtg ggc cag tat ttg aag aag tte ega ttg 388 
^ Pro Tyr Pro Lys Glu Glu Val Gly Gin Tyr Leu Lys Lys Phe Arg Leu 
110 115 120 

tte aag taaetgctgc tttgatgtgt ttgaatanmc 424 
Phe Lys 
125 

<210> 4033 
<211> 382 
m <212> DNA 

fy <213> Homo sapiens 

2 <220> 

y <221> CDS 

^ <222> 54. .371 



<400> 4033 

acctctgcag agccgggtgg ageceattga egtecagcga asnaggagea gcg atg 56 

Met 
1 

gae ggt egg gtg cag ctg ata aag gee etc etg gee ttg ceg ate egg 104 
Asp Gly Arg Val Gin Leu He Lys Ala Leu Leu Ala Leu Pro He Arg 

5 10 15 

cct gcg acg cgt cge tgg agg aac ceg att cce ttt cce gag acg ttt 152 
Pro Ala Thr Arg Arg Trp Arg Asn Pro He Pro Phe Pro Glu Thr Phe 

20 25 30 

gac ggc gat acc gac cga etc ceg gag tte ate gtg cag acg ggc tec 200 
Asp Gly Asp Thr Asp Arg Leu Pro Glu Phe He Val Gin Thr Gly Ser 

35 40 45 

tac atg tte gtg gac gag aac acg tte tec age gac gcc ctg aag gtg 248 
Tyr Met Phe Val Asp Glu Asn Thr Phe Ser Ser Asp Ala Leu Lys Val 
50 55 60 65 

acg tte etc ate aec egc etc tsc tec cea eca gae tge cag acg act 296 



2532 



Thr Phe Leu lie Thr Arg Leu Xaa Ser Pro Pro Asp Cys Gin Thr Thr 

70 75 80 

aca tea ttc tgc cca cag acc tgc get gcc aca gcc ate gcc ate sat 344 
Thr Ser Phe Cys Pro Gin Thr Cys Ala Ala Thr Ala lie Ala He Xaa 

85 90 95 

cge ate eca eeg aea gam tge tge tee tagtgatetg g 3 82 

Arg He Pro Pro Thr Xaa Cys Cys Ser 
100 105 



<210> 4034 

<211> 422 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 18 . .341 



?9 = 

Its. 



<400> 4034 

aatggeaaat kyggcga atg agg gag aea geg akg cgt cag age atg aaa 50 

Met Arg Glu Thr Ala Xaa Arg Gin Ser Met Lys 
15 10 
ggt gac tgg eac eag eag ttt gga teg cet cct ktg geg gga ggc ect 98 
Gly Asp Trp His Gin Gin Phe Gly Ser Pro Pro Xaa Ala Gly Gly Pro 

15 20 25 

tgt aga gga tac ctt tgg aga aea get eae ace eca gag gga agt ggc 146 
Cys Arg Gly Tyr Leu Trp Arg Thr Ala His Thr Pro Glu Gly Ser Gly 

30 35 40 

ttg gac aaa ggg ggc tge tea gea gac ttc gat etc etc tgg ggg atg 194 
Leu Asp Lys Gly Gly Cys Ser Ala Asp Phe Asp Leu Leu Trp Gly Met 
~~r: 45 50 55 

^ tgg ata ccg etc agg cec gea ecc etc cat tgg tee tgg aga ctg ata 242 
^ Trp He Pro Leu Arg Pro Ala Pro Leu His Trp Ser Trp Arg Leu He 
^ 60 65 70 75 

tgg gag geg gta tgt gee ttg get ccg gag ggc acc tgg rge ace cet 2 90 

Trp Glu Ala Val Cys Ala Leu Ala Pro Glu Gly Thr Trp Xaa Thr Pro 

80 85 90 

cae ctg gag aac ect eat eca gag eac tee ttt cet gga gea cec etc 338 
His Leu Glu Asn Pro His Pro Glu His Ser Phe Pro Gly Ala Pro Leu 

95 100 105 

acc tgaagcacce tcagttggag eatcetctca cctagagaac cctcacctgg 3 91 

Thr 

ageaccetgt taccegggge accetcasct g 422 

<210> 4035 
<211> 426 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 35 . .418 



2533 



<400> 4035 

gttgcacagt tgtttccggg aagcgggact ccaa atg ggt cgc agt cgc age cgc 55 

Met Gly Arg Ser Arg Ser Arg 
1 5 

tct cca egg agg gaa cgt agg cgt tec egg tec aea tec egg gag aga 103 
Ser Pro Arg Arg Glu Arg Arg Arg Ser Arg Ser Thr Ser Arg Glu Arg 

10 15 20 

gaa cgc agg cgc ega gaa agg tec agg tct egg gag aga gat egg aga 151 
Glu Arg Arg Arg Arg Glu Arg Ser Arg Ser Arg Glu Arg Asp Arg Arg 

25 30 35 

agg age cgc teg ega tec ceg eac ega aga cgc tec ega tct cca aga 199 
Arg Ser Arg Ser Arg Ser Pro His Arg Arg Arg Ser Arg Ser Pro Arg 
40 45 50 55 

ega eat aga tee aea tct cct tec cct tct ega etg aaa gaa aga aga 247 
Arg His Arg Ser Thr Ser Pro Ser Pro Ser Arg Leu Lys Glu Arg Arg 

60 65 70 

gat gag gaa aag aaa gaa aca aaa gaa aca aag age aaa gaa egg erg 2 95 

Asp Glu Glu Lys Lys Glu Thr Lys Glu Thr Lys Ser Lys Glu Arg Xaa 

75 80 85 

att act gag gaa gac tta gag ggc aaa aca gag gra gaa ata gra atg 343 
He Thr Glu Glu Asp Leu Glu Gly Lys Thr Glu Xaa Glu He Xaa Met 
y 50 95 100 

999 ^tt tgc tee ttt grc tee aea aaa ggt aag aag 391 
2 Met Lys Leu Xaa Gly He Cys Ser Phe Xaa Ser Thr Lys Gly Lys Lys 
% 105 110 115 

J"' gtg gat ggc tct gta aat gee tat gca taartgtc 426 
^ Val Asp Gly Ser Val Asn Ala Tyr Ala 
%J 120 125 

ru 

fy <210> 4036 

<211> 828 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 245. .802 



? E 



n 



<400> 4036 

gagtcacctg aeeaagacce tggagttaca atggcggcgc ccatgctgcg ctggggctgc 60 
cgtggaagae gttgggettt cgeccgggtt gaeggtggtt cttgceaceg aagaggggct 12 0 
ecgaetgggt ecaeateeaa ecagattagg ggagagagct eagtggetca geageceetc 180 
eacacggccc agaagaegag gaaaggtgaa cacaaatggg ctgctgtggt aggtttggaa 24 0 
atte atg ccc aga ttt cct cca act eta ate ttc tct gga tct caa gtt 289 
Met Pro Arg Phe Pro Pro Thr Leu He Phe Ser Gly Ser Gin Val 
15 10 15 

ege ttt tea gea eet cca aat tct ttg gtt tct ttt ttt gat gea tct 337 
Arg Phe Ser Ala Pro Pro Asn Ser Leu Val Ser Phe Phe Asp Ala Ser 

20 25 30 

eta cct gga act ttg ceg gtt etc aae agg rgr tgt gta gaa gcg gcg 385 
Leu Pro Gly Thr Leu Pro Val Leu Asn Arg Xaa Cys Val Glu Ala Ala 
35 40 45 



2534 



gtg atg aca ggc ctg get ctg aac tgc cac ata aac aag aag tec ttg 433 
Val Met Thr Gly Leu Ala Leu Asn Cys His He Asn Lys Lys Ser Leu 

50 55 60 

ttt gac agg aag cae tac ttc tat gea gac cte eet gea gge tae caa 4 81 

Phe Asp Arg Lys His Tyr Phe Tyr Ala Asp Leu Pro Ala Gly Tyr Gin 

65 70 75 

att aec eag cag agg cte cea att get gtg aat ggg age ttg ata tat 529 
He Thr Gin Gin Arg Leu Pro He Ala Val Asn Gly Ser Leu He Tyr 
80 85 90 95 

ggc gte tgt gea ggg aag aag cag agt cag gtg ate cec aag aeg gtg 577 
Gly Val Cys Ala Gly Lys Lys Gin Ser Gin Val He Pro Lys Thr Val 

100 105 110 

agg ate aag cag ate eag ttg gag caa gae agt ggm aaa age etc cac 625 
Arg He Lys Gin He Gin Leu Glu Gin Asp Ser Gly Lys Ser Leu His 

115 120 125 

gac aac ctg agg tet eag acg etc att gat ttg aac agg gea ggw gtg 673 
Asp Asn Leu Arg Ser Gin Thr Leu He Asp Leu Asn Arg Ala Gly Val 
^ 130 135 X40 

U ggc ett ctg gag gtg gte ctg gmg ccc gac atg tee tgt gga gaa gag 721 
^ Gly Leu Leu Glu Val Val Leu Xaa Pro Asp Met Ser Cys Gly Glu Glu 
145 150 155 

gsn gea aca get gte agg gag ctg cag ctg ate can nnk gee ctg ggg 769 
y Xaa Ala Thr Ala Val Arg Glu Leu Gin Leu He Xaa Xaa Ala Leu Gly 
^ 160 165 170 175 

aac eag cea sag gaa eat ggc aga ggg ccc agt tgagagtgga tgecaatata 822 
^ Asn Gin Pro Xaa Glu His Gly Arg Gly Pro Ser 

180 185 

= tecgtg 



•i srv 



fU <210> 4037 

ry <211> 433 

^ <212> DNA 

^ <213> Homo sapiens 

^ <220> 

<221> CDS 
<222> 43 . .360 



828 



<400> 4037 

gcgttteegt tteegctagg aetctggeag ttggtgagea tc atg gea ace gtt 54 

Met Ala Thr Val 
1 

aca gee aca aec aaa gte ccg gag ate egt gat gta aca agg att gag 102 

Thr Ala Thr Thr Lys Val Pro Glu He Arg Asp Val Thr Arg He Glu 

5 10 15 20 

ega ate ggt gee cac tec cac ate egg gga ctg ggg ctg gac gat gee 150 

Arg He Gly Ala His Ser His He Arg Gly Leu Gly Leu Asp Asp Ala 

25 30 35 

ttg gag eet egg cag get teg caa gge atg gtg ggt cag ctg geg gea 198 
Leu Glu Pro Arg Gin Ala Ser Gin Gly Met Val Gly Gin Leu Ala Ala 

40 45 50 

egg egg gcg get ggc gtg gtg ctg gag atg ate egg gaa ggg aag att 24 6 

Arg Arg Ala Ala Gly Val Val Leu Glu Met He Arg Glu Gly Lys He 



2535 



m 0 



55 60 65 

gcc ggt egg gca gtc ctt att get ggc cag ceg ggc acg ggg aag acg 2 94 

Ala Gly Arg Ala Val Leu lie Ala Gly Gin Pro Gly Thr Gly Lys Thr 

70 75 80 

gcc ate gcc atg ggc atg gcg cag gee ctg ggc cet gan cac gcc att 342 
Ala lie Ala Met Gly Met Ala Gin Ala Leu Gly Pro Xaa His Ala He 
85 90 95 100 

cac age cat cge egg cag tgaaatcttc tecctggaga tgagcaagac 3 90 

His Ser His Arg Arg Gin 
105 

cgaggcgctg aegcaggect teeggcggtc catcggegtt cge 433 

<210> 4038 

<211> 568 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 31 . .348 



<400> 4038 

gnagaggcgt gatctggcct tcgactcgct atg tec act aac aat atg teg gac 54 
^ Met Ser Thr Asn Asn Met Ser Asp 

15 

cca egg agg ceg aac aaa gtg ctg agg tac aag ccc ceg ceg age gaa 102 
s Pro Arg Arg Pro Asn Lys Val Leu Arg Tyr Lys Pro Pro Pro Ser Glu 

O 10 15 20 

ry tgt aac ceg gcc ttg gac gac ceg acg ceg gac tac atg aac ctg ctg 150 
fj Cys Asn Pro Ala Leu Asp Asp Pro Thr Pro Asp Tyr Met Asn Leu Leu 
Ig 25 30 35 40 

P*. ggc atg ate ttc age atg tgc ggc etc atg ctt aag ctg aag tgg tgt 198 
Gly Met He Phe Ser Met Cys Gly Leu Met Leu Lys Leu Lys Trp Cys 

45 50 55 

get tgg gtc get gtc tac tgc tec ttc ate age ttt gcc aac tct egg 246 
Ala Trp Val Ala Val Tyr Cys Ser Phe He Ser Phe Ala Asn Ser Arg 

60 65 70 

age teg gag gac acg aag caa atg atg agt age ttc atg ctg tec ate 294 
Ser Ser Glu Asp Thr Lys Gin Met Met Ser Ser Phe Met Leu Ser He 

75 80 85 

tct gcc gtg gtg atg tec tat ctg cag aat cet cag ccc atg acg ccc 342 
Ser Ala Val Val Met Ser Tyr Leu Gin Asn Pro Gin Pro Met Thr Pro 

90 95 100 

cca tgg tgatacagee tagaagggtc acattttgga ecctgtctat ecactaggme 3 98 

Pro Trp 
105 

tgggctttgg ctgctaaace tgctgectte agctgeeatc ctggacttcc ctgaatgagg 458 
ecgtcteggt gcccccaget ggatagaggg aacctggcee tttcctaggg aacaccctag 518 
gcttacccct cctgrnetcce ttccectgcc tgctgctggg ggagatgctg 568 

<210> 4039 
<211> 413 
<212> DNA 



2536 





<213> Homo sapiens 

<220> 
<221> CDS 
<222> 22 . .387 



<400> 4039 

aggcgcttac agtgcaccaa g atg gcc gcc ccc gtg gat eta gag ctg aag 5i 

Met Ala Ala Pro Val Asp Leu Glu Leu Lys 
15 10 
aag gcc ttc aca gag ctt caa gcc aaa gtt att gac act caa cag aag 99 
Lys Ala Phe Thr Glu Leu Gin Ala Lys Val He Asp Thr Gin Gin Lys 

15 20 25 

gtg aag etc gca gac ata cag att gaa cag eta aac aga acg aaa aag 147 
Val Lys Leu Ala Asp He Gin He Glu Gin Leu Asn Arg Thr Lys Lys 
30 35 40 

^ cat gca cat ctt aea gat aca gag ate atg act ttg gta gat gag act 195 
O His Ala His Leu Thr Asp Thr Glu He Met Thr Leu Val Asp Glu Thr 

45 50 55 

fj 9aa ggt gta gga aga atg ttt att ctt cag tec aag gaa 243 

^ Asn Met Tyr Glu Gly Val Gly Arg Met Phe He Leu Gin Ser Lys Glu 
Li ^5 70 

gca att eac agt cag ctg tta gag aag cag aaa ata gca gaa gaa aaa 2 91 

Ala He His Ser Gin Leu Leu Glu Lys Gin Lys He Ala Glu Glu Lys 
^ 75 80 85 90 

ifl att aaa gaa eta gaa eag aaa aag tec tac ctg gag cga agg tta aag 339 
s He Lys Glu Leu Glu Gin Lys Lys Ser Tyr Leu Glu Arg Arg Leu Lys 

O 55 100 105 

ry get gag gac aac ate egg gag atg ctg atg gca mga agg gee aag 3 87 

pj Glu Ala Glu Asp Asn He Arg Glu Met Leu Met Ala Arg Arg Ala Lys 

115 120 
5 tagggageet ctctgggaag ctettc 4-1^3 

O <210> 4040 
<211> 472 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 28. .414 

<400> 4040 

aggaagtgac gtcaggcggc cgcggag atg gag gat ttg etc gac ttg gac gag 54 

Met Glu Asp Leu Leu Asp Leu Asp Glu 
1 5 

gag ctt cgc tac age ttg get ace tec agg gcc aag atg ggt cgc cga 102 
Glu Leu Arg Tyr Ser Leu Ala Thr Ser Arg Ala Lys Met Gly Arg Arg 
10 15 20 25 

get caa eag gag tea geg cag gcc gag aat eac etc aat gge aag aat 150 
Ala Gin Gin Glu Ser Ala Gin Ala Glu Asn His Leu Asn Gly Lys Asn 
30 35 40 



2537 




tec tct ttg act ctg act gga gag act tec tct get aaa tta cct cgc 198 
Ser Ser Leu Thr Leu Thr Gly Glu Thr Ser Ser Ala Lys Leu Pro Arg 

45 50 55 

tgc cga eag gga ggc tgg gca ggt gat tec gtg aag get teg aag ttt 24 6 

Cys Arg Gin Gly Gly Trp Ala Gly Asp Ser Val Lys Ala Ser Lys Phe 

60 65 70 

agg agg aag get tct gaa gaa ata gaa gat tte ege etc aga cea eag 2 94 

Arg Arg Lys Ala Ser Glu Glu lie Glu Asp Phe Arg Leu Arg Pro Gin 

75 80 85 

age ctg aat gga tea gat tat gga gga gat att cct ate att eeg gat 342 
Ser Leu Asn Gly Ser Asp Tyr Gly Gly Asp lie Pro lie lie Pro Asp 
90 95 100 105 

ctg gag gaa gta eag gan gaa gac ttt gtt ttg eag gtg gca gee eee 390 
Leu Glu Glu Val Gin Xaa Glu Asp Phe Val Leu Gin Val Ala Ala Pro 

110 115 120 

tee eag cat cca gat aaa age ggg tgatgaecta ccgtgacctg gaeaatgaec 444 
Ser Gin His Pro Asp Lys Ser Gly 
125 

g tcatgaagta ctcagceatt cagaeaet 472 

3 

<210> 4041 

<211> 446 
f\ <212> DNA 
^ <213> Homo sapiens 

;. 

# <220> 

^ <221> CDS 

<222> 39. .410 



ill 



<400> 4041 

aacagaatag eageagtaat atcagttaca gcaatgca atg eag aaa gaa ate aca 56 
_ Met Gin Lys Glu He Thr 

U 15 
Q ctg cct tea aga etc ata tat tac ate aac caa gae teg gaa age cct 104 
Leu Pro Ser Arg Leu He Tyr Tyr He Asn Gin Asp Ser Glu Ser Pro 

10 15 20 

tat cac gtt ett gae aca aag gca aga cac eag caa aaa eat aat aag 152 
Tyr His Val Leu Asp Thr Lys Ala Arg His Gin Gin Lys His Asn Lys 

25 30 35 

get gte eat ctg gcc cag gca age tte eag att gaa gee ttc ggc tee 200 
Ala Val His Leu Ala Gin Ala Ser Phe Gin He Glu Ala Phe Gly Ser 

40 45 50 

aaa tte att ctt gac etc ata ctg aac aat ggt ttg ttg tct tct gat 248 
Lys Phe He Leu Asp Leu He Leu Asn Asn Gly Leu Leu Ser Ser Asp 
55 60 65 70 

tat gtg gag att cac tac gaa aat ggg aaa cea eag tac tct aag ggt 2 96 

Tyr Val Glu He His Tyr Glu Asn Gly Lys Pro Gin Tyr Ser Lys Gly 

75 80 85 

gga gag cac tgt tac tac cat gga age ate aga ggc gte aaa gac tec 344 
Gly Glu His Cys Tyr Tyr His Gly Ser He Arg Gly Val Lys Asp Ser 

90 95 100 

aag ggt ggc tct gte aac ctg caa tgg act tec egg gat ggg aga aag 3 92 

Lys Gly Gly Ser Val Asn Leu Gin Trp Thr Ser Arg Asp Gly Arg Lys 
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105 110 115 

aga gag act ccg agt ata tagccttttt aatagttttt actatacaaa atacat 446 
Arg Glu Thr Pro Ser lie 
120 

<210> 4042 
<211> 518 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 73 . .417 



<400> 4042 

tgaggatgcc gggaagggct ggtggtcggg ggcctmsasc ggcggttgca cttagttgcg 60 
^ gctgctgtca cc atg tec cgc gtt ttg gtg act tgc cat gtg aaa sgc tec 111 
Q • Wet Ser Arg Val Leu Val Pro Cys His Val Lys Xaa Ser 

m 9ta gee etc cag gtg ggc gac gtg egg acc tee caa gge egg cct ggc 159 
r; Val Ala Leu Gin Val Gly Asp Val Arg Thr Ser Gin Gly Arg Pro Gly 
I. 15 20 25 

gtg ctg gtc ate grt rtc acc tte see age gtc gmk cec ttc gag tkg 207 
Val Leu Val He Xaa Xaa Thr Phe Xaa Ser Val Xaa Pro Phe Glu Xaa 
^^ 30 35 40 45 

O cag gaa ate aeg ttt aag aat tac tac aea get ttt ttg age ate cgt 255 
. Gin Glu He Thr Phe Lys Asn Tyr Tyr Thr Ala Phe Leu Ser He Arg 

a 50 55 60 

?y gtc cgt mag tac acc tea gca cac aea cct gee aag tgg gtg acc tgc 3 03 

Val Arg Xaa Tyr Thr Ser Ala His Thr Pro Ala Lys Trp Val Thr Cys 
^ 65 70 75 

S ctg egg gac tac tgc eta atg cct gac eca cae agt gag gag gga gee 351 
^ Leu Arg Asp Tyr Cys Leu Met Pro Asp Pro His Ser Glu Glu Gly Ala 
M 80 85 90 

cag gag tat gta teg ctg tte amg cat cag atg ctg nsg aea tgg eta 399 

Gin Glu Tyr Val Ser Leu Phe Xaa His Gin Met Leu Xaa Thr Trp Leu 
95 100 105 

gaa tat egg ars tac gee tgattctgcg gcascatcac eactgtggct 447 

Glu Tyr Arg Xaa Tyr Ala 

110 115 

gtctttcaea gtggaggage tgcagatcta teagcaggga ceaaagagce ctcegtgacc 507 
tttcccaagt g 

<210> 4043 
<211> 409 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 13 . .357 



2539 



<400> 4043 

gcacaatggg cc atg gag ttc ccg ttc gat gtg gac gcg ctg ttc ccg gag 51 
Met Glu Phe Pro Phe Asp Val Asp Ala Leu Phe Pro Glu 
15 10 
egg ate acg gtg ctg gac cag cae ctg agg ccc cea gee cgc cga ccc 99 
Arg He Thr Val Leu Asp Gin His Leu Arg Pro Pro Ala Arg Arg Pro 

15 20 25 

gga ace aca acg ccg gcc cgt gtt gat eta cag cag caa att atg acc 147 
Gly Thr Thr Thr Pro Ala Arg Val Asp Leu Gin Gin Gin He Met Thr 
30 35 40 45 

att ata gat gaa ctg ggc aag get tct gcc aag gcc cag aat ctt tec 195 
He He Asp Glu Leu Gly Lys Ala Ser Ala Lys Ala Gin Asn Leu Ser 

50 55 60 

get cct ate act agt gca tea agg atg cag agt aae cgc eat gtt gtn 243 
Ala Pro He Thr Ser Ala Ser Arg Met Gin Ser Asn Arg His Val Val 

65 70 75 

kat att etc aaa gac agt tea gcc cga ccg get gga aaa gga gsc att 2 91 

Xaa He Leu Lys Asp Ser Ser Ala Arg Pro Ala Gly Lys Gly Xaa He 

80 85 90 

att ggt ttc atn aag tgg gat acr aga age tct ttg tac tgg atg ate 339 
He Gly Phe Xaa Lys Trp Asp Thr Arg Ser Ser Leu Tyr Trp Met He 

95 100 105 

gtg arg etc ata atg agg tagameactt tgeatcctgg aettttacay 3 87 

Val Xaa Leu He Met Arg 
110 115 

eatgagtctg tgcaacgeca tg 4Q9 

<210> 4044 

<211> 535 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 38. .454 



<400> 4044 

caaggatgat tttgeganta ategagaatt tatcaca atg gtt gta tac aag act 55 

Met Val Val Tyr Lys Thr 



gat 


gga 


aaa 


aaa 


gtt 


tat 


tac 


cca 


get 


gac 


1 
cca 


cct 


cca 


tac 


5 
att 


gat 


103 


Asp 


Gly 


Lys 


Lys 


Val 


Tyr 


Tyr 


Pro 


Ala 


Asp 


Pro 


Pro 


Pro 


Tyr 


He 


Asp 










10 










15 










20 






gga 


att 


cga 


att 


aae 


age 


cct 


cat 


tat 


ttg 


act 


aag 


ata 


aag 


ctg 


acc 


151 


Gly 


He 


Arg 
25 


He 


Asn 


Ser 


Pro 


His 
30 


Tyr 


Leu 


Thr 


Lys 


He 
35 


Lys 


Leu 


Thr 




aca 


cct 


ggc 


acc 


eat 


ace 


ttt 


aca 


tta 


gtg 


gtt 


tct 


caa 


tat 


gaa 


aaa 


199 


Thr 


Pro 


Gly 


Thr 


His 


Thr 


Phe 


Thr 


Leu 


Val 


Val 


Ser 


Gin 


Tyr 


Glu 


Lys 






40 










45 










50 








cag 


aae 


aca 


ate 


eat 


tac 


acg 


gtt 


egg 


gta 


tat 


tea 


gca 


tgc 


age 


ttt 


247 


Gin 


Asn 


Thr 


He 


His 


Tyr 


Thr 


Val 


Arg 


Val 


Tyr 


Ser 


Ala 


Cys 


Ser 


Phe 




55 










60 










65 








70 




act 


ttt 


tea 


aag 


att 


cct 


tea 


cca 


tac 


acc 


tta 


tea 


aaa 


egg 


att 


aat 


295 
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Thr Phe Ser Lys He Pro Ser Pro Tyr Thr Leu Ser Lys Arg He Asn 

75 80 85 

gga aag tgg agt ggt cag agt get gga gga tgt gga aat ttc caa gag 34 3 

Gly Lys Trp Ser Gly Gin Ser Ala Gly Gly Cys Gly Asn Phe Gin Glu 

90 95 100 

act cac aaa aat aac ccc ate tae caa ttc cat ata gaa aag act ggg 391 

Thr His Lys Asn Asn Pro He Tyr Gin Phe His He Glu Lys Thr Gly 

105 110 115 

ccg tta ctg att gag eta ega gga cca wgg aga tec tgg tec eca tgg 439 

Pro Leu Leu He Glu Leu Arg Gly Pro Xaa Arg Ser Trp Ser Pro Trp 

120 125 130 

ctt tet gag gaa ate tagtggtgac tataggtgtg ggttttgeta cetggaatta 4 94 

Leu Ser Glu Glu He 
135 

gaaatatacc ttctgggate tteaatatca ttcctagtac c 535 

<210> 4045 
<211> 419 
O <212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 24 . .365 



'-4^ <400> 4045 

H agtacecaag cgagccattt aac atg gcg gag gat gtt tec tea gcg gee ccg 53 

O Met Ala Glu Asp Val Ser Ser Ala Ala Pro 

ry 1 5 10 

fy age ccg egg gge tgt gcg gat ggt agg gat gee gae cet act gag gag 101 
^ Ser Pro Arg Gly Cys Ala Asp Gly Arg Asp Ala Asp Pro Thr Glu Glu 
A 15 20 25 

^ cag atg gea gaa aca gag aga aac gae gag gag cag ttc gaa tgc cag 149 
Gin Met Ala Glu Thr Glu Arg Asn Asp Glu Glu Gin Phe Glu Cys Gin 

30 35 40 

gaa ctg etc gag tgc cag gtg cag gtg ggg gee ccc gag gag gag gag 197 
Glu Leu Leu Glu Cys Gin Val Gin Val Gly Ala Pro Glu Glu Glu Glu 

45 50 55 

gag gag gag rag gae gcg gge ctg gtg gen gag gee gag gee gtg get 245 
Glu Glu Glu Xaa Asp Ala Gly Leu Val Ala Glu Ala Glu Ala Val Ala 

60 65 70 

gee gge tgg atg etc gat ttc etc tgc etc tet ett tgc ega get ttc 293 
Ala Gly Trp Met Leu Asp Phe Leu Cys Leu Ser Leu Cys Arg Ala Phe 
75 80 85 90 

cgc gae gge cgc tec gag gae ttc cgc aga ccc gea aca gcg cag agg 341 
Arg Asp Gly Arg Ser Glu Asp Phe Arg Arg Pro Ala Thr Ala Gin Arg 

95 100 105 

eta tta ttc atg gae tat cca gte taaeagcttg ccagttgaga acgatataea 395 
Leu Leu Phe Met Asp Tyr Pro Val 
110 

tatgtcagtt tttgrcaaga attg 419 
<210> 4046 



2541 



^ 0 



<211> 404 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 60 . .368 



<400> 4046 

atttggactg acgtcccgcc ctctggctgt ttcctggccg aggtgggtcg gtagtagcg 5 9 

atg gcg ggt ctg act gac ttg cag egg eta eag gee ega gtg gaa gag 107 
Met Ala Gly Leu Thr Asp Leu Gin Arg Leu Gin Ala Arg Val Glu Glu 
^5 10 15 

etg gag cge tgg gtg tac ggg ccg ggc ggg geg cgc ggc tea egg aag 155 
Leu Glu Arg Trp Val Tyr Gly Pro Gly Gly Ala Arg Gly Ser Arg Lys 

20 25 30 

gtg get gac ggc ctg gtc aag gtg cag gtg get ttg ggg aac att tee 2 03 

Q Val Ala Asp Gly Leu Val Lys Val Gin Val Ala Leu Gly Asn He Ser 

m ^5 40 45 

m age aag agg gag agg gtg aag att etc tac aaa aag att gaa gat ctg 251 
^ Ser Lys Arg Glu Arg Val Lys He Leu Tyr Lys Lys He Glu Asp Leu 
50 55 60 

ate aag tac ctg gat cct gag tac ate gac cgc att gee ata ect gat 299 
He Lys Tyr Leu Asp Pro Glu Tyr He Asp Arg He Ala He Pro Asp 
65 70 75 80 

gee tet aag ctg caa ttc ate eta gca gag gag cag ttt ate ctt tee 347 
Ala Ser Lys Leu Gin Phe He Leu Ala Glu Glu Gin Phe He Leu Ser 
85 90 95 

fn can gtt gca etc ctg age agg tgaatgcett ggtgeccatg etggaeagtg 3 98 

Xaa Val Ala Leu Leu Ser Arg 
100 

eteaea 



iU 



<210> 4047 

<211> 453 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 70 . .444 



404 



<400> 4047 

gctageggtg ceccgeetgc tgeggtggca ccagceagga ggeggagtgg aagtggccgt 60 
ggggcgggt atg gga eta get ggc gtg tge gee ctg aga cgc tea gcg ggc 111 

Met Gly Leu Ala Gly Val Cys Ala Leu Arg Arg Ser Ala Gly 

15 10 
tat ata etc gtc ggt ggg gee ggc ggt eag tet gcg gca gcg gca gca 159 
Tyr He Leu Val Gly Gly Ala Gly Gly Gin Ser Ala Ala Ala Ala Ala 
15 20 25 30 

aga egg tge agt gaa gga gag tgg gcg tet ggc ggg gtc cgc agt ttc 207 
Arg Arg Cys Ser Glu Gly Glu Trp Ala Ser Gly Gly Val Arg Ser Phe 



2542 



<210> 4048 
Z <211> 407 
% <212> DNA 

<213> Homo sapiens 



255 



303 



35 40 45 
age aga gcc get gca gcc atg gcc cca ate aag gtg gga gat gee ate 

Ser Arg Ala Ala Ala Ala Met Ala Pro lie Lys Val Gly Asp Ala He 

5° 55 60 

cea gca gtg gag gtg ttt gaa ggg gag cea ggg aac aag gtg aac ctg 

Pro Ala val Glu Val Phe Glu Gly Glu Pro Gly Asn Lys Val Asn Leu 

S5 70 75 

gca gas ctg tte aag gge aag aag ggt gtg etg ttt gga gtt ect ggg 351 

Ala Xaa Leu Phe Lys Gly Lys Lys Gly Val Leu Phe Gly Val Pro Glv 

80 85 90 

gcc tte acc ect gga tgt tec aag aca cac etg cca ggg ttt gtg gag 

Ala Phe Thr Pro Gly Cys Ser Lys Thr His Leu Pro Gly Phe Vl oil 

^5 100 105 no 

n^^ Hf^ ^'^'^ 9ga gtc cag gtg gtg get gtc 

Gin Ala Glu Ala Leu Lys Ala Lys Gly Val Gin Val Val Ala Val 

115 120 125 

tgagtgtta 



399 



444 



453 



W <220> 

^ <221> CDS 

iO <222> 55. .360 



f?i <400> 4048 

J agtctctccg gcccggtttc cctcggcgtg ctaetgtgcg ctcgatceag eaec atg 57 

ry Met 

fi f^^ ^^"^ 9*^9 tat atg aac cca ata gca atg gcg a 05 

^ Gly Lys Arg Asp Asn Arg Val Ala Tyr Met Asn Pro He Ala Met Ala 
^= 5 10 

aga tea agg ggt cea ate cag tet tea ggg cca aca ata cag gat tat 153 

Arg Ser Arg Gly Pro lie Gin Ser Ser Gly Pro Thr He Gin Asp Tyr 

20 25 30 

etg aat cga cea agg cet ace tgg gaa gaa gta aaa gag caa eta gaa 201 

Leu Asn Arg Pro Arg Pro Thr Trp Glu Glu Val Lys Glu Gin Leu Glu 
35 40 45 

itt ttl f^^ f^^ ^""^ "9 "t gaa gaa aaa atg 24 9 

Lys Lys Lys Lys Gly Ser Lys Ala Leu Ala Glu Phe Glu Glu Lys Met 

50 55 gQ 

aat gag aac tgg aag aaa gaa etg gaa aaa cac agg gag aaa ttq tta 297 

Asn Glu Asn Trp Lys Lys Glu Leu Glu Lys His Arg Glu Lys Leu Leu 

75 80 

agt gga agt gag age tea tec aaa aaa aag aca gag aaa gaa aaa aga 345 

Ser Gly Ser Glu Ser Ser Ser Lys Lys Lys Thr Glu Lys Glu Lys Arg 

lyi Glu g!u Til Sp aaaaatttte eattttteta'aaegttacaa 

100 

ttaagag 

407 
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<210> 4049 
<211> 425 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 96. .419 



<400> 4049 

atcacgtgga cgctactcgc tatccccggc ctgttggctt cttccgcgct ggagtatcca 60 
gataggcgac acgccggcgg gcggctgagg cggga atg get get gta ctg cag 113 

Met Ala Ala Val Leu Gin 
1 5 

cgc gtc gag egg ctg tee aat cga gtc gtg cgt gtg ttg ggc tgt aac 161 
Arg Val Glu Arg Leu Ser Asn Arg Val Val Arg Val Leu Gly Cys Asn 
O 15 20 

Ji ceg ggt ccc atg aee cte caa ggc ace aac ace tac eta gtg ggg acc 209 
= Pro Gly Pro Met Thr Leu Gin Gly Thr Asn Thr Tyr Leu Val Gly Thr 

ggc ccc agg aga ate etc att gac act gga gaa eca gea att cea gaa 257 
W Gly Pro Arg Arg He Leu He Asp Thr Gly Glu Pro Ala He Pro Glu 
^ 40 45 50 

tac ate age tgt tta aag cag get eta act gaa ttt aac aca gea ate 305 
^ Tyr He Ser Cys Leu Lys Gin Ala Leu Thr Glu Phe Asn Thr Ala He 
H 55 60 65 70 

p cag gaa att gta gtg act cac tgg cac ega gat cat tct gga ggc ata 353 
Wl ^-^^ -^^^ ^^-^ ^^-^ '^^^ '^^P Asp His Ser Gly Gly He 

Jfs 75 80 85 

gga gat att tgt aaa age ate aat aat gac act acc tat tgc atk aaa 401 
J Gly Asp He Cys Lys Ser He Asn Asn Asp Thr Thr Tyr Cys Xaa Lys 
y 90 95 100 

O aaa etc cea egg aat ccn tagaga 425 
Lys Leu Pro Arg Asn Pro 
105 

<210> 4050 
<211> 452 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 103 . .408 



<400> 4050 

agtctewcee agcgaccgec gcgggggcaa ggeetggagc tgtggttcga atttgtgcag 60 
gcagcgggtg ctggctttta gggtccgccg ectctctgee ta atg age tgc acc 114 

Met Ser Cys Thr 

1 

aga atg ate cag gtt tta gat cea cgt cet ttg aca agt teg gtc atg 162 
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Arg Met lie Gin Val Leu Asp Pro Arg Pro Leu Thr Ser Ser Val Met 

5 10 15 20 

ccc gtg gat gtg gcc atg agg ctt tgc ttg gca cat tea cca cct gtg 210 

Pro Val Asp Val Ala Met Arg Leu Cys Leu Ala His Ser Pro Pro Val 

25 30 35 

aag agt ttc ctg ggc ccg tac gat gaa ttt caa cga cga cat ttt gtg 258 
Lys Ser Phe Leu Gly Pro Tyr Asp Glu Phe Gin Arg Arg His Phe Val 

40 45 50 

aat aaa tta aag ccc ctg aaa tea tgt etc aat ata aaa cae aaa gee 306 
Asn Lys Leu Lys Pro Leu Lys Ser Cys Leu Asn lie Lys His Lys Ala 

55 60 65 

aag tct ccc cca aat ate ata tgn nea gat cae teg ctt cct tta cat 354 
Lys Ser Pro Pro Asn lie lie Xaa Xaa Asp His Ser Leu Pro Leu His 

70 75 80 

ctt eta ccc aaa tac ctt tea gcg agg ctg gcc ctg get gca gat eta 402 
Leu Leu Pro Lys Tyr Leu Ser Ala Arg Leu Ala Leu Ala Ala Asp Leu 
85 90 95 100 

aca tec taataarcct atctatcctc catttcacaa cactccttcc gaca 452 
Thr Ser 

<210> 4051 
<211> 410 



: ^ <212> DNA 

^ <213> Homo sapiens 



<220> 
<221> CDS 
<222> 37. . 363 



<400> 4051 

p agtgggacac tgcagggtgc ggggaeaact acgaag atg gcg gtt gcg cgc ttg 54 

5 Met Ala Val Ala Arg Leu 

1 5 

gca get gtg gcg gee tgg gta eet tgt egg age tgg ggc tgg gca gee 102 

Ala Ala Val Ala Ala Trp Val Pro Cys Arg Ser Trp Gly Trp Ala Ala 

10 15 20 

gtc ccc ttc ggt ccc eac cgt ggc etc age gtg ctg ctt gca egg ata 150 

Val Pro Phe Gly Pro His Arg Gly Leu Ser Val Leu Leu Ala Arg lie 

25 30 35 

cct cag egg gcg cca egg tgg etc cca get tgt aga caa aag acg tea 198 

Pro Gin Arg Ala Pro Arg Trp Leu Pro Ala Cys Arg Gin Lys Thr Ser 

40 45 50 

etc tea ttc ctt aat cga cca gac ctt cca aae ctg get tat aag aag 246 

Leu Ser Phe Leu Asn Arg Pro Asp Leu Pro Asn Leu Ala Tyr Lys Lys 

55 60 65 70 

eta aaa ggc aaa agt cca gga att ate ttc ate cct ggc tat ctt tct 294 

Leu Lys Gly Lys Ser Pro Gly lie lie Phe lie Pro Gly Tyr Leu Ser 

75 80 85 

tat atg aat ggt aca aaa gcg ttg gcg att gag gag ttt tgc aaa tct 342 

Tyr Met Asn Gly Thr Lys Ala Leu Ala lie Glu Glu Phe Cys Lys Ser 

90 95 100 

eta ggt cae gee tgc ata agg taggaacaae aeattactga gaaratattg 3 93 
Leu Gly His Ala Cys lie Arg 



2545 




105 

ctactgttag cattaca 

<210> 4052 

<211> 432 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 11. .325 



<400> 4052 

agtagacgcc atg atg gat gtg tct ggt gtg ggt ttc cca age aag gtt 4 9 

Met Met Asp Val Ser Gly Val Gly Phe Pro Ser Lys Val 
15 10 
^ cct tgg aag aag atg tct gca gag gag ctg gag aat cag tac tgt ccc 97 
□ Pro Trp Lys Lys Met Ser Ala Glu Glu Leu Glu Asn Gin Tyr Cys Pro 
# 15 20 25 

yi tgg gtt gtc cga ctg gga gca gag gaa gcc ttg agg acc tac 14 5 

1^" Ser Arg Trp Val Val Arg Leu Gly Ala Glu Glu Ala Leu Arg Thr Tyr 
hi 35 40 45 

tea cag ata gga att gaa gcc acc aca agg gcc egg gee ace agg aag 193 
Ser Gin He Gly He Glu Ala Thr Thr Arg Ala Arg Ala Thr Arg Lys 

50 55 60 

age ctg ctg cat gtc cce tat gga gae ggc gaa ggg gag aaa gtg gac 241 
Ser Leu Leu His Val Pro Tyr Gly Asp Gly Glu Gly Glu Lys Val Asp 

65 70 75 

att tac ttc cce gae gag teg tct gaa gee ttg eet ttc ttc ctg ttc 289 
He Tyr Phe Pro Asp Glu Ser Ser Glu Ala Leu Pro Phe Phe Leu Phe 

80 85 90 

ttt eac gga gga tac tgg cag age gga aga tta tet tgaaaacaat 335 
Phe His Gly Gly Tyr Trp Gin Ser Gly Arg Leu Ser 
95 100 105 

cttceagtag ttctgaegat aettggagee tggteeacgt geateceacc ttgggaagce 395 
teteeaaaga gcttteggag etgaeaetga eagettc 432 

<210> 4053 
<211> 441 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 47. .373 



<400> 4053 

ckktttynce tgcatecggg ectgagagtg cagrettgag ggaage atg gag gtc 55 

Met Glu Val 
1 

cat ggc aag eec aag get age ecg agt tgt teg teg cce acc egg gat 103 
His Gly Lys Pro Lys Ala Ser Pro Ser Cys Ser Ser Pro Thr Arg Asp 
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y 



5 10 15 

tec tea gga gte cca gtg tee aag gag etg ctg aeg geg gga aag ceg 151 
Ser Ser Gly Val Pro Val Ser Lys Glu Leu Leu Thr Ala Gly Lys Pro 
20 25 30 35 

aeg gcc gcs nga sgy ata tgg gac arg ttg etc ate aac tec car ect 199 
Thr Ala Ala Xaa Xaa lie Trp Asp Xaa Leu Leu lie Asn Ser Gin Pro 

40 45 50 

aag tec aga aag ace tec act ett ear rca gtt egg ata gag agg agt 24 7 

Lys Ser Arg Lys Thr Ser Thr Leu Gin Xaa Val Arg lie Glu Arg Ser 

55 60 65 

ccc tta ttg gac eag gta eag aea ttt etc cca cag atg gea egg gca 295 
Pro Leu Leu Asp Gin Val Gin Thr Phe Leu Pro Gin Met Ala Arg Ala 

70 75 80 

aat gaa aag eta aga aaa gaa atg gca get gca cca ect ggt cgt ttc 34 3 

Asn Glu Lys Leu Arg Lys Glu Met Ala Ala Ala Pro Pro Gly Arg Phe 

85 90 95 

aat att gaa aac nnn gat ggg ect cat aag taaagttata caaatggatg 3 93 

Asn lie Glu Asn Xaa Asp Gly Pro His Lys 
100 105 

tggetttgtt tgagatgaat eagteggatt caaaagaagt ggacagtt 441 

<210> 4054 

<211> 443 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 107 . .439 



<400> 4054 

agtgggegag gctcegcece gtggtggggc getttccgtc ggegtgtgtt ttggggttgc 60 
catcggcceg tagtatgtga aaattgtttt tcagaggcac eaaata atg tea tet 115 

Met Ser Ser 

1 

gaa atg ttg cca gca ttt att gaa act tet aat gtt gac aaa aag caa 163 
Glu Met Leu Pro Ala Phe He Glu Thr Ser Asn Val Asp Lys Lys Gin 

5 10 - 15 

gge ata aat gaa gat caa gag gag age cag aag cca aga tta ggt gaa 211 
Gly He Asn Glu Asp Gin Glu Glu Ser Gin Lys Pro Arg Leu Gly Glu 
20 25 30 35 

ggg tgt gaa cca ata tet aaa ega caa atg aaa aaa eta ata aaa eag 259 
Gly Cys Glu Pro He Ser Lys Arg Gin Met Lys Lys Leu He Lys Gin 

40 45 50 

aaa caa tgg gaa gag caa egg gaa etc cgc aaa caa aag egr aaa gaa 307 
Lys Gin Trp Glu Glu Gin Arg Glu Leu Arg Lys Gin Lys Arg Lys Glu 

55 60 65 

aaa cgc aag agg aaa aaa tta gag ega caa tgt caa atg grk cca aac 355 
Lys Arg Lys Arg Lys Lys Leu Glu Arg Gin Cys Gin Met Xaa Pro Asn 

70 75 80 

tea gat gga cat gac aga aaa cgt gtt ega aga gat gtt gtt eat age 403 
Ser Asp Gly His Asp Arg Lys Arg Val Arg Arg Asp Val Val His Ser 

85 90 95 



2547 



acc ttc gcc tta tta ttg act gta gtt ttg ate act tgat 443 
Thr Phe Ala Leu Leu Leu Thr Val Val Leu He Thr 
100 105 110 

<210> 4055 

<211> 455 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 62 . .403 



<400> 4055 

atcagattca caaattacta gacaagctct caatgaaatc gagtcacgtc acaaggacat 60 
c atg aag ctg gag acc age ate cga gag ttg eat gag atg ttc atg gae 109 
Met Lys Leu Glu Thr Ser He Arg Glu Leu His Glu Met Phe Met Asp 
p 1 5 10 15 

,f| atg get atg ttt gtg gag act eag ggt gaa atg ate aac aae ata gaa 157 
Ji Met Ala Met Phe Val Glu Thr Gin Gly Glu Met He Asn Asn He Glu 

20 25 30 

^ aga aat gtt atg aat gcc aca gae tat gta gaa cac get aaa gaa gaa 2 05 

iy Arg Asn Val Met Asn Ala Thr Asp Tyr Val Glu His Ala Lys Glu Glu 
C= 35 40 45 

aca aaa aaa get ate aaa tat cag age aag gca aga agg aaa ttg atg 253 
Thr Lys Lys Ala He Lys Tyr Gin Ser Lys Ala Arg Arg Lys Leu Met 
3 . 50 55 60 

g ttc att att att tgt gta att gtw ttg ett gtg ate ctt gga att ate 301 

Phe He He He Cys Val He Val Leu Leu Val He Leu Gly He He 
%. 75 80 

eta gca ahe aae att gte ata gea acc ata tec caa gag eca ttt ate 349 
Leu Ala Xaa Asn He Val He Ala Thr He Ser Gin Glu Pro Phe He 

85 90 95 

ett gag act cag acc aca tct gea acc aaa tea gea tec tgt cat ttt 397 
Leu Glu Thr Gin Thr Thr Ser Ala Thr Lys Ser Ala Ser Cys His Phe 

100 105 110 

cgt gaa tgaatyeaga egetgtaaee ggmategagt getgaecttg taatgtatga gt 455 
Arg Glu 

<210> 4056 

<211> 466 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 106. .462 



<400> 4056 

gacaegtegg gmytggcggc tgcagcsarg ggtcetcega cgetgggett ccgtgagegg 60 
cgctctgeca gatetctgga ecggattegt cecattcteg teetc atg gtg gae aag 117 

Met Val Asp Lys 



2548 





1 

aaa ctg gtg gtg gtt ttc gga ggc aca ggt gcc cag ggt ggc tec gtg 165 

Lys Leu Val Val Val Phe Gly Gly Thr Gly Ala Gin Gly Gly Ser Val 

5 10 15 20 

gcc cgc aca etc ctg gaa gat ggg aca ttc aag gtt cga gtg gtg acc 213 

Ala Arg Thr Leu Leu Glu Asp Gly Thr Phe Lys Val Arg Val Val Thr 

25 30 35 

cga aac cct agg aag aag gca gca aag gag ctg agg ctg caa ggt gca 261 

Arg Asn Pro Arg Lys Lys Ala Ala Lys Glu Leu Arg Leu Gin Gly Ala 

40 45 50 

gaa gta gtg cag gga gac caa gat gac cag gtc ate atg gag ctg gcc 3 09 

Glu Val Val Gin Gly Asp Gin Asp Asp Gin Val lie Met Glu Leu Ala 

55 60 65 

ctg aat ggg get tac gee ace ttc ate gtg ace aat tac tgg gag age 357 

Leu Asn Gly Ala Tyr Ala Thr Phe lie Val Thr Asn Tyr Trp Glu Ser 

70 75 80 

tgc age cag gag cag gag gtc aag cag ggg aag ctg etc get gat ctg 405 

Cys Ser Gin Glu Gin Glu Val Lys Gin Gly Lys Leu Leu Ala Asp Leu 
PI 85 90 95 100 

J gcc agg cgc ctg ggc etc eac tat gtg tet aca gcg gcc tgg aga aca 453 

r^^ Ala Arg Arg Leu Gly Leu His Tyr Val Ser Thr Ala Ala Trp Arg Thr 

105 110 115 

tea aga age tgac 4 66 

Ser Arg Ser 



^5 



<210> 4057 



<211> 386 



<212> DNA 

<213> Homo sapiens 



1^ <220> 

<221> CDS 
^ <222> 6. .314 



<400> 4057 

tetca atg ttt ett att cct tta gga aac age ctg act etc ttc tgt ate 50 
Met Phe Leu lie Pro Leu Gly Asn Ser Leu Thr Leu Phe Cys lie 

98 



146 





1 








5 










10 








15 


tta 


ttc 


tat 


tet 


ttc 


eac 


eat 


aaa 


act 


gca 


att 


gca 


tac 


ttt 


tgg 


gca 


Leu 


Phe 


Tyr 


Ser 


Phe 


His 


His 


Lys 


Thr 


Ala 


He 


Ala 


Tyr 


Phe 


Trp 


Ala 










20 










25 










30 




agg 


get 


ate 


ate 


cag 


ace 


tta 


att 


etc 


caa 


aca 


ett 


ctg 


eta 


ett 


atg 


Arg 


Ala 


He 


He 


Gin 


Thr 


Leu 


He 


Leu 


Gin 


Thr 


Leu 


Leu 


Leu 


Leu 


Met 








35 










40 










45 






aac 


tec 


tet 


etc 


att 


gat 


tgc 


agg 


gtt 


gtg 


eat 


tat 


tat 


ett 


ttc 


tta 


Asn 


Ser 


Ser 


Leu 


He 


Asp 


Cys 


Arg 


Val 


Val 


His 


Tyr 


Tyr 


Leu 


Phe 


Leu 






50 










55 










60 








cag 


gta 


tec 


cag 


gac 


eac 


cct 


tet 


gee 


tgc 


cct 


aca 


acc 


aga 


tac 


ett 


Gin 


Val 


Ser 


Gin 


Asp 


His 


Pro 


Ser 


Ala 


Cys 


Pro 


Thr 


Thr 


Arg 


Tyr 


Leu 




65 










70 










75 










cag 


ett 


tet 


cae 


ttt 


etc 


att 


crt 


tet 


ett 


cag 


cag 


tet 


etc 


tat 


ata 


Gin 


Leu 


Ser 


His 


Phe 


Leu 


He 


Xaa 


Ser 


Leu 


Gin 


Gin 


Ser 


Leu 


Tyr 


He 


80 










85 










90 










95 



194 



242 



290 



2549 



tac tea att gta acc cat tgc att taattcaacc taagttgtta taatcccagt 344 
Tyr Ser He Val Thr His Cys He 
100 

tctcttacac caggtccttg ctcacccaca gcattcacat ca 386 

<210> 4058 
<211> 386 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 44 . .358 



<400> 4058 

attttcggtg tagaagtggc agcacggcag actggtcaaa caa atg gat ttt aca 55 

Met Asp Phe Thr 
1 

□ gag get tac gcg gac acg tgc tct aca gtt gga ctt get gee agg gaa 103 

^ Glu Ala Tyr Ala Asp Thr Cys Ser Thr Val Gly Leu Ala Ala Arg Glu 

m ^ 10 15 20 

^ ggc aat gtt aaa gtc tta agg aaa ctg etc aaa aag gge cga agt gtc 151 

j . Gly Asn Val Lys Val Leu Arg Lys Leu Leu Lys Lys Gly Arg Ser Val 

^ 25 30 35 

^ gat gtt get gat aae agg gga tgg atg cca att cat gaa gca get tat 199 

m Asp Val Ala Asp Asn Arg Gly Trp Met Pro He His Glu Ala Ala Tyr 

tfl 40 45 50 

3 eac aae tct gta gaa tgt ttg eaa atg tta att aat gca gat tea tct 247 
Q His Asn Ser Val Glu Cys Leu Gin Met Leu He Asn Ala Asp Ser Ser 

fil 60 65 

j^j gaa aac tac att aag atg aag acc ttt gaa ggt ttc tgt get ttg eat 295 

Glu Asn Tyr He Lys Met Lys Thr Phe Glu Gly Phe Cys Ala Leu His 
S 70 75 80 

P ety ggc tgc aag tea agg aca ttg gaa aat egt aca gat tct ttt aga 343 
y Leu Gly Cys Lys Ser Arg Thr Leu Glu Asn Arg Thr Asp Ser Phe Arg 
85 90 95 100 

age tgg ggc aga tec taatgcaaet actttagrag aaacgaca 386 
Ser Trp Gly Arg Ser 
105 



<210> 4059 

<211> 489 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 98 . .460 



<400> 4059 

acagttgctg agaggaggcg agaggcgggg gcgctagggc egagatcatg tctgactggg 60 
agaggtttec ttggcagcag aggacgetag gttttgg atg aaa gaa get ggg cag 115 



2550 



Met Lys Glu Ala Gly Gin 
1 5 

atg caa aat ctg gag age gcg agg gcc ggg egg tea gtc age ace cag 163 
Met Gin Asn Leu Glu Ser Ala Arg Ala Gly Arg Ser Val Ser Thr Gin 

10 15 20 

act ggc age atg ace ggt cag ata cea agg ett tet aaa gtc aae ctt 211 
Thr Gly Ser Met Thr Gly Gin He Pro Arg Leu Ser Lys Val Asn Leu 

25 30 35 

ttc act ctg etc age etc tgg atg gag etc ttt cea gca gaa gcc cag 259 
Phe Thr Leu Leu Ser Leu Trp Met Glu Leu Phe Pro Ala Glu Ala Gin 

40 45 50 

egg caa aaa tet cag aaa aat gaa gag gga aag cat gga cec tta gga 307 
Arg Gin Lys Ser Gin Lys Asn Glu Glu Gly Lys His Gly Pro Leu Gly 
55 60 65 70 

gat aat gaa gag agg ace aga gta tet act gae aaa aga cag gta aag 355 
Asp Asn Glu Glu Arg Thr Arg Val Ser Thr Asp Lys Arg Gin Val Lys 

75 80 85 

aga act ggt ctt gtg gtg gtg aaa aae atg aaa att gtt ggt etc cac 403 
Arg Thr Gly Leu Val Val Val Lys Asn Met Lys He Val Gly Leu His 
O 90 95 100 

^ tgt tet agt gaa gat tta eat gee ggg cag att get ctt att aaa cat 451 
p Cys Ser Ser Glu Asp Leu His Ala Gly Gin He Ala Leu He Lys His 
105 110 115 

999 tea rgc tgaaaaactg tgatetttat ttttccaga 439 
^ Gly Ser Xaa 
^ 120 

<210> 4060 
3 <211> 407 

n <212> DNA 
pj <213> Homo sapiens 

'^P <220> 

^ <221> CDS 

^ <222> 41. .379 



<400> 4060 

gaattgattg tggcetgtga aeaeggagae tccaagteet atg tat acg agg gaa 55 

Met Tyr Thr Arg Glu 
1 5 

get gee cae aaa ctg aea ggg aga gga agt tet tea gtt tat gcg ttg 103 
Ala Ala His Lys Leu Thr Gly Arg Gly Ser Ser Ser Val Tyr Ala Leu 

10 15 20 

ett ggg aae tgt gtc tee gcg get ggc cag egc gcg atg ttt ece ggg 151 
Leu Gly Asn Cys Val Ser Ala Ala Gly Gin Arg Ala Met Phe Pro Gly 

25 30 35 

gag gag att gga eag get gga etc cec att get ttt eta aaa ate ttg 199 
Glu Glu He Gly Gin Ala Gly Leu Pro He Ala Phe Leu Lys He Leu 

40 45 50 

gaa act ttg tec ttc att gaa tta ega cac tgt cea cet tta att tec 247 
Glu Thr Leu Ser Phe He Glu Leu Arg His Cys Pro Pro Leu He Ser 

55 60 65 

teg aaa acg cet gta act egg ctg aag cea tge ctt gtg ttc agg egc 295 



2551 



Ser Lys Thr Pro Val Thr Arg Leu Lys Pro Cys Leu Val Phe Arg Arg 

70 75 80 85 

agt atg ggt cct cgc cth aag gag cca gcc ccg ctt etc aga get aca 343 

Ser Met Gly Pro Arg Leu Lys Glu Pro Ala Pro Leu Leu Arg Ala Thr 

90 95 100 

gtt ace act ctt egg gag aat aca get ccg att tct taactccaga 389 
Val Thr Thr Leu Arg Glu Asn Thr Ala Pro lie Ser 

105 110 
gtttgtcaag tttagcat 407 



<210> 4061 

<211> 424 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 8 . .346 



m <400> 4061 

IJI taaaaaa atg ttc gaa ata tgt tea ggg ata aat aca aga tat aaa aac 4 9 

Met Phe Glu lie Cys Ser Gly lie Asn Thr Arg Tyr Lys Asn 
y 1 5 10 

~^ aeg aaa gca age aca aaa caa aag caa ata tea gaa ctt tee caa aga 97 
Thr Lys Ala Ser Thr Lys Gin Lys Gin lie Ser Glu Leu Ser Gin Arg 

^ 15 20 25 30 

ace aca aac aga agg gac aga agg gac aga aga gca cgt ctg ctg cac 14 5 

Thr Thr Asn Arg Arg Asp Arg Arg Asp Arg Arg Ala Arg Leu Leu His 

Q 35 40 45 

fU ttt aat aaa gca ggg eta cca atg eta aat aca ctt atg gaa gtg ace 193 
Phe Asn Lys Ala Gly Leu Pro Met Leu Asn Thr Leu Met Glu Val Thr 

3 50 55 60 

^ gaa eta aac cca ggt ggc teg gtg ttt aat tta atg gee agt tge aat 241 
Glu Leu Asn Pro Gly Gly Ser Val Phe Asn Leu Met Ala Ser Cys Asn 

65 70 75 

aca cag gtg get gca ctg ata agt cag tgg ttg aag ctg tge ate ccg 289 
Thr Gin Val Ala Ala Leu lie Ser Gin Trp Leu Lys Leu Cys lie Pro 

80 85 90 

act tea agt act aga aca ttt gee agt age ace cag aac agg aaa gcc 337 
Thr Ser Ser Thr Arg Thr Phe Ala Ser Ser Thr Gin Asn Arg Lys Ala 
95 100 105 110 

tea gtt cct tagacagcaa aaggttaagt caactgtgtc aagagecaga 3 86 

Ser Val Pro 

gaaatacttg atattcttaa atgcatttgt gteatagt 424 

<210> 4062 

<211> 430 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 49. .411 



2552 



<400> 4062 

caatgagccc caaacttttc agtaaaataa aaaaaggatt gatatttt atg aaa cat 57 

Met Lys His 
1 

ttt tat acc eta aaa tgc aga age atg tta gaa ata tat agt tgc tat 105 
Phe Tyr Thr Leu Lys Cys Arg Ser Met Leu Glu lie Tyr Ser Cys Tyr 

5 10 15 

cag tct tea att aaa tgt tta cca ctt ggc aaa aat gat act ttg gta 153 
Gin Ser Ser lie Lys Cys Leu Pro Leu Gly Lys Asn Asp Thr Leu Val 
20 25 30 35 

aat cca aac atg ect agg tat cca etc tgt ata etc egg aga atg ttc 201 
Asn Pro Asn Met Pro Arg Tyr Pro Leu Cys lie Leu Arg Arg Met Phe 

40 45 50 

eta ttt aag ctt att att gte ttg age att aag eat etc aca tea gtt 249 
Leu Phe Lys Leu lie lie Val Leu Ser lie Lys His Leu Thr Ser Val 
55 60 65 

^ gtt aca tct ggc ttt aag tct cca awg akm ccc tgg gga act caa tec 2 97 

^ Val Thr Ser Gly Phe Lys Ser Pro Xaa Xaa Pro Trp Gly Thr Gin Ser 

70 75 80 

^5 cat caa agg aat ttc gag agg agt tea cag etc eta tct ace ata gaa 345 

His Gin Arg Asn Phe Glu Arg Ser Ser Gin Leu Leu Ser Thr lie Glu 
W 85 90 95 

^ ggg ^ga aac agg ata agg aat aga tee ctg ata aag cac atg aac aaa 3 93 

^ Gly Arg Asn Arg lie Arg Asn Arg Ser Leu lie Lys His Met Asn Lys 
^ 100 105 110 115 

_ tta aat cca ttg tta att tgagtgactg gcatagaga 430 

Leu Asn Pro Leu Leu lie 

s 

fy <210> 4063 

=6 <211> 437 

Q <212> DNA 

Q <213> Homo sapiens 

<220> 
<221> CDS 
<222> 55 . .399 



<400> 4063 

agtgtgetgg ggtaccaggc gactceggga cagggggtet cggccgtcgg egtc atg 57 

Met 
1 

gtt teg cgc gtg cag etc ccg cct gag ate cag ctg get cag cgc ctg 105 
Val Ser Arg Val Gin Leu Pro Pro Glu He Gin Leu Ala Gin Arg Leu 

5 10 15 

geg ggg aat gag cag gtg acc egg gac egg geg gtg agg aag etc egg 153 
Ala Gly Asn Glu Gin Val Thr Arg Asp Arg Ala Val Arg Lys Leu Arg 

20 25 30 

aaa tac ate gtc gee agg act cag egg gee gca ggt ggt ttt acg cac 201 
Lys Tyr He Val Ala Arg Thr Gin Arg Ala Ala Gly Gly Phe Thr His 
35 40 45 



2553 



gac gag ctg ctg aag gtg tgg aaa gga ctg ttt tat tgc atg tgg atg 249 

Asp Glu Leu Leu Lys Val Trp Lys Gly Leu Phe Tyr Cys Met Trp Met 

50 55 60 65 

cag gac aag cca etc etc cag gaa gaa tta gga agg act att tec cag 297 

Gin Asp Lys Pro Leu Leu Gin Glu Glu Leu Gly Arg Thr lie Ser Gin 

70 75 80 

etc gtt eat get ttt cag aec acg gag gcg cas ace tgt tec ttc agg 345 
Leu Val His Ala Phe Gin Thr Thr Glu Ala Xaa Thr Cys Ser Phe Arg 

85 90 95 

cct tet gge aga cca nka ate gcg agt gga egg gea ttg aca gge tgc 3 93 

Pro Ser Gly Arg Pro Xaa He Ala Ser Gly Arg Ala Leu Thr Gly Cys 

100 105 110 

get gga taaattctae atgetcatgc ggatggtcct gaacgagt 437 
Ala Gly 
115 

<210> 4064 
<211> 464 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 12 . .428 



<400> 4064 

ccteaaaaga r atg gag gne atg ggt tgt agg ttt tac cae get gee tee 50 
'.-^^ Met Glu Xaa Met Gly Cys Arg Phe Tyr His Ala Ala Ser 

K 1 5 10 

att gea gee ega gen gvt age tac atg gee tat atg act caa tat cag 98 
iU He Ala Ala Arg Ala Xaa Ser Tyr Met Ala Tyr Met Thr Gin Tyr Gin 
4= 15 20 25 

Q cgt aaa etc tgg gad gac ata gad gat ctg gtt cat gac cca gaa ttt 146 
p Lys Leu Trp Xaa Asp He Xaa Asp Leu Val His Asp Pro Glu Phe 

30 35 40 45 

gat cgt ggw arr gea aga tgc ata ata tct gat ggt atg gat gea ggh 194 
Asp Arg Gly Xaa Ala Arg Cys He He Ser Asp Gly Met Asp Ala Gly 

50 55 60 

ctt tgg caa ett tgt act act agg gae ata atg gac tct gta gtc aga 242 
Leu Trp Gin Leu Cys Thr Thr Arg Asp He Met Asp Ser Val Val Arg 

65 70 75 

gtt atg gee atg gee ata gac tat aga egg cag gee tgg ett ega ett 290 
Val Met Ala Met Ala He Asp Tyr Arg Arg Gin Ala Trp Leu Arg Leu 

BO 85 90 

aca tct etc act aag aaa aec cmg gag adg ate tee cac ttg cce ttt 338 
Thr Ser Leu Thr Lys Lys Thr Xaa Glu Xaa He Ser His Leu Pro Phe 

95 100 105 

gat ggt amt tec ctt ttt gga caa gat gtg aaa get gtt gtt gcw gaa 3 86 

Asp Gly Xaa Ser Leu Phe Gly Gin Asp Val Lys Ala Val Val Ala Glu 
110 115 120 125 

gac aac aat atn raa gww aat gae tat naa gat cas raa tac 428 
Asp Asn Asn Xaa Xaa Xaa Asn Asp Tyr Xaa Asp Xaa Xaa Tyr 
130 135 



2554 




taataatcag catcgatact tttatagtca tgatca 464 

<210> 4065 

<211> 450 

<212> DNA 

< 2 1 3 > Homo s ap iens 

<220> 
<221> CDS 
<222> 123 . .446 



<400> 4065 

ttacattaaa gaaaagaagg cagcagtgaa agaatttgaa gacaagaagg ttgagctgaa 60 
agagaacctg attgctgagc tagaagaaaa gaagaaaatg attgarmaat gaaaagctga 12 0 
ca atg gaa ctg act gga gat tct atg gag gtg aaa cct ate atg acc 167 
Met Glu Leu Thr Gly Asp Ser Met Glu Val Lys Pro He Met Thr 
15 10 15 

ata aag ttg egg agg cga cca aat gat ccc gtc ccc ate cca gac aag 215 
He Lys Leu Arg Arg Arg Pro Asn Asp Pro Val Pro He Pro Asp Lys 

20 25 30 

agg agg aaa cct get eea gee eag eta aac tat ttg tta aea gat gaa 263 
Arg Arg Lys Pro Ala Pro Ala Gin Leu Asn Tyr Leu Leu Thr Asp Glu 

35 40 45 

eag ate atg gag gat ctg aga aea tta aat aag ctt aag tea ccc aag 311 
Gin He Met Glu Asp Leu Arg Thr Leu Asn Lys Leu Lys Ser Pro Lys 

50 55 60 

aga cca gea tct cca tec tct cct gag cac ttg cct gea aea ccc gcg 359 
Arg Pro Ala Ser Pro Ser Ser Pro Glu His Leu Pro Ala Thr Pro Ala 

65 70 75 

gaa tct cca gee cag aag ttc gaa get egg ata gaa gat ggc aaa ctg 407 
lU Glu Ser Pro Ala Gin Lys Phe Glu Ala Arg He Glu Asp Gly Lys Leu 
^ 80 85 90 95 

Q tac tat gac caa aga tgg tat gtt atk gga aac ctg gac tagt 450 
Tyr Tyr Asp Gin Arg Trp Tyr Val Xaa Gly Asn Leu Asp 
100 105 

<210> 4066 
<211> 458 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 112 . .432 



<400> 4066 

accccgttgg tccgcgcgtt gctgcgttgt gaggggtgtc agcteagtgc atcecaggca 60 
gctcttagtg tggageagtg aactgtgtgt ggttccttet acttggggat c atg cag 117 

Met Gin 
1 

aga get tea cgt ctg aag aga gag ctg cac atg tta gee aea gag cca 165 
Arg Ala Ser Arg Leu Lys Arg Glu Leu His Met Leu Ala Thr Glu Pro 



2555 



5 10 15 

ccc cca ggc ate aca tgt tgg caa gat aaa gac caa atg gat gac ctg 213 
Pro Pro Gly He Thr Cys Trp Gin Asp Lys Asp Gin Met Asp Asp Leu 

20 25 30 

cga get caa ata tta ggt gga gcc aac aca cct tat gag aaa ggt gtt 261 
Arg Ala Gin He Leu Gly Gly Ala Asn Thr Pro Tyr Glu Lys Gly Val 
35 40 45 50 

ttt aag eta gaa gtk ate att cct gag agg tae cea ttt gaa eet cct 309 
Phe Lys Leu Glu Val He He Pro Glu Arg Tyr Pro Phe Glu Pro Pro 

55 60 65 

eag ate cga ttt etc act cca att tat cat cca aac att gat tet get 357 
Gin He Arg Phe Leu Thr Pro He Tyr His Pro Asn He Asp Ser Ala 

70 75 80 

gga agg att tgt ctg gat gtt etc aat tgc cae caa aag gtg ctt gga 4 05 

Gly Arg He Cys Leu Asp Val Leu Asn Cys His Gin Lys Val Leu Gly 

85 90 95 

gac cat ccc tea aea teg caa ctg tgt tgaeetctat tcagetgcte atgtea 458 
Asp His Pro Ser Thr Ser Gin Leu Cys 

105 





100 
















<210> 


4067 


y ; 


<211> 


433 


<212> 


DNA 




<213> 


Homo 




<220> 






<221> 


CDS 




<222> 


96. . 



401 



^ <400> 4067 

agceaaaaaa caeacgaaaw aaatgcteac eateactgge catcagagaa atkbaaatea 60 
j aaaeeacagt gagataccat ctcacaccag tdaga atg gca ate act aaa aag 113 

M Met Ala He Thr Lys Lys 

O 15 

tea gga aac aac aga tgc tgg aga gga tgt gga gma ata gga aea ctt 161 
Ser Gly Asn Asn Arg Cys Trp Arg Gly Cys Gly Xaa He Gly Thr Leu 

10 15 20 

tta eac tgt tgg tgg gac tgt aaa eta gtt caa cca ttg tgg aag tea 209 
Leu His Cys Trp Trp Asp Cys Lys Leu Val Gin Pro Leu Trp Lys Ser 

25 30 35 

gtg tgg ega tte etc agg eat eta gaa eta grr ata cca ttt gac cea 257 
Val Trp Arg Phe Leu Arg His Leu Glu Leu Xaa He Pro Phe Asp Pro 

40 45 50 

gcc ate cea tta ctg ggt ata tac cca aag gac tat aaa tea tgc tgc 305 
Ala He Pro Leu Leu Gly He Tyr Pro Lys Asp Tyr Lys Ser Cys Cys 
55 60 65 70 

cat aaa gac aca tgc aca cgt atg trt att gtg gca eta ttc aca ata 353 
His Lys Asp Thr Cys Thr Arg Met Xaa He Val Ala Leu Phe Thr He 

75 80 85 

gca aag act tgg aac caa tec aaa tgt eca ata atg aat aga ctg gat 401 
Ala Lys Thr Trp Asn Gin Ser Lys Cys Pro He Met Asn Arg Leu Asp 

90 95 100 

taagaaatgt ggcacatatc accatggaat ac 433 



2556 



^ 0 



<210> 4068 

<211> 475 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 104 . .430 



in 



S3 ; 



<400> 4068 

ccacttcctc tcctaccctg ccctccttag gccctggcct ccctcatctt ctcctggttc 60 
ccggagcaca ctgagctctt ttccttcaca aggctttgga rgc atg yks etc sat 115 

Met Xaa Leu Xaa 

1 

ctg cct gra aac ttc tec ytm agg act eag tac atg agt vac etc ecc 163 

Leu Pro Xaa Asn Phe Ser Xaa Arg Thr Gin Tyr Met Ser Xaa Leu Pro 

5 10 15 20 

ata gac get tec eet gae cct ctg tgt tgg tct get ctg get etc ata 211 

lie Asp Ala Ser Pro Asp Pro Leu Cys Trp Ser Ala Leu Ala Leu lie 

25 30 35 

aga aaa tac eag aga ctg agt ggc tta aae aaa aga eat tta ttt tct 259 
Arg Lys Tyr Gin Arg Leu Ser Gly Leu Asn Lys Arg His Leu Phe Ser 

40 45 50 

cac agt cct gga ggc tgg aag tee aag ace aag gtg ttc gca ggg ttg 3 07 

His Ser Pro Gly Gly Trp Lys Ser Lys Thr Lys Val Phe Ala Gly Leu 

55 60 65 

gtt tct tct aag gee tct etc ctt ggc ttg gag atg gee ctg gtt ggt 355 
Val Ser Ser Lys Ala Ser Leu Leu Gly Leu Glu Met Ala Leu Val Gly 

70 75 80 

ctt ctg agt gea ggt gte cct ggt gtc tct ttg tgt gtc eag att ttc 403 
Leu Leu Ser Ala Gly Val Pro Gly Val Ser Leu Cys Val Gin lie Phe 
85 90 95 100 

tct tat aag gac act ggt gag att gga tgaggggccc ctgaeggcct 450 
Ser Tyr Lys Asp Thr Gly Glu lie Gly 

105 

catcttaatg taatcaeetc tctta 475 

<210> 4069 
<211> 454 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 21. .353 



<400> 4069 

attttcaact ttaacacagc atg ate gaa aca tac aac caa act tet ccc ega 53 

Met He Glu Thr Tyr Asn Gin Thr Ser Pro Arg 
15 10 

tct gcg gee act gga ctg ccc ate age atg aaa att ttt atg tat tta 101 



2557 




m 



Ser Ala Ala Thr Gly Leu Pro lie Ser Met Lys lie Phe Met Tyr Leu 

15 20 25 

ctt act gtt ttt ctt ate acc cag atg att ggg tea gea ctt ttt get 149 
Leu Thr Val Phe Leu He Thr Gin Met He Gly Ser Ala Leu Phe Ala 

30 35 40 

gtg tat ctt eat aga agg ttg gac aag ata gar gat gaa agg aat ett 197 
Val Tyr Leu His Arg Arg Leu Asp Lys He Glu Asp Glu Arg Asn Leu 

45 50 55 

cat gaa gat ttt gta ttc atg aaa acg ata eag aga tgc aac aca gga 245 
His Glu Asp Phe Val Phe Met Lys Thr He Gin Arg Cys Asn Thr Gly 
60 65 70 75 

gaa aga tee tta tec tta ctg aac tgt gag gag att aaa age cag ttt 293 
Glu Arg Ser Leu Ser Leu Leu Asn Cys Glu Glu He Lys Ser Gin Phe 

80 85 90 

gaa ggc ttt gtg aag gat ata atg tta aac aaa gag gag acg aag cww 34i 
Glu Gly Phe Val Lys Asp He Met Leu Asn Lys Glu Glu Thr Lys Xaa 

95 100 105 

aga daa cag ctt tgaratgcaa maaggtgate agaatcetca aattgeggca 393 
Arg Xaa Gin Leu 
110 

catgtcataa gtgaggccag cngtaaaaca acatctgtgt taeagtgggc tgaraaagga 453 



t 



<210> 4070 
<211> 448 
<212> DNA 

<213> Homo sapiens 
<220> 



454 



^ <221> CDS 

= <222> 4 . . 336 



<400> 4070 

aag atg gcg gcg esc ggt aca ggm tec ggg ttg tgg cgt cct agg age 4 8 

Met Ala Ala Xaa Gly Thr Gly Ser Gly Leu Trp Arg Pro Arg Ser 
15 10 15 

cgc gac ggt ttc tgc cct egg gca gtg agg ggc age age get tgg ctg 96 
Arg Asp Gly Phe Cys Pro Arg Ala Val Arg Gly Ser Ser Ala Trp Leu 

20 25 30 

ace cct gmg gcg tee cgt age etc gcg tta age ctt gtt cag age ggg 144 
Thr Pro Xaa Ala Ser Arg Ser Leu Ala Leu Ser Leu Val Gin Ser Gly 

35 40 45 

ggc ttt tgc tgt cgc agt ggg ttc egg aga gtg cag gtg att teg eag 192 
Gly Phe Cys Cys Arg Ser Gly Phe Arg Arg Val Gin Val He Ser Gin 

50 55 60 

cag gtt tct tgt get ggc cgc get cgc egg acg aag aag aga agg gca 24 0 

Gin Val Ser Cys Ala Gly Arg Ala Arg Arg Thr Lys Lys Arg Arg Ala 

65 70 75 

gtt ggg cct gcg gee ttg gcg ttc atg agg cct cag aga get ecg gag 288 
Val Gly Pro Ala Ala Leu Ala Phe Met Arg Pro Gin Arg Ala Pro Glu 
80 85 90 95 

gas tta nea act gtg agg ggg cts eta gag ttc ttc tee tbb ggt gtg 336 
Xaa Leu Xaa Thr Val Arg Gly Leu Leu Glu Phe Phe Ser Xaa Gly Val 



2558 



^ 0 



100 105 110 

tgaghngcag cctaggaccc cssgttcggg gagtcgcaaa gaaggccgta agggcttcac 3 96 
ttccttctcc ggaggcctgc cttctgcgcg tcgattaaca ccgcattctt tc 448 

<210> 4071 

<211> 406 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 40. .393 

<400> 4071 

tttcttcaca gaattggaaa aaactacttt aaagttcat atg gaa cca aaa aag 54 

Met Glu Pro Lys Lys 
1 5 





gcc 


tgc 


att 


gcc 


aag 


tea 


ate 


eta 


age 


caa 


aag 


aac 


aaa 


get 


gga 


ggc 


102 




Ala 


Cys 


He 


Ala 


Lys 


Ser 


He 


Leu 


Ser 


Gin 


Lys 


Asn 


Lys 


Ala 


Gly 


Gly 














10 










15 










20 






yi 


ate 


aca 


eta 


cct 


gac 


ttc 


aaa 


eta 


tac 


tac 


aag 


get 


aca 


gta 


ace 


aaa 


150 


N= 


He 


Thr 


Leu 


Pro 


Asp 


Phe 


Lys 


Leu 


Tyr 


Tyr 


Lys 


Ala 


Thr 


Val 


Thr 


Lys 












25 










30 










35 










aca 


gca 


tgg 


tac 


tgg 


tac 


caa 


aat 


aga 


gat 


ata 


gac 


caa 


tgg 


aac 


aga 


198 




Thr 


Ala 


Trp 


Tyr 


Trp 


Tyr 


Gin 


Asn 


Arg 


Asp 


He 


Asp 


Gin 


Trp 


Asn 


Arg 










40 










45 










50 












aca 


gag 


ccc 


tea 


gaa 


ata 


atg 


ctg 


eat 


ate 


tac 


aac 


cat 


ctg 


ate 


ttt 


246 




Thr 


Glu 


Pro 


Ser 


Glu 


He 


Met 


Leu 


His 


He 


Tyr 


Asn 


His 


Leu 


He 


Phe 








55 










60 










65 














gac 


aga 


cct 


gac 


aaa 


aac 


aag 


aaa 


tgg 


gga 


aag 


gat 


tec 


eta 


ttt 


aat 


294 


lU 


Asp 


Arg 


Pro 


Asp 


Lys 


Asn 


Lys 


Lys 


Trp 


Gly Lys 


Asp 


Ser 


Leu 


Phe 


Asn 






70 










75 










80 










85 






vnw 


tgg 


tgc 


tgg 


gaa 


aac 


tgg 


eta 


gcc 


ata 


tgt 


aga 


aag 


ctg 


aaa 


ctg 


342 




Xaa 


Trp 


Cys 


Trp 


Glu 
90 


Asn 


Trp 


Leu 


Ala 


He 
95 


Cys 


Arg 


Lys 


Leu 


Lys 
100 


Leu 






cat 


ccc 


ttc 


ctt 


aca 


ctt 


tat 


gca 


aaa 


tta 


att 


caa 


gat 


gga 


tta 


aag 


390 




His 


Pro 


Phe 


Leu 
105 


Thr 


Leu 


Tyr 


Ala 


Lys 
110 


Leu 


He 


Gin 


Asp 


Gly 
115 


Leu 


Lys 





act taaatgttag acc 406 
Thr 



<210> 4072 

<211> 494 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 38. .439 

<400> 4072 

aacctettca aagaggttct acttaaagtt ecaggtc atg aca ttt ttc tgc tgg 55 



2559 



Met Thr Phe Phe Cys Trp 
1 5 

aat ttg gtt ggg ccc ttg gag ttt tct tac agg aat ttg tec etc age 103 
Asn Leu Val Gly Pro Leu Glu Phe Ser Tyr Arg Asn Leu Sex Leu Ser 

10 15 20 

agg eaa aat att gat tea tgg tge aaa gat eat age tac gtg att get 151 
Arg Gin Asn He Asp Ser Trp Cys Lys Asp His Ser Tyr Val He Ala 

25 30 35 

ggt tat tat caa get aat gag cga gta aag gat gee agt eea aae eag 199 
Gly Tyr Tyr Gin Ala Asn Glu Arg Val Lys Asp Ala Ser Pro Asn Gin 

40 45 50 

gtt gea gag aag gtg gee tee aga ate gee gag ggc tte age gae act 24 7 

Val Ala Glu Lys Val Ala Ser Arg lie Ala Glu Gly Phe Ser Asp Thr 
55 60 65 70 

gcg etc ate atg gta gae aac aec aag ttt acg atg gae tge gta ggc 295 
Ala Leu He Met Val Asp Asn Thr Lys Phe Thr Met Asp Cys Val Gly 

75 80 85 

eta cga tec aeg tgt acg age ace atg aga aca gat ggc ggt gea gag 34 3 

p Leu Arg Ser Thr Cys Thr Ser Thr Met Arg Thr Asp Gly Gly Ala Glu 

5 ^0 ^5 100 

aec cae aec atg act act gtg ara etg gee aga ggc aew gwg gat etc 391 

^ Thr His Thr Met Thr Thr Val Xaa Leu Ala Arg Gly Thr Xaa Asp Leu 

rn 105 110 115 

^ age ets get cct gga cag ccg gtc eta cga gae get cgt gga ttt cga 43 9 

^ Ser Leu Ala Pro Gly Gin Pro Val Leu Arg Asp Ala Arg Gly Phe Arg 
^5 120 125 130 

^£ taaceacctg gakgacattc ggaatgamtg gamaraccea gagatcaata aaget 4 94 

□ <210> 4073 

^ <211> 456 

Jii <212> DNA 

'J <213> Homo sapiens 

P <220> 

O <221> CDS 

<222> 146. .451 



<400> 4073 

aagtttgaaa ctgteaggtt gcegtetagg tageggttgt gcttgetgag getgcacttg 60 
ctgaeactgc agetgegaeg cggctaagag gcgeagagcg aggarteggg atttggtegc 120 



gageggegac 


gageatttgt geaga 


atg 


tea 


tea 


gat 


gag 


gag 


aaa 


tac 


tea 


172 
















Met 
1 


Ser 


Ser 


Asp 


Glu 
5 


Glu 


Lys 


Tyr 


Ser 




ctt 


eea 


gtt 


gtg 


caa 


aat 


gae 


tec 


agt 


ega 


ggc 


agt 


tct 


gtc 


tct 


teg 


220 


Leu 


Pro 


Val 


Val 


Gin 


Asn 


Asp 


Ser 


Ser 


Arg 


Gly 


Ser 


Ser 


Val 


Ser 


Ser 




10 










15 










20 










25 




aat 


ett 


cag 


gaa 


gaa 


tat 


gaa 


gaa 


etg 


ctt 


cat 


tat 


get 


ata 


gtg 


act 


268 


Asn 


Leu 


Gin 


Glu 


Glu 


Tyr 


Glu 


Glu 


Leu 


Leu 


His 


Tyr 


Ala 


He 


Val 


Thr 












30 










35 










40 






cca 


aat 


att 


gaa 


ecc 


tgt 


get 


tea 


cag 


tea 


tct 


cat 


cct 


aag 


gga 


gaa 


316 


Pro 


Asn 


He 


Glu 


Pro 


Cys 


Ala 


Ser 


Gin 


Ser 


Ser 


His 


Pro 


Lys 


Gly 


Glu 










45 










50 










55 








ttg 


gtg 


cca 


gat 


gtc 


aga 


att 


tet 


aca 


att 


eat 


gat 


att 


ctt 


eat 


agt 


364 



2560 



Leu Val Pro Asp Val Arg lie Ser Thr He His Asp He Leu His Ser 

60 65 70 

caa gga aat aac tct gaa gta aga gaa act gca ata gaa gtt gga aaa 412 
Gin Gly Asn Asn Ser Glu Val Arg Glu Thr Ala He Glu Val Gly Lys 

75 80 85 

gga tgt gat ttc cat att gtc aag tea ttc aaa gac agr tgagt 456 
Gly Cys Asp Phe His He Val Lys Ser Phe Lys Asp Arg 
90 95 100 



<210> 4074 

<211> 431 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 57 . .419 



S ,■; 



<400> 4074 

atcagctgat ttcactttcg tttcctaact tgccagtggc ccatgacttt tcagaa atg 59 

Met 
1 

agg ctg gag tgc aat ggc acc ate ttg get cae tgc aac etc cac etc 107 
Arg Leu Glu Cys Asn Gly Thr He Leu Ala His Cys Asn Leu His Leu 
^5 10 15 

yj. ccg ggt tea agt gat tct cct gee tea gee tec cga gta get ggg att 155 
^ Pro Gly Ser Ser Asp Ser Pro Ala Ser Ala Ser Arg Val Ala Gly He 

O 2^ 25 30 

^ aca gag caa eta aga ggt ctt tct tgg etc tat gag aac ctg gtg gga 2 03 

1,, Thr Glu Gin Leu Arg Gly Leu Ser Trp Leu Tyr Glu Asn Leu Val Gly 
35 40 45 

aaa atg aag etc eag aca aga eta tgg 2 51 

Lys Met Lys Leu Gin Thr Arg Leu Trp 

60 65 
caa get agt gcg eac tea gee tct ggc 2 99 

Gin Ala Ser Ala His Ser Ala Ser Gly 

75 80 
aag tgt tec tac eag ttt atg att eta 347 
Lys Cys Ser Tyr Gin Phe Met He Leu 

90 95 
eag ate tea gca gtg act ecc tgg att 3 95 

Gin He Ser Ala Val Thr Pro Trp He 
105 110 

999 tagtagttta et 431 



ttc 


ctg 


aag 


ata 


aag 


tec 


aca 


Phe 


Leu 


Lys 


He 


Lys 


Ser 


Thr 


50 










55 




cea 


cea 


gga 


gtt 


tct 


eac 


ttt 


Pro 


Pro 


Gly 


Val 


Ser 


His 


Phe 










70 






aat 


ttg 


tta 


aaa 


tea 


ctg 


ttt 


Asn 


Leu 


Leu 


Lys 


Ser 


Leu 


Phe 








85 








gca 


get 


tct 


gee 


tea 


gac 


aag 


Ala 


Ala 


Ser 


Ala 


Ser 


Asp 


Lys 






100 










egt 


ctg 


tct 


ctt 


eag 


att 


tea 


Arg 


Leu 


Ser 


Leu 


Gin 


He 


Ser 




115 










120 



<210> 4075 
<211> 413 
<212> DNA 

<213> Homo sapiens 



<220> 



2561 



^ 0 



<221> CDS 
<222> 13 . .318 



m 



<400> 4075 

ccctgtgtct ac atg tgt gta cgt ctg tgt gtg ggc ggg tgt gtg ttt ttc 51 
Met Cys Val Arg Leu Cys Val Gly Gly Cys Val Phe Phe 
15 10 
tgt aca cct ggg ggg aga ggt ate tgt aaa gtc agt tct ctt etc tee 99 
Cys Thr Pro Gly Gly Arg Gly He Cys Lys Val Ser Ser Leu Leu Ser 

15 20 25 

tgt agg gtg gat atg eag eet aea gat atg cae age etg eta etg eaa 147 
Cys Arg Val Asp Met Gin Pro Thr Asp Met His Ser Leu Leu Leu Gin 
30 35 40 45 

eeg eag eea eeg etg etg eag ceg ctg cag ccg ett aea gtg acg gtt 195 
Pro Gin Pro Pro Leu Leu Gin Pro Leu Gin Pro Leu Thr Val Thr Val 

50 55 60 

atg gca ggg tgt aca cag eeg ace cct ace atg cce ttg cce etg eeg 243 
Met Ala Gly Cys Thr Gin Pro Thr Pro Thr Met Pro Leu Pro Leu Pro 

65 70 75 

eta get atg gag ttg gcg ctg tgg ega gtt tat ace gag gtg get aca 291 
Leu Ala Met Glu Leu Ala Leu Trp Arg Val Tyr Thr Glu Val Ala Thr 

80 85 90 

gee gat ttg cce ect act gaa gtg acg tgagacccet geaaatggga 338 
Ala Asp Leu Pro Pro Thr Glu Val Thr 

95 100 
cagcceccca gttcatgagg eetggctatt gcaatattta ctagtagagg actetatage 398 
aagwtgaag aggta 4 3^3 

<210> 4076 

<211> 435 

<212> DNA 

<213> Homo sapiens 



LJ <220> 

Q <221> CDS 

<222> 12 . .416 



<400> 4076 



tttaagaagg a atg ctg tea aag tat tea aga eca gat gag ata aaa aca 50 
Met Leu Ser Lys Tyr Ser Arg Pro Asp Glu He Lys Thr 
15 10 



gca 


aaa 


aaa 


ate 


ttg 


cct 


ttg 


ggt 


gga 


teg 


ctt 


gag 


ctt 


agg 


agt 


teg 


98 


Ala 


Lys 


Lys 


He 


Leu 


Pro 


Leu 


Gly 


Gly 


Ser 


Leu 


Glu 


Leu 


Arg 


Ser 


Ser 






15 










20 










25 










aga 


eca 


gee 


tgg 


gca 


aca 


tgg 


cga 


aac 


cce 


ate 


tct 


aca 


aag 


aat 


aca 


146 


Arg 


Pro 


Ala 


Trp 


Ala 


Thr 


Trp 


Arg 


Asn 


Pro 


He 


Ser 


Thr 


Lys 


Asn 


Thr 




30 










35 










40 








45 




aaa 


ctt 


agt 


ggg 


gcg 


tgg 


tgg 


tgt 


gag 


eeg 


gta 


gtc 


eca 


get 


get 


gga 


194 


Lys 


Leu 


Ser 


Gly 


Ala 


Trp 


Trp 


Cys 


Glu 


Pro 


Val 


Val 


Pro 


Ala 


Ala 


Gly 












50 










55 










60 




gag 


get 


ggg 


gtg 


gga 


gga 


teg 


ctt 


gag 


cec 


agg 


gag 


teg 


agg 


etg 


eag 


242 


Glu 


Ala 


Gly 


Val 


Gly Gly 


Ser 


Leu 


Glu 


Pro 


Arg 


Glu 


Ser 


Arg 


Leu 


Gin 





2562 



65 70 75 

tta gcc gtg ttc acg cca eta cat tec age ctg gge cac aga gga aga 290 
Leu Ala Val Phe Thr Pro Leu His Ser Ser Leu Gly His Arg Gly Arg 

80 85 90 

ccc tgt ccc ccc aaa aaa aag aaa aag gaa aaa aaa gtc tgg cct ttt 338 
Pro Cys Pro Pro Lys Lys Lys Lys Lys Glu Lys Lys Val Trp Pro Phe 

95 100 105 

aaa aag cea gae ttc tgt ttg ttt cca ate tat tea ate tct gtc ccc 386 
Lys Lys Pro Asp Phe Cys Leu Phe Pro lie Tyr Ser lie Ser Val Pro 
110 115 120 125 

caa ate ttt tgg cat aga att tgt eta get tagaetaaac cttccatet 435 
Gin lie Phe Trp His Arg lie Cys Leu Ala 
130 135 

<210> 4077 
<211> 348 
<212> DNA 

<213> Homo sapiens 

O <220> 

-ip <221> CDS 

U1 <222> 11 . . 340 

f==&t 

J <400> 4077 

tagagggatt atg aca aca ggc tct gge cag gaa cca ggg eag tea ggg 4 9 

Met Thr Thr Gly Ser Gly Gin Glu Pro Gly Gin Ser Gly 
15 10 
^_ acc tct ctg agg aca ggt ece atg ggg tct ctg gga cag gea gag eaa 97 
D Thr Ser Leu Arg Thr Gly Pro Met Gly Ser Leu Gly Gin Ala Glu Gin 
fU 15 20 25 

fU gtc age teg atg ccc atg ggg tct ctg gaa cat gag ggg ctg gta age 145 

Val Ser Ser Met Pro Met Gly Ser Leu Glu His Glu Gly Leu Val Ser 
S 30 35 40 45 

S ctg agg eet gtg ggg ttg eag gaa cag gag ggg ccc atg age ctg ggg 193 
^ Leu Arg Pro Val Gly Leu Gin Glu Gin Glu Gly Pro Met Ser Leu Gly 

50 55 60 

cct gtg ggg tct gea gge cea gtg gag acc tct aag ggg ttg ctg ggg 241 
Pro Val Gly Ser Ala Gly Pro Val Glu Thr Ser Lys Gly Leu Leu Gly 

65 70 75 

cag gag ggc ctg gtg gaa att gee atg gae tea cca gag caa gag ggg 289 
Gin Glu Gly Leu Val Glu lie Ala Met Asp Ser Pro Glu Gin Glu Gly 

80 85 90 

ctg gtg ggt ceb atg gag ate acc atg ggg tct ctg gag aag gea ggg 33 7 

Leu Val Gly Pro Met Glu lie Thr Met Gly Ser Leu Glu Lys Ala Gly 

95 100 105 

ctg tgagecea 348 
Leu 
110 

<210> 4078 
<211> 375 
<212> DNA 

<213> Homo sapiens 



2563 



<220> 
<221> CDS 
<222> 4 . . 357 



<400> 4078 

aag atg gcg tgc ttg ttg gag acc cca ate cgc atg abc ktc ctt teg 48 
Met Ala Cys Leu Leu Glu Thr Pro He Arg Met Xaa Xaa Leu Ser 
15 10 15 

gaa gta aca get age agt cge cac tat gtt gac agg eta ttt gac ect 96 
Glu Val Thr Ala Ser Ser Arg His Tyr Val Asp Arg Leu Phe Asp Pro 

20 25 30 

gat ecc cag aaa gtt eta eaa ggt gte ata gae atg aaa aat get gta 144 
Asp Pro Gin Lys Val Leu Gin Gly Val He Asp Met Lys Asn Ala Val 

35 40 45 

att gga aac aac aag eag aaa gee aat cte att gtt tta gga get gtt 192 
He Gly Asn Asn Lys Gin Lys Ala Asn Leu He Val Leu Gly Ala Val 

50 55 60 

cca aga ttg ttg tac ttg ett eag eaa gaa ace tea age aea gag ctg 240 
Pro Arg Leu Leu Tyr Leu Leu Gin Gin Glu Thr Ser Ser Thr Glu Leu 
Ml 65 70 75 

U aaa act gaa tgt sag tgg tgt tgg gaa gtc ttg eta tgg gta ctg aaa 288 
M Lys Thr Glu Cys Xaa Trp Cys Trp Glu Val Leu Leu Trp Val Leu Lys 
,J 80 85 90 95 

aca atg tea agt cte tac tgg act gee ata tta tec ctg ect tat tgc 336 
Thr Met Ser Ser Leu Tyr Trp Thr Ala He Leu Ser Leu Pro Tyr Cys 

100 105 110 

aag gas tac tgt cce eag acc tgaagtttat tgaagctt 375 
Lys Xaa Tyr Cys Pro Gin Thr 



pi 

i 



115 

<210> 4079 

<211> 435 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 31. .378 



<400> 4079 

cagaggtmnn ggatccagaa actagagttc atg ttg gat aag eta cag aat gaa 54 

Met Leu Asp Lys Leu Gin Asn Glu 
1 5 

att gat cag gag ttg gaa eac aat aat tec ctt gtt aga gaa gaa aaa 102 
He Asp Gin Glu Leu Glu His Asn Asn Ser Leu Val Arg Glu Glu Lys 

10 15 20 

gag aca act gat aca agg aaa aaa tea ctt ctt tct gmt gcc tta get 150 
Glu Thr Thr Asp Thr Arg Lys Lys Ser Leu Leu Ser Xaa Ala Leu Ala 
25 30 35 40 

aaa tea ggt gaa agg eta eaa get eta aea ctt ctt atg att cac tac 198 
Lys Ser Gly Glu Arg Leu Gin Ala Leu Thr Leu Leu Met He His Tyr 



2564 



45 50 55 

aga gca ggc att gaa gat ata gaa act tta gaa agt ctg tct tta gac 246 
Arg Ala Gly He Glu Asp He Glu Thr Leu Glu Ser Leu Ser Leu Asp 

60 65 70 

cag cac tec aaa aaa ata age aag tac aca gat gat aca gaa gaa gac 2 94 

Gin His Ser Lys Lys He Ser Lys Tyr Thr Asp Asp Thr Glu Glu Asp 

75 80 85 

ctt gat aat gaa ata age caa eta ata gac tct cag cca ttc age age 342 
Leu Asp Asn Glu He Ser Gin Leu He Asp Ser Gin Pro Phe Ser Ser 

90 95 100 

ata tea gat gac tta ttt ggc cca tec gag tct gtg tagcagacag 388 
He Ser Asp Asp Leu Phe Gly Pro Ser Glu Ser Val 
105 110 115 

gtctatttaa actttcaaat gaacanngta aagttgcatc taaagta 435 

<210> 4080 
<211> 407 
<212> DNA 
^ <213> Homo sapiens 

<220> 
yi <221> CDS 
M= <222> 37 . .399 

i IS 

-fj 

<400> 4080 

^ atttgagttg cttctaactt ttgcctatta taagta atg ctt aca cat tat get 54 

- Met Leu Thr His Tyr Ala 

O ^5 

- tat gag tat tea tee aca agt ttg tgt gac ata tgt ttt caa tta ttt 102 
^ Tyr Glu Tyr Ser Ser Thr Ser Leu Cys Asp He Cys Phe Gin Leu Phe 

10 15 20 

4= 999 gaa tat att tat gag tta cca att aat gga tea aat gat aac tct 150 
p Gly Glu Tyr He Tyr Glu Leu Pro He Asn Gly Ser Asn Asp Asn Ser 
O 25 30 35 

ctg att gtc aaa ctg tct cec aaa gtg ctt gta aca ttt ata aac aca 198 
Leu He Val Lys Leu Ser Pro Lys Val Leu Val Thr Phe He Asn Thr 

40 45 50 

tea gta ata tgt aca agt gtt cca ctt tct cca cct cet tgt caa cac 246 
Ser Val He Cys Thr Ser Val Pro Leu Ser Pro Pro Pro Cys Gin His 
55 60 65 70 

tta ttg ttg tct att ttt ttt tta att tta gee ate tta gtg gtt atg 294 
Leu Leu Leu Ser He Phe Phe Leu He Leu Ala He Leu Val Val Met 

75 80 85 

ata cag tat ttc atg gtg gat ctg ach kgc act tec eta atg tct aat 342 
He Gin Tyr Phe Met Val Asp Leu Thr Xaa Thr Ser Leu Met Ser Asn 

90 95 100 

gaa get gaa cat ctt ttc atg tge tta ttg gke att agt gta tct ttt 3 90 

Glu Ala Glu His Leu Phe Met Cys Leu Leu Xaa He Ser Val Ser Phe 

105 110 115 

tea aag aaa tagecaee 
Ser Lys Lys 
120 



2565 



^ 0 



<210> 4081 

<211> 454 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 11. .409 



<400> 4081 

acgcggagca atg gyg acc ttt gtg age gag ctg gag gcg gcc aag aag 4 9 

Met Xaa Thr Phe Val Ser Glu Leu Glu Ala Ala Lys Lys 
15 10 
aac tta age gag gcc ctg ggg gac aac gtg aaa caa tac tgg get aae 97 
Asn Leu Ser Glu Ala Leu Gly Asp Asn Val Lys Gin Tyr Trp Ala Asn 

15 20 25 

eta aag ctg tgg ttc aag cag aag ate age aaa gag gag ttt gac ett 145 
Leu Lys Leu Trp Phe Lys Gin Lys lie Ser Lys Glu Glu Phe Asp Leu 
30 35 40 45 

raa get cat aga ett etc aca cag gat aat gtc eat tet cae aat gat 193 
Xaa Ala His Arg Leu Leu Thr Gin Asp Asn Val His Ser His Asn Asp 

50 55 60 

ttc etc ctg gcc att etc acg cgt tgt cag att ttg gtt tet aca cca 241 
Phe Leu Leu Ala He Leu Thr Arg Cys Gin He Leu Val Ser Thr Pro 

65 70 75 

gat ggt get gga tet ttg cct tgg cca ggg ggt tee gea gca aaa cct 289 
Asp Gly Ala Gly Ser Leu Pro Trp Pro Gly Gly Ser Ala Ala Lys Pro 

80 85 90 

gga aaa cec aag gga aag aaa aag ett tet tet gtt cgt eag anr ktt 3 37 

y Gly Lys Pro Lys Gly Lys Lys Lys Leu Ser Ser Val Arg Gin Xaa Xaa 
95 100 105 

gat eat aga ttc eag cct caa aat cht etc tea gga gee cag caa ttt 3 85 

Asp His Arg Phe Gin Pro Gin Asn Xaa Leu Ser Gly Ala Gin Gin Phe 
110 115 120 125 

gtg gea aag gat cec caa gat gaa tgacgaettg aaaetttgtt eccacaeaat 439 
Val Ala Lys Asp Pro Gin Asp Glu 
130 

gatgcttcce aetcm 454 

<210> 4082 
<211> 356 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 11. .343 



mj 



<400> 4082 

taataattta atg cca gga tat gaa gtt gea aag tat gat ett ata tgg 49 
Met Pro Gly Tyr Glu Val Ala Lys Tyr Asp Leu He Trp 
15 10 



2566 




att tgt gat agt gga ata aga gta att cca gat acg ctt act gac atg 97 
lie Cys Asp Ser Gly lie Arg Val He Pro Asp Thr Leu Thr Asp Met 

15 20 25 

gtg aat caa atg aca gaa aaa gta ggc ttg gtt cac ggg ctg cct tac 145 
Val Asn Gin Met Thr Glu Lys Val Gly Leu Val His Gly Leu Pro Tyr 
30 35 40 45 

gta gca gac aga cag ggc ttt get gcc acc tta gag cag atg gag tct 193 
Val Ala Asp Arg Gin Gly Phe Ala Ala Thr Leu Glu Gin Met Glu Ser 

50 55 60 

cgc tct gtc gcc cag get gga gtg cag tgg cgc gat etc ggc tea ctg 241 
Arg Ser Val Ala Gin Ala Gly Val Gin Trp Arg Asp Leu Gly Ser Leu 

65 70 75 

caa get ccg cct ccc ggg ttc acg cca ttc tec tgc etc age etc ctg 289 
Gin Ala Pro Pro Pro Gly Phe Thr Pro Phe Ser Cys Leu Ser Leu Leu 

80 85 90 

agt age tgg gac tac agg tgc ccg cca cca tgc ctg get aat ttt ttg 337 
Ser Ser Trp Asp Tyr Arg Cys Pro Pro Pro Cys Leu Ala Asn Phe Leu 

55 100 105 

tat ttt tgatagagac age 
^ Tyr Phe 
?^ 110 
y ; 

<210> 4083 
y <211> 362 
^ <212> DNA 
ufl <213> Homo sapiens 

y <220> 
!^ <221> CDS 

<222> 30. .347 



ru 

= 3 i 
:: Ttt' 

iP3 



<400> 4083 

cttgtggctt tgtctcccgc gaagaggag atg gcg gag teg ttg agg tct ccg 53 

Met Ala Glu Ser Leu Arg Ser Pro 
1 5 

cgc cgc tec ctg tac aaa ctg gtg ggc teg ccg cct tgg aaa gag get 101 
Arg Arg Ser Leu Tyr Lys Leu Val Gly Ser Pro Pro Trp Lys Glu Ala 

10 15 20 

ttc egg cag aga tgc ctg gag aga atg aga aac age egg gac agg etc 149 
Phe Arg Gin Arg Cys Leu Glu Arg Met Arg Asn Ser Arg Asp Arg Leu 
25 30 35 40 

eta aac agg tac cgc cag get gga age agt ggg cca ggg aat tct cag 197 
Leu Asn Arg Tyr Arg Gin Ala Gly Ser Ser Gly Pro Gly Asn Ser Gin 

45 50 55 

aac age ttt eta gtt caa gag gtg atg gaa gaa gag tgg aat get ttg 245 
Asn Ser Phe Leu Val Gin Glu Val Met Glu Glu Glu Trp Asn Ala Leu 

60 65 70 

cag tea gtg gag aat tgt cca gaa gac ttg get cag ctg gag gag ctg 2 93 

Gin Ser Val Glu Asn Cys Pro Glu Asp Leu Ala Gin Leu Glu Glu Leu 

75 80 85 

ata gac atg get gtg ctg gag gaa att caa cag gag ctg ate aac caa 341 
He Asp Met Ala Val Leu Glu Glu He Gin Gin Glu Leu He Asn Gin 

90 95 100 



2567 




104 



ggc ctg tgatacttgg gccaa ^62 

Gly Leu 

105 

<210> 4084 

<211> 415 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 54 . .404 



<400> 4084 

tcggtagtaa gctactagct gcttcctcaa aagagaatag ttgtctgcag aga atg 56 

Met 
1 

gca tac ctt tgc tec aaa ate ctg aag ate tac act gtg gtt cat aag 
Ala Tyr Leu Cys Ser Lys He Leu Lys He Tyr Thr Val Val His Lys 

5 10 15 

ggg cee ace aga ggc tec ata ctg gat ttc tat ctg cca cag aca gtt 152 
Gly Pro Thr Arg Gly Ser He Leu Asp Phe Tyr Leu Pro Gin Thr Val 

20 25 30 

act tea age ace agt gag tct teg ggg ttc aag tgg eta age age ttg 
Thr Ser Ser Thr Ser Glu Ser Ser Gly Phe Lys Trp Leu Ser Ser Leu 

35 40 45 

cat gae age eta ggc etg ttg cag acc tct gat gtt ctg gcg tec att 
His Asp Ser Leu Gly Leu Leu Gin Thr Ser Asp Val Leu Ala Ser He 
50 55 60 65 

caa aae tgg cag get ttc aga tta get gta atg gta atg cag tat ata 2 96 

Gin Asn Trp Gin Ala Phe Arg Leu Ala Val Met Val Met Gin Tyr He 

70 75 80 

tta ctt tea eta etg aca tac atg gta cec ttt ett aag ggt aga agg 344 
Leu Leu Ser Leu Leu Thr Tyr Met Val Pro Phe Leu Lys Gly Arg Arg 

85 90 95 

gee cag atg cag caa ttt ctt ttt gte eta aga gaa eta tct cag cat 3 92 

Ala Gin Met Gin Gin Phe Leu Phe Val Leu Arg Glu Leu Ser Gin His 

100 105 110 

gte cca gae eac taggctecgg v 4 3^5 

Val Pro Asp His 
115 



200 



248 



<210> 4085 
<211> 457 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 110 . .448 



<400> 4085 



2568 



^ 0 



ggtgaaagaa gtttgctgac gaagatggcg actgaggcac agagtgaagg ggaggtgcca 60 
gcccgcgaat ccggccggag tgatgccatc tgcagttttg tgatctgca atg att ctt 118 

Met lie Leu 
1 

ccc ttt cga ggt cag ccc att ate ttt aat cct gac ttt ttt gtg gag 166 
Pro Phe Arg Gly Gin Pro He He Phe Asn Pro Asp Phe Phe Val Glu 

5 10 15 

aaa etc cga cat gag aaa cct gag att ttc act gag ttg gtg gtc age 214 
Lys Leu Arg His Glu Lys Pro Glu He Phe Thr Glu Leu Val Val Ser 
20 25 30 35 

aat ate aca agg etc ate gat tta cct gga act gag ttg get cag ctg 262 
Asn He Thr Arg Leu He Asp Leu Pro Gly Thr Glu Leu Ala Gin Leu 

40 45 50 

atg ggg gaa gtg gac ctt aag ttg cct ggc ggg get gge cea gea tea 310 
Met Gly Glu Val Asp Leu Lys Leu Pro Gly Gly Ala Gly Pro Ala Ser 

55 60 65 

gga ttc ttc egg tet etc atg tet etc aag cga aag gaa aaa gga gtg 358 
Gly Phe Phe Arg Ser Leu Met Ser Leu Lys Arg Lys Glu Lys Gly Val 

O '^^ 80 

ggg tec cea ctg aeg gag gaa ggc att gee cag ata tac caa 4 06 

TZ He Phe Gly Ser Pro Leu Thr Glu Glu Gly He Ala Gin He Tyr Gin 
fl 85 90 95 

f! ^tg att gag tat eta caa aaa ctt gcg agt aga ggg ttt gtt tagagtace 457 

yj Leu He Glu Tyr Leu Gin Lys Leu Ala Ser Arg Gly Phe Val 

100 105 110 



fU 

?3 = 



<210> 4086 
<211> 461 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 51 . .446 



<400> 4086 

ttatacceet tttatataat ttggttttat ttgeaggtec taatctacce atg get 56 

Met Ala 
1 

aca gtt gat ata aaa aat cea gaa ate aca aca aat aga ttt tat ggt 104 
Thr Val Asp He Lys Asn Pro Glu He Thr Thr Asn Arg Phe Tyr Gly 
5 10 15 

a 152 



aat 200 

Asn 

50 

gat 248 



cea 


caa 


gtc 


aae 


aae 


ate 


tee 


cat 


acc 


aag 


nva 


aag 


aag 


aag 


gga 


Pro 


Gin 


Val 


Asn 


Asn 


He 


Ser 


His 


Thr 


Lys 


Xaa 


Lys 


Lys 


Lys 


Gly 




20 










25 










30 






get 


aaa 


aag 


aag 


aga 


tta 


ace 


aag 


gea 


gat 


ata 


gga 


aca 


cea 


age 


Ala 


Lys 


Lys 


Lys 


Arg 


Leu 


Thr 


Lys 


Ala 


Asp 


He Gly 


Thr 


Pro 


Ser 


35 










40 










45 










ttc 


cag 


eac 


att 


gga 


cat 


gtt 


ggt 


tgg 


gat 


cea 


aat 


aca 


gge 


ttt 


Phe 


Gin 


His 


He 


Gly 


His 


Val 


Gly 


Trp 


Asp 


Pro 


Asn 


Thr 


Gly Phe 










55 










60 










65 


ctg 


aat 


aat 


ttg 


gat 


cea 


gaa 


ttg 


aag 


aat 


ctt 


ttc 


gat 


atg 


tgt 


Leu 


Asn 


Asn 


Leu 


Asp 


Pro 


Glu 


Leu 


Lys 


Asn 


Leu 


Phe 


Asp 


Met 


Cys 



gga 2 96 

Gly 
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70 75 



ate 


tea 


gag 


gca eaa 


ett 


aaa 


gac 


aga 


He 


Ser 


Glu 


Ala Gin 


Leu 


Lys 


Asp 


Arg 






85 








90 




gac 


ttt 


att 


gaa aaa 


aca 


gga 


ggt 


gtt 


Asp 


Phe 


He 


Glu Lys 


Thr 


Gly Gly Val 




100 








105 






egg 


agg 


eaa 


ggt aae 


ttt 


tat 


etc 


tat 


Arg 


Arg 


Gin 


Gly Asn 


Phe 


Tyr 


Leu 


Tyr 


115 








120 








ate 


ttt 


tgaggteagt ttcat 






He 


Phe 















80 

gaa aca tea aaa gtt ata tat 344 
Glu Thr Ser Lys Val He Tyr 
95 

gaa get gtt aaa aat gaa ctg 392 
Glu Ala Val Lys Asn Glu Leu 
110 

tea geg ttc tgt ttt gtt tta 440 
Ser Ala Phe Cys Phe Val Leu 
125 130 

461 



<210> 4087 

<211> 482 

<212> DNA 

<213> Homo sapiens 



<220> 
% <221> CDS 

<222> 53 . .364 

HI 



<400> 4087 

etgggccett ttgteteccc aggtgctgat tetcetgtae ategcagact gg atg gtg 58 

Met Val 

































1 








eac 


tgg 


atg 


tgg 


ggc 


egg 


ggc 


ctg 


gac 


ccg 


gac 


aac 


ttc 


tec 


ate 


eca 


106 




His 


Trp 


Met 


Trp 


Gly 


Arg 


Gly 


Leu 


Asp 


Pro 


Asp 


Asn 


Phe 


Ser 


He 


Pro 








5 










10 










15 










iff J 


tac 


ttg 


act 


get 


ctg 


ggg 


gam 


ctg 


ett 


ggs 


acy kgg 


get 


cet 


wge 


act 


154 


s V 


Tyr 


Leu 


Thr 


Ala 


Leu 


Gly 


Xaa 


Leu 


Leu 


Gly 


Thr 


Xaa 


Ala 


Pro 


Xaa 


Thr 








20 










25 










30 














eag 


ett 


eca 


tgt 


tct 


ctg 


get 


eat 


agg 


gga 


ccg 


aga 


eac 


gga 


tgt 


egg 


202 


o 


Gin 


Leu 


Pro 


Cys 


Ser 


Leu 


Ala 


His 


Arg 


Gly 


Pro 


Arg 


His 


Gly Cys 


Arg 






35 










40 










45 










50 






gga 


eta 


get 


tgg 


tea 


etc 


aac 


att 


ttc 


cec 


ate 


cet 


ctg 


eac 


ttt 


eta 


250 




Gly 


Leu 


Ala 


Trp 


Ser 
55 


Leu 


Asn 


He 


Phe 


Pro 
60 


He 


Pro 


Leu 


His 


Phe 
65 


Leu 






ttt 


gaa 


att 


ttt 


ett 


ttg 


tdc 


cec 


tgt 


cec 


tec 


tec 


acc 


eca 


eac 


tec 


298 




Phe 


Glu 


He 


Phe 
70 


Leu 


Leu 


Xaa 


Pro 


Cys 
75 


Pro 


Ser 


Ser 


Thr 


Pro 
80 


His 


Ser 






eac 


etc 


ttt 


eta 


gga 


ett 


eac 


ttt 


gat 


ace 


aaa 


ttc 


tea 


tta 


ttt 


tea 


346 




His 


Leu 


Phe 


Leu 


Gly 


Leu 


His 


Phe 


Asp 


Thr 


Lys 


Phe 


Ser 


Leu 


Phe 


Ser 





85 90 95 



atg gga att ttt ata cat tgagccaagt ttgtatagca agaatttggg 394 
Met Gly He Phe He His 
100 

aaacaeagat ggectgagat aagcagtaca agtaggtttt tgagacaate aceaagtgca 454 
gttteatggt gggtgectca ggtgatgt 482 

<210> 4088 
<211> 412 
<212> DNA 



2570 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 36 . . 350 



<400> 4088 

ggggcttctc ggcccgaggc agaggaacag ggaag atg gcg get gtg gtg gag 53 

Met Ala Ala Val Val Glu 
1 5 

aat gta gtg aag etc ctt ggg gag cag tac tac aaa gat gcc atg gag lOl 
Asn Val Val Lys Leu Leu Gly Glu Gin Tyr Tyr Lys Asp Ala Met Glu 

10 15 20 

cag tgc cac aat tac aat get cge etc tgt get gag egc abg dgh egc 14 9 

Gin Cys His Asn Tyr Asn Ala Arg Leu Cys Ala Glu Arg Xaa Xaa Arg 

25 30 35 

etg cct tte ttg gac tea eag ace gga gta gee eag age aat tgt tae 197 
Q Leu Pro Phe Leu Asp Ser Gin Thr Gly Val Ala Gin Ser Asn Cys Tyr 
Jfi 40 45 50 

?^ ate tgg atg gaa aag ega cac egg ggt cea gga ttg gee tee gga cag 245 
f-; He Trp Met Glu Lys Arg His Arg Gly Pro Gly Leu Ala Ser Gly Gin 

55 60 65 70 

UJ ctg tac tec tac cct gee egg egc tgg egg aaa aag egg ega gcc cat 2 93 

^ Leu Tyr Ser Tyr Pro Ala Arg Arg Trp Arg Lys Lys Arg Arg Ala His 
^ 75 80 85 

=j cec cct gag gat eca ega ctt tec tte eca tct att aag cea gac aca 341 
^ Pro Pro Glu Asp Pro Arg Leu Ser Phe Pro Ser He Lys Pro Asp Thr 

f*-^ 90 95 100 

gac agr ccc tgaagaagga ggggctgmnc tetcaggatg gcagtagttt 3 90 

Asp Arg Pro 
105 

j agaggctetg ttgegcactg ae 412 

p <210> 4089 
<211> 439 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 28 . . 366 



ru 



<400> 4089 

tagtaagcgt gtaccaetct tecatag atg ggt ata ttg gtt gtt eta att ttt 

Met Gly He Leu Val Val Leu He Phe 
1 5 
aac tac att aat aaa gtc aat ata tta aca atg caa tgg ega att tec 
Asn Tyr He Asn Lys Val Asn He Leu Thr Met Gin Trp Arg He Ser 
10 15 20 25 

ttg cac atg ccc ctt tat gsc cea sat gtg att att tct tta gta cag 
Leu His Met Pro Leu Tyr Xaa Pro Xaa Val He He Ser Leu Val Gin 
30 35 40 



2571 



act cct aga agt aga att cct tgg tea agg aat att etc aat tta aat 198 
Thr Pro Arg Ser Arg lie Pro Trp Ser Arg Asn He Leu Asn Leu Asn 

45 50 55 

agt gat aga tat caa eat tgt ett cea aag cna ctt tac cac tgt aca 246 
Ser Asp Arg Tyr Gin His Cys Leu Pro Lys Xaa Leu Tyr His Cys Thr 

60 65 70 

etc eta tea gea atg aag agt act tec tgt ace aat eac aga gtt agg 294 
Leu Leu Ser Ala Met Lys Ser Thr Ser Cys Thr Asn His Arg Val Arg 

75 80 85 

tay nag ara cag aar aat gca gaa ggc att gtt cct gee ttt gga gtg 342 
Tyr Xaa Xaa Gin Lys Asn Ala Glu Gly He Val Pro Ala Phe Gly Val 
90 95 100 105 

ctt aat aat gat gag aca gac atg taaacagata tetttavtat agtatggtag 3 96 

Leu Asn Asn Asp Glu Thr Asp Met 
110 

attctatgat agggtgewaa agagaaaeat catatetett tgt 439 

<210> 4090 

<211> 434 

<212> DNA 

<213> Homo sapiens 



<220> 
yJ <221> CDS 
C= <222> 102 . .407 



<400> 4090 

agaetegaag ageteeggga aggasgaggg agcagcccag ceecggctga gggeagtcag 60 
gtgtgacgee cacgcgggag gtageaagag atgagggcge c atg ttt tgg aag ttt 116 

Met Phe Trp Lys Phe 
1 5 

gac etg cae aca aas tes gva ctg gmc acg ctg ctg gag egg gag gac 164 
Asp Leu His Thr Xaa Ser Xaa Leu Xaa Thr Leu Leu Glu Arg Glu Asp 

10 15 20 

ctg age ctg cce gag etg etg gac gag gaa gac gtg ctg cag gag tge 212 
Leu Ser Leu Pro Glu Leu Leu Asp Glu Glu Asp Val Leu Gin Glu Cys 

25 30 35 

aag gte gtc aac cge aag ctg ctg gac ttc ctg etg cag cca cce eac 260 
Lys Val Val Asn Arg Lys Leu Leu Asp Phe Leu Leu Gin Pro Pro His 

40 45 50 

ctg caa gca atg gtg gee tgg gtc ace cag gag ccg cca gat age ggt 3 08 

Leu Gin Ala Met Val Ala Trp Val Thr Gin Glu Pro Pro Asp Ser Gly 

55 60 65 

gag gag egg ctg egc tac aag tac cce agt gtg gee tge gag atw nng 3 56 

Glu Glu Arg Leu Arg Tyr Lys Tyr Pro Ser Val Ala Cys Glu He Xaa 
70 75 80 85 

ace tea gat gtg cce cag ate aat gat gee ctg ggt get gat gag tec 4 04 

Thr Ser Asp Val Pro Gin He Asn Asp Ala Leu Gly Ala Asp Glu Ser 

90 95 100 

ttc tgaamegget etaeggctte ctgeaga 434 
Phe 



<210> 4091 



2572 



If 0 



<211> 471 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 38. .454 



<400> 4091 

agacgaagga aacaccccgc agcctgcaca tgctcag atg gag etc tgg gcc cgc 55 

Met Glu Leu Trp Ala Arg 
1 5 

ggg ttc tac tgc gca ggc cct cac act cag cag gga ctt gga cgc gaa 103 
Gly Phe Tyr Cys Ala Gly Pro His Thr Gin Gin Gly Leu Gly Arg Glu 

10 15 20 

age cct ggt ggc get cag ccg gtt ggg agt tgt age ttt ctg get get 151 
Ser Pro Gly Gly Ala Gin Pro Val Gly Ser Cys Ser Phe Leu Ala Ala 
PI 25 30 35 

^ aca gca gga gat aca ggt ggc caa tgg gtg age tgg ctg gag gta gga 199 
?^ Thr Ala Gly Asp Thr Gly Gly Gin Trp Val Ser Trp Leu Glu Val Gly 

40 45 50 

p== aca agg tta agg aag ctg gga tet teg tgc aga etv gat cgt cac tat 247 
yj Thr Arg Leu Arg Lys Leu Gly Ser Ser Cys Arg Leu Asp Arg His Tyr 
^ 55 60 65 70 

age aac aat gaa aca teg gga agg get agt tet get agg cag tct gee 295 
,n Ser Asn Asn Glu Thr Ser Gly Arg Ala Ser Ser Ala Arg Gin Ser Ala 
T '75 80 85 

p att ttc att ctt tea tet ttt ttt tta act caa age tta ctt tgc aac 343 

Ser Ser Phe Phe Leu Thr Gin Ser Leu Leu Cys Asn 
90 95 100 

agg cac tgt tct agg cac tgg gga tac aat gga aaa caa aat aga get 3 91 

Arg His Cys Ser Arg His Trp Gly Tyr Asn Gly Lys Gin Asn Arg Ala 

105 110 115 

tct att ttg gcg gga gat ega ctt avt aac tgt gaa cac gtg tea ctg 439 
Ser He Leu Ala Gly Asp Arg Leu Xaa Asn Cys Glu His Val Ser Leu 

120 125 130 

gaa aaa gca gta tgt taataagtaa ctgggct 471 
Glu Lys Ala Val Cys 
135 

<210> 4092 
<211> 454 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 18 . .419 



iii 



<400> 4092 

actattggge ctggcce atg gcg gaa atg aga get tgg cgc cca ttg gte 50 

Met Ala Glu Met Arg Ala Trp Arg Pro Leu Val 



2573 



15 10 
cga cct tec ctg caa tgc gtc aaa ctg ggg cga gcc act gca agg tgg 98 
Arg Pro Ser Leu Gin Cys Val Lys Leu Gly Arg Ala Thr Ala Arg Trp 

15 20 25 

tgg tgg gtg gtc aag gtg aag ccc cac gac aag gat gen aaa atg aaa 14 6 

Trp Trp Val Val Lys Val Lys Pro His Asp Lys Asp Ala Lys Met Lys 

30 35 40 

tac cag gag tgc aac aag ate gtg aag cag aag nee ttt gag egg gcc 194 
Tyr Gin Glu Cys Asn Lys He Val Lys Gin Lys Xaa Phe Glu Arg Ala 

45 50 55 

ate gcg ggc gac gag eac aag egc tec gtg gtg gae teg ctg gac ate 242 
He Ala Gly Asp Glu His Lys Arg Ser Val Val Asp Ser Leu Asp He 
60 65 70 75 

gag age atg acc ate gag ggt gag tac age gga ece aag ett gag gac 2 90 

Glu Ser Met Thr He Glu Gly Glu Tyr Ser Gly Pro Lys Leu Glu Asp 

80 85 90 

gac aaa gtg aca aks ace ttc atg aag ggg etc atg cag tgg tac aag 338 
Asp Lys Val Thr Xaa Thr Phe Met Lys Gly Leu Met Gin Trp Tyr Lys 

95 100 105 

gac cag aag aaa ctg cac cag aaa atg egc eta cea ggt tct ggc ccc 386 
Asp Gin Lys Lys Leu His Gin Lys Met Arg Leu Pro Gly Ser Gly Pro 

110 115 120 

ctg gtg gaa gtc ggg cag gca ccc tee egg ggc tgaeaetggg gagcaaeatg 43 9 
Leu Val Glu Val Gly Gin Ala Pro Ser Arg Gly 

125 130 
aagteaaatt ttcat 454 

<210> 4093 

<211> 433 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 100 . .411 



<400> 4093 

gaggtaattt ecaggtectg gaacaeagaa gggattggec tecctgaaac cteceagete 60 
aatgaceaga tetecaggea eaggaaeggg gggeagggg atg gtg aat gac ggg 114 

Met Val Asn Asp Gly 
1 5 



gta 


ttg 


ect 


aag 


get 


ggt 


gea 


ctg 


aac 


tee 


aae 


gat 


gee 


ttt 


gtt 


ctg 


162 


Val 


Leu 


Pro 


Lys 


Ala 


Gly 


Ala 


Leu 


Asn 


Ser 


Asn 


Asp 


Ala 


Phe 


Val 


Leu 












10 










15 










20 






aaa 


ace 


ece 


tea 


gee 


gee 


tac 


ctg 


tgg 


gtg 


ggt 


aca 


gga 


gee 


age 


gag 


210 


Lys 


Thr 


Pro 


Ser 


Ala 


Ala 


Tyr 


Leu 


Trp 


Val 


Gly 


Thr 


Gly 


Ala 


Ser 


Glu 










25 










30 










35 








gca 


gag 


aag 


aeg 


ggg 


gee 


cag 


gag 


ctg 


etc 


agg 


gtg 


ctg 


egg 


gee 


eaa 


258 


Ala 


Glu 


Lys 


Thr 


Gly 


Ala 


Gin 


Glu 


Leu 


Leu 


Arg 


Val 


Leu 


Arg 


Ala 


Gin 








40 










45 










50 








ect 


gtg 


eag 


gtg 


gea 


gaa 


ggc 


age 


gag 


cea 


gat 


ggc 


ttc 


tgg 


gag 


gee 


306 


Pro 


Val 


Gin 


Val 


Ala 


Glu 


Gly Ser Glu 


Pro 


Asp 


Gly 


Phe 


Trp 


Glu 


Ala 






55 










60 










65 











2574 



^ 0 



ctg ggc ggg aag get gcc tac cgc aca tec eea egg etg aag gac aag 354 
Leu Gly Gly Lys Ala Ala Tyr Arg Thr Ser Pro Arg Leu Lys Asp Lys 
70 75 80 85 

aag atg gat gee ate cte cte gee tet ttg eet get eea aca aga ttg 402 
Lys Met Asp Ala lie Leu Leu Ala Ser Leu Pro Ala Pro Thr Arg Leu 

90 95 100 

gac gtt ttg tgatcgaaga rgttectggt ga 433 
Asp Val Leu 

<210> 4094 
<211> 386 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 36 . . 338 

<400> 4094 

agtctectea gactgtatca ageaaatcta tagac atg tct gtg gaa aag atg 53 

Met Ser Val Glu Lys Met 
1 5 

aca aaa gta gaa gag agt ttt caa aag gcc atg gga ctt aag aag aeg 101 
Thr Lys Val Glu Glu Ser Phe Gin Lys Ala Met Gly Leu Lys Lys Thr 
10 15 20 

^ gtt gam agg trg mga aat tea cat act cac tgt ctg tgg caa atg gca 149 
^ Val Xaa Arg Xaa Arg Asn Ser His Thr His Cys Leu Trp Gin Met Ala 

Q 25 30 35 

^ ttg ggc cag aga aga aac ccg tat gcc acc eta agg atg eag gac ace 197 
1,-; Leu Gly Gin Arg Arg Asn Pro Tyr Ala Thr Leu Arg Met Gin Asp Thr 

40 45 50 

J atg gta eag aaa ttg gca ctg gcc aaa aag caa eta eta atg gtc egt 245 
M Met Val Gin Lys Leu Ala Leu Ala Lys Lys Gin Leu Leu Met Val Arg 
y 55 60 65 70 

caa get gcc ctg cac cag ctg ttt gaa aag gag eat eag eag tac eag 2 93 

Gin Ala Ala Leu His Gin Leu Phe Glu Lys Glu His Gin Gin Tyr Gin 

75 80 85 

cak dra eta aat cag atg ggc aaa get ttt tat gta gag aga tte 338 
Xaa Xaa Leu Asn Gin Met Gly Lys Ala Phe Tyr Val Glu Arg Phe 

90 95 100 

tgatggcatc caaaacactg etcttccatt ctcaacatgc etgetaag 386 

<210> 4095 

<211> 345 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 13 . .333 



<400> 4095 



2575 





caggacatag gc atg ggc aag gac ttc atg tct aaa aca cca aaa gca atg 51 
Met Gly Lys Asp Phe Met Ser Lys Thr Pro Lys Ala Met 
15 10 
gca aca aaa gcc aaa att gac aaa tgg gat eta att aaa eta aag age 99 
Ala Thr Lys Ala Lys He Asp Lys Trp Asp Leu He Lys Leu Lys Ser 

15 20 25 

tgc tgc aca gca aaa gaa act ace ate aga gtg aac agg caa cet aca 147 
Cys Cys Thr Ala Lys Glu Thr Thr He Arg Val Asn Arg Gin Pro Thr 
30 35 40 45 

aaa tgg gag aaa att ttc gca acc tac tta tct gac aaa ggg eta ata 195 
Lys Trp Glu Lys He Phe Ala Thr Tyr Leu Ser Asp Lys Gly Leu He 

50 55 60 

tec aga ate tac aat gaa etc aaa caa att tac aag aaa aaa aac aac 243 
Ser Arg He Tyr Asn Glu Leu Lys Gin He Tyr Lys Lys Lys Asn Asn 

65 70 75 

ccc ate aaa aag tgg geg aag gac atg aac aga eac ttc tea aaa gaa 291 
Pro He Lys Lys Trp Ala Lys Asp Met Asn Arg His Phe Ser Lys Glu 

80 85 90 

gac att tat gca gcc aaa aaa eac atg aaa aaa tgc tea tea 333 
Asp He Tyr Ala Ala Lys Lys His Met Lys Lys Cys Ser Ser 

95 100 105 

tgaecggcca tc 343 

W <210> 4096 

<211> 374 

<212> DNA 
^fl <213> Homo sapiens 

O <220> 

pi <221> CDS 

L"! <222> 40. .345 

rM 

IsJ <400> 4096 

ibJ caacacctct atgcaaataa actagaaaat ctagaagaa atg gat aaa ttc ctg 54 

Met Asp Lys Phe Leu 
1 5 

gag acg tac acc etc cca aga eta aac cag gaa gaa gtt gaa tct ctg 102 
Glu Thr Tyr Thr Leu Pro Arg Leu Asn Gin Glu Glu Val Glu Ser Leu 

10 15 20 

eat aga cca ata aca agt tct gah hht gag gca gta att aat age eta 150 
His Arg Pro He Thr Ser Ser Xaa Xaa Glu Ala Val He Asn Ser Leu 

25 30 35 

gca acc aaa aaa agt cca gga cca gac gaa ttc tac cag agg tac aaa 198 
Ala Thr Lys Lys Ser Pro Gly Pro Asp Glu Phe Tyr Gin Arg Tyr Lys 

40 45 50 

gag gaa ttg gta cca ttc ctt ctg aaa eta ttg caa aca ata caa aaa 246 
Glu Glu Leu Val Pro Phe Leu Leu Lys Leu Leu Gin Thr He Gin Lys 

55 60 65 

gag gga etc ctt cct aac tea ttt tgt gag gee age gtc ate ctg atg 294 
Glu Gly Leu Leu Pro Asn Ser Phe Cys Glu Ala Ser Val He Leu Met 
70 75 80 85 

cca aga cct ggc aga gac aca aca aaa wag ama att cca ggc caa tat 342 
Pro Arg Pro Gly Arg Asp Thr Thr Lys Xaa Xaa He Pro Gly Gin Tyr 



2576 





90 95 100 

ccc tgatgvacat cgatgccaaa atcctcaat 374 
Pro 

<210> 4097 

<211> 458 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 100. .429 



<400> 4097 

gcaaccagca ctgaccaatt ggaggcatta agggacattc tgcgtgacat cacacccaat 60 
gtgctttctt ttgcacttga ttttgacgaa gccacaaaa atg att gcg aat gat 114 

Met lie Ala Asn Asp 
1 5 

gtc cat aca etc agg aga tot aaa acc act gtt gga cgc cct ttg att 162 
Val His Thr Leu Arg Arg Ser Lys Thr Thr Val Gly Arg Pro Leu lie 
J^/ 10 15 20 

get tgg ega tat gta cct ata aat gtt gtt gag aca ctg aga aca cgt 210 
Ui Ala Trp Arg Tyr Val Pro lie Asn Val Val Glu Thr Leu Arg Thr Arg 
^ 25 30 35 

^ ggg gee ccc acc egg ata gtg aga aaa gta gee egg aac ctg ggc aag 258 
^ Gly Ala Pro Thr Arg He Val Arg Lys Val Ala Arg Asn Leu Gly Lys 
40 45 50 

gee act tea ggt gtc ctt gtt gtg ctg gat gta gtc aac ctt gtg caa 306 
J! Ala Thr Ser Gly Val Leu Val Val Leu Asp Val Val Asn Leu Val Gin 

55 60 65 

-"^ gae tea ctg gac ttg cac aag ggg gca aaa tec gag tet get gag teg 3 54 

^ Asp Ser Leu Asp Leu His Lys Gly Ala Lys Ser Glu Ser Ala Glu Ser 
O 70 75 80 85 

O agg cag tgg get cag gag ctg gag gag aat etc aat gag etc acc 402 

Leu Arg Gin Trp Ala Gin Glu Leu Glu Glu Asn Leu Asn Glu Leu Thr 

90 95 100 

eat ate cat cag agt eta aaa gca ggc taggcccaat tgttgeggga 449 
His He His Gin Ser Leu Lys Ala Gly 
105 110 
agtcaggga 458 

<210> 4098 
<211> 431 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 96. .410 



<400> 4098 

caaaategtg gtttatttct gtaacgtgaa gaettctget cttttttctt tgtttgtttt 60 



2577 




tttcgtaaac atctgggtgt atatcaaacg gcaag atg tec agt aat gtc ccg 113 

Met Ser Ser Asn Val Pro 
1 5 

gcg gat atg ata aat ttg cgc etc att ttg gta age gga aaa aca aaa 161 
Ala Asp Met lie Asn Leu Arg Leu lie Leu Val Ser Gly Lys Thr Lys 

10 15 20 

gag ttc ctg ttt tct cct aac gat tct get tct gae att gca aag cat 209 
Glu Phe Leu Phe Ser Pro Asn Asp Ser Ala Ser Asp lie Ala Lys His 

25 30 35 

gta tat gae aat tgg cca atg gae tgg gaa gaa gag cag gtc age agt . 257 

Val Tyr Asp Asn Trp Pro Met Asp Trp Glu Glu Glu Gin Val Ser Ser 

40 45 50 

eca aat att eta ega ett att tat caa gga cga ttt eta cat gga aat 305 
Pro Asn lie Leu Arg Leu lie Tyr Gin Gly Arg Phe Leu His Gly Asn 
55 60 65 70 

gtc aca tta gga gca tta aaa ctt cct ttt gge aaa aca aca gtg atg 353 
Val Thr Leu Gly Ala Leu Lys Leu Pro Phe Gly Lys Thr Thr Val Met 

75 80 85 

cat ttg gtg gee aga gag aca tta eca gag cca aac tct caa agg tea 401 
His Leu Val Ala Arg Glu Thr Leu Pro Glu Pro Asn Ser Gin Arg Ser 

90 95 100 

gag gwa teg tgagaagact ggagagagta a 431 
Glu Xaa Ser 
105 

<210> 4099 

<211> 455 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 19. .435 



<400> 4099 

gctattgcag ateactae atg cag gtg ctt gtt tgt cag cat gaa tgt gtg 51 

Met Gin Val Leu Val Cys Gin His Glu Cys Val 
15 10 
agg gaa ctt gee acc cgc cct ggc cgc etc tct ccc ate gag aat ttt 99 
Arg Glu Leu Ala Thr Arg Pro Gly Arg Leu Ser Pro He Glu Asn Phe 

15 20 25 

ctt cct ctg cae tat gat tac eta sag ttt gee tac tat ega gtt ggt 147 
Leu Pro Leu His Tyr Asp Tyr Leu Xaa Phe Ala Tyr Tyr Arg Val Gly 

30 35 40 

gag tat gtg aaa gee ctg gag tgt gee aaa gee tat ctt eta tge cat 195 
Glu Tyr Val Lys Ala Leu Glu Cys Ala Lys Ala Tyr Leu Leu Cys His 

45 50 55 

cca gat gat gag gat gtc eta gae aat gtg gat tac tat gag agt ctg 243 
Pro Asp Asp Glu Asp Val Leu Asp Asn Val Asp Tyr Tyr Glu Ser Leu 
60 65 70 75 

ctg gat gat age att gae ccg gca tec att gag gee aga gag gat tta 291 
Leu Asp Asp Ser He Asp Pro Ala Ser He Glu Ala Arg Glu Asp Leu 
80 85 90 



2578 




aca atg ttt gtg aaa cgt cat aag ctg gag tct gag ctg ata aaa tea 339 
Thr Met Phe Val Lys Arg His Lys Leu Glu Ser Glu Leu He Lys Ser 

^5 100 105 

get gca gaa ggt ctg ggg ttt tea tac act gaa eeg aat tat tgg ate 387 
Ala Ala Glu Gly Leu Gly Phe Ser Tyr Thr Glu Pro Asn Tyr Trp He 

110 115 120 

aga tat gga gga cga eag gat gag aat egg gtc ect tea gga gtg aas 435 
Arg Tyr Gly Gly Arg Gin Asp Glu Asn Arg Val Pro Ser Gly Val Xaa 

125 130 135 

tagagggagc agaagttcat 



455 

<210> 4100 
<211> 450 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
^ <222> 36 . .401 

-n 

'fi <400> 4100 

geggegeegg cttgetgeea ctgcagagcc cegcc atg gaa gae aeg eeg ttg 53 
^ Met Glu Asp Thr Pro Leu 

1 5 

gtg ata teg aag eag aag aeg gag gtg gtg tgc ggg gtc cec ace eag lOl 
Val He Ser Lys Gin Lys Thr Glu Val Val Cys Gly Val Pro Thr Gin 

10 15 20 

gtg gtg tgt aeg gee tte age agt cae ate ctg gtg gtg gtg aee eag 149 
^ Val Val Cys Thr Ala Phe Ser Ser His He Leu Val Val Val Thr Gin 
L;: 25 30 35 

^2 999 aag atg gge ace ctg gtc tee ctg gag ecc age age gtg gee 197 

J Phe Gly Lys Met Gly Thr Leu Val Ser Leu Glu Pro Ser Ser Val Ala 
U 40 45 5Q 

p agt gae gtc age aag ect gtg etc ace aca aaa gtc ctt ctg ggg eag 245 
Ser Asp Val Ser Lys Pro Val Leu Thr Thr Lys Val Leu Leu Gly Gin 
55 60 65 70 

gat gag ect etc ate eat gtc ttt gea aag aac ctg gta gcg ttt gtg 293 
Asp Glu Pro Leu He His Val Phe Ala Lys Asn Leu Val Ala Phe Val 

75 80 85 

tet caa gaa get gga aac aga gea gtc etc etc gee gtg gee gtg aag 341 
Ser Gin Glu Ala Gly Asn Arg Ala Val Leu Leu Ala Val Ala Val Lys 

90 95 100 

gae aaa age atg gag ggg ctg ahn gcg ctg agg gag gtg ate egg gtg 339 
Asp Lys Ser Met Glu Gly Leu Xaa Ala Leu Arg Glu Val He Arg Val 

105 110 115 

tgc eag gtg tgg tgactggagg cagcegecce gegctgetea gcaggacacQ 441 
Cys Gin Val Trp 

120 
tgaacaeca 



<210> 4101 
<211> 282 
<212> PRT 



450 



2579 




<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -20. . -1 
<223> score 5 

seq LQRFAVLSRGVHS/SV 



<400> 4101 

Met Phe Ser Lys Leu Ala His Leu Gin Arg Phe Ala Val Leu Ser Arg 
-20 -15 -10 -5 

Gly Val His Ser Ser Val Ala Ser Ala Thr Ser Val Ala Thr Lys Lys 

15 10 
Thr Val Gin Gly Pro Pro Thr Ser Asp Asp lie Phe Glu Arg Glu Tyr 

15 20 25 

Lys Tyr Gly Ala His Asn Tyr Xaa Pro Leu Pro Val Ala Leu Glu Arg 

30 35 40 

Gly Lys Gly He Tyr Leu Trp Asp Val Glu Gly Arg Lys Tyr Phe Asp 
'% 45 50 55 60 

^ Phe Leu Ser Ser Tyr Ser Ala Val Asn Gin Gly His Cys His 
T! 65 70 

yj <210> 4102 
^ <211> 213 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 3.5 
4= seq WQLVLNVWGKVEA/DI 



<400> 4102 

Met Gly Leu Ser Asp Gly Glu Trp Gin Leu Val Leu Asn Val Trp Gly 
-20 -15 -10 -5 

Lys Val Glu Ala Asp He Pro Gly His Gly Gin Glu Val Leu He Arg 

15 10 
Leu Phe Lys Gly His Pro Glu Thr Leu Glu Lys Phe Asp Lys Phe Lys 

15 20 25 

His Leu Lys Ser Glu Asp Glu Met Lys Ala Ser Glu Asp Leu Lys Lys 

30 35 40 

His Gly Ala Thr Val Leu Thr 
45 50 

<210> 4103 
<211> 339 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 



2580 



<222> -20 . . -1 
<223> score 3.5 

seq WQLVLNVWGKVEA/DI 



Mi 



<400> 4103 

Met Gly Leu Ser Asp Gly Glu Trp Gin Leu Val Leu Asn Val Trp Gly 
-20 -15 -10 -5 

Lys Val Glu Ala Asp He Pro Gly His Gly Gin Glu Val Leu He Arg 

15 10 
Leu Phe Lys Gly His Pro Glu Thr Leu Glu Lys Phe Asp Lys Phe Lys 

15 20 25 

His Leu Lys Ser Glu Asp Glu Met Lys Ala Ser Glu Asp Leu Lys Lys 

30 35 40 

His Gly Ala Thr Val Leu Thr Ala Leu Gly Gly He Leu Lys Lys Lys 
45 50 55 60 

Gly His His Glu Ala Glu He Lys Pro Leu Ala Gin Ser His Ala Thr 

65 70 75 

Lys His Lys He Pro Val Lys Xaa Xaa Gly Val His Leu Gly Met His 
80 85 90 

His 

<210> 4104 
<211> 324 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -34 . . -1 
<223> score 3.8 

seq TLFVFISXGSALG/FK 



<400> 4104 

Met Ala Ser Glu Phe Lys Lys Lys Leu Phe Trp Arg Ala Val Val Ala 

-30 -25 -20 

Glu Phe Leu Ala Thr Thr Leu Phe Val Phe He Ser Xaa Gly Ser Ala 

-15 -10 -5 

Leu Gly Phe Lys Tyr Pro Val Gly Xaa Asn Gin Thr Ala Val Gin Asp 

15 10 
Asn Val Lys Val Ser Leu Ala Phe Gly Leu Ser He Ala Thr Leu Ala 
15 20 25 30 

Gin Ser Val Gly His He Ser Gly Ala His Leu Asn Pro Ala Val Thr 

35 40 45 

Leu Gly Leu Leu Leu Ser Cys Gin He Ser He Phe Arg Xaa Ser Cys 

50 55 60 

Thr Ser Ser Pro Ser Ala Trp Gly Pro Ser Ser Pro 
65 70 

<210> 4105 
<211> 348 
<212> PRT 

<213> Homo sapiens 



m 
mi 



2581 



<220> 

<221> SIGNAL 
<222> -44 . . -1 
<223> score 5.5 

seq ILFFTGWWIMIDA/AV 



<400> 4105 

Met Ala Gly Phe Leu Asp Asn Phe Arg Trp Pro Glu Cys Glu Cys lie 

-40 -35 -30 

Asp Trp Ser Glu Arg Arg Asn Ala Val Ala Ser Val Val Ala Gly He 

-25 -20 -15 

Leu Phe Phe Thr Gly Trp Trp He Met He Asp Ala Ala Val Val Tyr 

-10 -5 1 

Pro Lys Pro Glu Gin Leu Asn His Ala Phe His Thr Cys Gly Val Phe 
5 10 15 20 

Ser Thr Leu Ala Phe Phe Met He Asn Ala Val Ser Asn Ala Gin Val 

25 30 35 

Arg Gly Asp Ser Tyr Glu Ser Gly Cys Leu Gly Arg Thr Gly Ala Arg 

40 45 50 

Val Xaa Leu Phe He Gly Phe Met Leu Met Phe Gly Ser Leu He Ala 
f: 55 60 65 

W Ser Met Trp He 
^ 70 

.fl <210> 4106 

^ <211> 300 

<212> PRT 

<213> Homo sapiens 



m 



M 
iU 



<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 6.2 

seq WXFLVAIIKGVQC/XX 



<400> 4106 

Met Glu Phe Gly 

Val Gin Cys Xaa 
1 

Xaa Gly Gly Ser 
15 

Ser Asp Xaa Tyr 
30 

Glu Trp Val Ser 

Asp Ser Xaa Xaa 
65 

Ser Leu Tyr Leu 
80 



Leu Xaa Trp Xaa 
-15 

Xaa Xaa Leu Val 
5 

Leu Arg Leu Ser 
20 

Met Xaa Trp He 
35 

Tyr He Ser Ser 
50 

Gly Arg Xaa Xaa 



Phe Leu Val Ala 
-10 

Glu Ser Gly Gly 

Cys Ala Ala Ser 
25 

Arg Gin Ala Pro 
40 

Gly Gly Xaa Tyr 
55 

He Ser Arg Asp 
70 



He He Lys Gly 
-5 

Xaa Leu Val Lys 
10 

Gly Phe Thr Phe 

Gly Lys Gly Leu 
45 

Thr Asn Tyr Ala 
60 

Asn Ala Lys Asn 
75 



2582 



<210> 4107 
<211> 378 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 11.7 

seq VFCLLAVAPGAHS/QV 



m 



<400> 4107 






















Met 


Asp 


Trp 


Thr 


Trp 


Arg 


Val 


Phe 


Cys 


Leu 


Leu Ala Val Ala 


Pro 


Gly 










-15 










-10 




-5 


Ala 


His 


Ser 


Gin 


Val 


Gin 


Leu 


Val 


Gin 


Ser 


Gly Ala Glu Val 


Lys 


Lys 








1 








5 






10 




Pro Gly 


Ala 


Ser 


Val 


Lys 


Val 


Ser 


Cys 


Lys 


Ala Ser Gly Tyr 


Thr 


Phe 




15 










20 








25 






Thr 


Ser 


Xaa 


Tyr 


Met 


His 


Trp 


Val 


Arg 


Gin 


Ala Pro Gly Gin Gly Xaa 


30 










35 










40 




45 


Glu 


Trp 


Met 


Gly 


He 
50 


He 


Asn 


Pro 


Ser 


Xaa 
55 


Gly Ser Thr Xaa 


Tyr 
60 


Ala 


Gin 


Lys 


Phe 


Gin 
65 


Gly 


Arg 


Val 


Thr 


Met 
70 


Thr 


Arg Asp Thr Ser 
75 


Thr 


Ser 


Thr 


Val 


Tyr 
80 


Met 


Xaa 


Leu 


Ser 


Ser 
85 


Leu 


Xaa 


Ser Xaa Asp Thr 
90 


Ala 


Val 


Tyr 


Xaa 
95 


Cys 


Ala 


Arg 


Xaa 


Ala 
100 


Tyr 


Ser 


Ser 


Tyr Arg Phe Asp 
105 







<210> 4108 
<211> 381 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 11 

seq TLLLLTVPSWVLS/QV 



<400> 4108 




























Met 


Asp 


He 


Leu 


Cys 


Ser 


Thr 


Leu 


Leu 


Leu 


Leu 


Thr 


Val 


Pro 


Ser 


Trp 










-15 










-10 










-5 


Val 


Leu 


Ser 


Gin 


Val 


Thr 


Leu 


Arg 


Glu 


Ser 


Gly 


Pro 


Ala 


Leu 


Val 


Lys 








1 








5 










10 






Pro 


Thr 


Gin 


Thr 


Leu 


Thr 


Leu 


Thr 


Cys 


Thr 


Phe 


Ser 


Gly 


Phe 


Ser 


Leu 




15 










20 










25 








Xaa 


Thr 


Ser 


Gly 


Met 


Xaa 


Val 


Ser 


Trp 


He 


Arg 


Gin 


Xaa 


Pro Gly Lys 


30 










35 










40 










45 


Xaa 


Leu 


Glu 


Trp 


Leu 


Ala 


Xaa 


He 


Asp 


Trp 


Xaa 


Asp 


Asp 


Lys 


Xaa 


Tyr 










50 










55 










60 


Ser 


Thr 


Ser 


Leu 


Lys 


Asn 


Arg 


Leu 


Thr 


He 


Ser 


Lys 


Asp 


Thr 


Ser 


Lys 



2583 



65 

Asn Gin Val Val Leu Thr Leu Ser 

80 85 
Thr Tyr Tyr Cys Ala Arg Ser Arg 
95 100 

<210> 4109 
<211> 264 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 11 

seq TLLLLTVPSWVLS/QV 



70 75 
Lys Met Asp Pro Val Asp Thr Ala 
90 

Leu Val Pro His Asp His Trp 
105 





<400> 4109 
























Met 


Asp 


He 


Leu 


Cys 


Ser 


Thr 


Leu 


Leu 


Leu Leu 


Thr 


Val Pro 


Ser Trp 












-15 










-10 






-5 




Val 


Leu 


Ser 


Gin 


Val 


Thr 


Leu 


Xaa 


Glu 


Ser Gly 


Pro 


Ala Leu 


Val Lys 










1 








5 








10 




Pro 


Thr 


Glu 


Thr 


Leu 


Thr 


Leu 


Thr 


Cys 


Thr Leu 


Ser 


Gly Phe 


Ser Leu 






15 










20 








25 






Asn 
30 


Val 


Ser 


Gly 


Met 


Arg 
35 


Met 


He 


Trp 


Val Arg 
40 


Gin 


Phe Pro 


Gly Gin 
45 




Ala 


Leu 


Glu 


Trp 


Leu 


Ala 


Arg 


He 


Asp 


Trp Asp 


Asp 


Glu Lys 


Tyr Phe 


M 










50 










55 






60 


Thr 


Ser 


Ser 


Leu 


Arg 


Thr 


Arg 


Leu 












PJ 








65 





















=1=" <210> 4110 

p <211> 330 

O <212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 

<222> -19. . -1 

<223> score 10.6 

seq ILFLVAAXTGAXS/QV 



<400> 4110 

Met Asp Trp Thr 

Ala Xaa Ser Gin 
1 

Pro Gly Ala Ser 
15 

Xaa Arg Tyr Xaa 
30 

Glu Trp Met Gly 



Trp Ser He Leu 
-15 

Val Xaa Leu Xaa 
5 

Val Lys Val Ser 
20 

He Asn Trp Val 
35 

Trp He Ser Pro 



Phe Leu Val Ala 
-10 

Gin Ser Gly Xaa 

Cys Lys Ala Ser 
25 

Arg Gin Ala Pro 
40 

Tyr Asn Gly Asn 



Ala Xaa Thr Gly 
-5 

Glu Val Lys Xaa 
10 

Gly Tyr Xaa Phe 

Gly Gin Gly Leu 
45 

Thr Asn Tyr Ala 



2584 



so 

Gin Gin Phe Gin Asp Arg Val Thr 
65 

Thr Ala Phe Leu Glu Leu Arg Ser 
80 85 

<210> 4111 
<211> 360 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 10.7 

seq ILFLVAAATGXHS/QV 



55 60 
Leu Thr Thr Asp Thr Ser Thr Ser 
70 75 
Leu Lys Ser Asp Asp Thr 
90 



<400> 4111 

Met Asp Trp Thr Trp Ser He Leu Phe Leu Val Ala Ala Ala Thr Gly 
-15 -10 -5 

^1 Xaa His Ser Gin Val Gin Leu Val Gin Ser Gly Xaa Glu Val Lys Lys 

1 5 10 

y Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
^ 15 20 25 

,J Thr Ser Tyr Gly He Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu 
,J 30 35 40 45 

^ Glu Trp Met Gly Trp He Ser Xaa Tyr Asn Gly Asn Thr Asn Tyr Ala 

50 55 60 

p Gin Xaa Xaa Gin Gly Arg Val Thr Met Thr Xaa Asp Thr Ser Thr Asn 
1^ 65 70 75 

Thr Ala Tyr Met Xaa Leu Arg Xaa Leu Arg Ser Asp Asp Thr Ala Val 
+= 80 85 90 

p Tyr Tyr Cys Ala Xaa Arg Gly Leu 
p 95 100 

<210> 4112 
<211> 396 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 10.8 

seq ILFLVAAATGAHS/QV 



<400> 4112 

Met Asp Trp Thr Trp Ser He Leu Phe Leu Val Ala Ala Ala Thr Gly 

-15 -10 -5 

Ala His Ser Gin Val Gin Leu Val Gin Ser Gly Xaa Glu Val Lys Lys 

15 10 
Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 



2585 



15 

Thr Xaa Tyr Xaa 
30 

Glu Trp Met Gly 

Gin Xaa Leu Gin 
65 

Thr Ala Tyr Met 
80 

Tyr Tyr Cys Ala 
95 

Gly Pro Gly Asn 
110 



20 

He Xaa Trp Val 
35 

Trp lie Ser Ala 
50 

Gly Arg Val Thr 

Glu Leu Arg Ser 
85 

Arg Glu He Xaa 
100 



25 

Arg Gin Ala Pro 
40 

Tyr Asn Gly Asn 
55 

Met Thr Xaa Asp 
70 

Leu Arg Ser Asp 

Val Xaa Xaa Cys 
105 



Gly Gin Gly Leu 
45 

Thr Asn Tyr Ala 
60 

Thr Ser Thr Xaa 
75 

Asp Thr Ala Xaa 
90 

Asp Gly Gin Leu 



<210> 4113 
<211> 315 
<212> PRT 

<213> Homo sapiens 

1^ <220> 

<221> SIGNAL 

<222> -19. . -1 

H= <223> score 9.5 

yj seq ILXLVAAXTGAHS/QG 

i 



ay ■ 



<400> 4113 


















Met 


Asp 


Trp 


Thr 


Trp Xaa lie Leu 


Xaa 


Leu 


Val Ala 


Ala Xaa 


Thr Gly 










-15 




-10 






-5 




Ala 


His 


Ser 


Gin 


Gly Gin Xaa Val 


Gin 


Ser 


Gly Ala 


Glu Val 


Lys 


Lys 








1 


5 








10 


Pro 


Gly Ala 


Ser 


Val Lys Val Ser 


Cys 


Lys 


Xaa Ser 


Gly Tyr 


Thr 


Phe 




15 






20 






25 






Thr 


Tyr 


Phe 


Gly Val Ser Xaa Phe 


Arg 


Gin 


Ala Pro 


Gly Gin 


Gly 


Leu 


30 








35 






40 




45 


Glu 


Trp 


Met 


Ala 


Trp He Ser Gly His 


Asn 


Gly Asp Thr Asn 


Tyr 


Ala 










50 




55 






60 




Thr 


Glu 


Asp 


Pro 


Gly Gin Ser His 


Pro Asp His Xaa 


His He 


His 


Xaa 








65 




70 






75 






His 


Ser 


Leu 
80 


His 


Gly Ala Xaa Glu 
85 


Pro 













<210> 4114 
<211> 324 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.2 

seq ILFLVAAATGAHS/QL 



2586 



^ 0 



<400> 4114 






















Met 


ASD 


TrD 


Thr 


Trp 


O C i. 




Leu 


Phe 


Leu Val Ala 


Ala Ala 


Thr 


Gly 










-15 










-10 




-5 


Ala 


His 


Ser 


Gin 
1 


Leu 


m Ti 

o j.n 


Leu 


Val 
5 


Gin 


Ser Gly Ala Glu Val 


Lys 


Lys 


Pro 


Gly 


Ala 


Ser 


Met 


Lys 


Val 


Ser 


Cys 


Gin Ala Ser 


Asp Tyr 


Thr 


Phe 




15 










20 






25 






Leu 


Asn 


Phe 


Gly 


He 


Thr 


Trp 


Val 


Arg Gin Ala Pro 


Gly Gin Gly Leu 


30 










35 








40 






45 


Glu 


Trp 


Met 


Gly Trp 


He 


Ser 


Phe 


His 


Ser Gly Asn 


Thr Asn 


Tyr 


Ala 


Glu 








50 










55 




60 




Asn 


Phe 


Gin 


Gly 


Arg 


Gly Ala 


He 


Ser Ala Asp 


Thr Ser 


Thr 


Xaa 








65 










70 


75 






Thr 


Ala 


Tyr 


He 


Glu 


Val 


Arg 


Ser 


Leu 


Arg Ser Asp 









80 85 





<210> 


4115 




<211> 


363 




<212> 


PRT 




<213> 


Homo sapiens 




<220> 






<221> 


SIGNAL 


hi 


<222> 


-19. . -1 




<223> 


score 10.8 






seq ILFLVAAATGAHS/QV 



E 3 


<400> 4115 




















S3 K 

ly 


Met 


Asp 


Trp 


Thr 


Trp Ser He 


Leu 


Phe 


Leu 


Val Ala Ala 


Ala 


Thr 


Gly 












-15 






-10 






-5 




Ala 


His 


Ser 


Gin 


Val Gin Leu 


Val 


Gin 


Ser 


Gly Xaa Glu 


Val 


Lys 


Lys 


.■=?=: 








1 




5 






10 






Pro 


Gly 


Ala 


Ser 


Val Lys Val 


Ser 


Cys 


Lys 


Xaa Ser Gly 


Tyr 


Thr 


Phe 






15 






20 








25 








Thr 


Ser 


Tyr 


Xaa 


He Ser Trp 


Val 


Arg 


Gin 


Ala Pro Gly 


Gin 


Gly 


Leu 




30 








35 








40 




45 




Glu 


Trp 


Met 


Gly Trp He Ser 


Xaa 


Tyr 


Xaa 


Gly Xaa Thr 


Asp 


Tyr 


Ala 




Gin 








50 






55 






60 






Lys 


Phe 


Gin 


Gly Arg Xaa 


Thr 


Xaa 


Thr 


Thr Asp Thr 


Ser 


Thr 


Asn 




He 






65 






70 




75 








Ala 


Tyr 


Met 


Xaa Leu Arg 


Asn 


Leu 


Arg 


Ser Asp Asp 


Thr 


Ala 


Phe 








80 






85 






90 










Tyr 


Tyr 


Cys 


Val 


Arg Gly His 


Leu 


Gly 













95 100 



<210> 4116 

<211> 420 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -19. . -1 



2587 



<223> score 10.8 

seq ILFLVAAATGAHS/QV 



ru 



<400> 4116 

Met Asp Trp Thr Trp Arg He Leu Phe Leu Val Ala Ala Ala Thr Gly 

-15 -10 -5 

Ala His Ser Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys 

15 10 
Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Xaa Phe 

15 20 25 

Thr Xaa Xaa Ala Xaa His Trp Val Arg Gin Ala Pro Gly Gin Arg Leu 
30 35 40 45 

Glu Trp Met Gly Trp He Asn Ala Ala Xaa Gly Xaa Thr Xaa Tyr Ser 

50 55 60 

Gin Xaa Phe Gin Xaa Arg Val Thr Xaa Thr Arg Asp Thr Ser Ala Ser 

65 70 75 

Thr Val Ser Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val 

80 85 90 

Tyr Phe Cys Ala Arg Asp Trp Glu He Ala Val Val Pro Thr Ala He 

95 100 105 

Asn Ser Tyr Gly Phe Asp Pro Gly Ala Arg Glu Pro 
110 115 120 



"-M <210> 4117 



<211> 345 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 13.3 

seq LALLLAVLQGVCA/EV 



<400> 4117 



Met 


Gly 


Ser 


Thr 


Ala 


He 


Leu 


Ala 


Leu 


Leu 


Leu Ala 


Val Leu 


Gin 


Gly 










-15 










-10 






-5 


Val 


Cys 


Ala 


Glu 


Val 


Gin 


Leu 


Val 


Gin 


Ser Gly Ala 


Glu Val 


Lys 


Lys 








1 








5 








10 


Pro 


Gly 


Glu 


Ser 


Leu 


Lys 


He 


Ser 


Cys 


Lys 


Gly Val 


Gly Tyr Asn 


Phe 




15 










20 








25 








Ala 


Gly 


Trp 


Trp 


He 


Gly 


Trp 


Val 


Arg 


Gin 


Met Pro 


Gly Glu 


Gly Leu 


30 










35 










40 






45 


Glu 


Leu 


Met 


Gly 


Leu 


Val 


Tyr 


Pro 


Leu 


Asp 


Ser Asn 


Thr Ala 


Tyr 


Ser 










50 










55 






60 




Pro 


Ser 


Phe 


Lys 


Asp 


His 


Val 


Thr 


He 


Ser 


Ala Asp 


Arg Ser 


Leu 


Ser 








65 










70 






75 






Thr 


Ala 


Tyr 


Leu 


Gin 


Trp 


He 


Ser 


Leu 


Lys 


Pro Arg 


Thr Pro 


Pro 


Tyr 



80 85 90 

He Thr Val 



95 



2588 



<210> 4118 
<211> 243 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 13.3 

seq LALLLAVLQGVCA/EV 



<400> 4118 

Met Gly Ser Xaa Ala lie Leu Ala Leu Leu Leu Ala Val Leu Gin Gly 

-15 -10 -5 

Val Cys Ala Glu Val His Leu Val Gin Ser Gly Ala Glu Leu Lys Lys 

15 10 
Pro Gly Glu Ser Leu Thr lie Ser Cys Lys Gly Ser Gly Tyr Glu Phe 

15 20 25 

Gly Thr His Trp He Gly Trp Val Arg Gin Met Pro Gly Lys Gly Leu 
30 35 40 45 

Glu Trp Met Gly He He Tyr Pro Asp Asp Ser Asp Thr Arg Tyr Asn 
^° 55 60 

W Pro 



<210> 4119 

<211> 285 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 12.7 

seq LALLLAVLQGVCG/EE 



<400> 4119 

Met Gly Ser Thr Ala He Leu Ala Leu Leu Leu Ala Val Leu Gin Gly 

-15 -10 -5 

Val Cys Gly Glu Glu Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys 

15 10 
Pro Gly Glu Ser Leu Arg He Ser Cys Thr Gly Ser Gly Tyr Ser Phe 

15 20 25 

Thr Ser His Trp He Gly Trp Val Arg Gin Met Pro Gly Thr Gly Leu 
30 35 40 45 

Glu Trp Thr Ala He He Tyr Pro Asp Asp Ser Asp Thr Lys Xaa Ser 

50 55 60 

Pro Ser Phe Gin Gly Gin Val Thr He Ser Ala Asp Lys Ser Thr 
65 70 75 



<210> 4120 
<211> 288 
<212> PRT 



2589 



«^ 0 



<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 13.3 

seq LALLLAVLQGVCA/EV 



?3S 



<400> 4120 




























Met 


Gly Ser 


Xaa 


Ala 


He 


Leu 


Ala 


Leu 


Leu 


Leu 


Ala 


Val 


Leu 


Gin 


Gly 








-15 










-10 










-5 


Val 


Cys Ala 


Glu 


Val 


Gin 


Leu 


Val 


Gin 


Ser 


Gly Ala 


Glu 


Val 


Lys 


Lys 






1 








5 










10 




Pro 


Gly Glu 


Ser 


Leu 


Lys 


He 


Ser 


Cys 


Lys 


Ala 


Ser 


Gly Leu 


Ser 


Leu 




15 








20 










25 










He 


Asp Trp 


Val 


Gly 


Trp 


Val 


Arg 


Gin 


Lys 


Pro 


Gly 


Lys 


Gly 


Leu 


Glu 


30 








35 










40 






45 


Trp 


Met Gly 


He 


He 


Tyr 


He 


Gly Asp 


Ser 


Asp 


Thr 


Arg 


Tyr 


Ser 


Pro 








50 










55 








60 




Ser 


Phe Xaa 


Arg 


Pro 


Gly His 


His 


Leu 


Ser 


Arg 


Gin 


Val 


His 


Gin 


His 






65 










70 










75 







<210> 4121 

^ <211> 240 

iiO <212> PRT 

^ <213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 13.3 

seq LALLLXVLQGVCA/EV 



<400> 4121 

Met Gly Ser Ala Ala He Leu Ala Leu Leu Leu Xaa Val Leu Gin Gly 

-15 -10 -5 

Val Cys Ala Glu Val Gin Leu Val Gin Ser Gly Pro Glu Val Lys Lys 

15 10 
Pro Gly Glu Ser Leu Lys He Ser Cys Glu Val Ser Gly Tyr Thr Phe 

15 20 25 

Asn Phe Tyr Trp Leu Ala Trp Val Arg Gin Arg Pro Gly Lys Gly Leu 
30 35 40 45 

Glu Trp Met Gly Ala He Arg Pro Gly Tyr Phe Gly Ser Ala Tyr Ser 
50 55 60 

<210> 4122 

<211> 381 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 



2590 



^ 0 



<222> -19. . -1 
<223> score 9.7 

seq ILFLVAAATSAHS/QV 



<400> 4122 

Met Asp Trp Thr Trp Arg He Leu Phe Leu Val Ala Ala Ala Thr Ser 

-15 -10 -5 

Ala His Ser Gin Val Gin Leu Val Gin Ser Gly Thr Glu Val Arg Gly 

15 10 
Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

15 20 25 

Val Ser Tyr Asp He Asn Trp Val Arg Gin Ala Ala Gly Gin Gly Leu 
30 35 40 45 

Glu Trp Met Gly Trp Met Asn Pro Phe Ser Gly Asp Ser Gly Phe Ala 

50 55 60 

Gin Asn Phe Gin Gly Arg Val Thr Leu Thr Arg Asn Ser Ser He Gly 

65 70 75 

Thr Ala Tyr Met Glu Leu Thr Ser Leu Arg Ser Asp Asp Thr Ala Val 

80 85 90 

Tyr Tyr Cys Ala Arg Gly Arg Gly Tyr Thr His Tyr Tyr Phe Phe 
95 100 105 





<210> 


4123 




<211> 


309 




<212> 


PRT 




<213> 


Homo sapiens 




<220> 




=kJ 


<221> 
<222> 


SIGNAL 
-19. . -1 




<223> 


score 10.6 






seq TLLLLTXPSWVLS/QX 



<400> 4123 

Met Asp Thr Leu Cys Xaa Thr Leu Leu Leu Leu Thr Xaa Pro Ser Trp 

-15 -10 -5 

Val Leu Ser Gin Xaa Thr Leu Lys Glu Xaa Gly Pro Xaa Leu Val Xaa 

15 10 
Pro Thr Gin Thr Leu Thr Leu Thr Cys Thr Phe Ser Gly Phe Ser Leu 

15 20 25 

Arg Thr Ser Gly Glu Gly Val Gly Trp He Arg Gin Pro Pro Gly Lys 
30 35 40 45 

Ala Leu Glu Trp Leu Ala Leu He Tyr Trp Asp Asp Asp Lys Arg Tyr 

50 55 60 

Arg Pro Ser Leu Lys Thr Arg Leu Thr He Thr Lys Asp Thr Ser Lys 

65 70 75 

Asn Gin Val Val Leu Thr Met 
80 

<210> 4124 
<211> 258 
<212> PRT 



2591 



^ 0 



<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 10.7 

seq TLLLLTTPSWVLS/QV 



"Hit 



<400> 4124 

Met Asp Thr Leu Cys Tyr Thr Leu Leu Leu Leu Thr Thr Pro Ser Trp 

-15 -10 -5 

Val Leu Ser Gin Val Thr Leu Lys Glu Ser Gly Pro Val Leu Val Lys 

15 10 
Pro Thr Glu Thr Leu Thr Leu Thr Cys Thr Val Ser Gly Phe Ser Leu 

15 20 25 

Asn Asn Ala Gly Met Gly Val Ser Trp Val Arg Gin Pro Pro Gly Lys 
30 35 40 45 

Ala Leu Glu Trp Leu Ala His Glu Tyr Pro His Asp Gin Arg Ser Tyr 

50 55 60 

Asn Thr Ser Leu Ser Gly 
65 

U <210> 4125 
^ <211> 297 
<212> PRT 

<213> Homo sapiens 

^» < 2 2 0 > 

^ <221> SIGNAL 

^ <222> -19 . . -1 

<223> score 10.8 

==F seq ILFLVAAATGAHS/QV 



<400> 4125 

Met Asp Trp Thr Trp Arg He Leu Phe Leu Val Ala Ala Ala Thr Gly 

-15 -10 -5 

Ala His Ser Gin Val Xaa Leu Xaa Gin Ser Gly Ala Glu Val Lys Xaa 

15 10 
Pro Gly Ala Ser Val Lys Val Ser Cys Lys Xaa Ser Gly Tyr Xaa Phe 

15 20 25 

Xaa Xaa Tyr Tyr He His Trp Xaa Arg Gin Ala Pro Gly Gin Gly Leu 
30 35 40 45 

Glu Trp Met Gly Arg Xaa Asn Pro Lys Asp Gly Ala Pro Asn Tyr Ala 

50 55 60 

Pro Asn Phe Glu Gly Arg Val Thr Met Thr Arg Asp Thr Ser He Thr 
65 70 75 

Thr Ala Tyr 
80 

<210> 4126 
<211> 357 
<212> PRT 



2592 



<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 10.8 

seq ILFLXAAATGAHS/QV 



<400> 4126 

Met Asp Trp Thr Trp Arg He Leu Phe Leu Xaa Ala Ala Ala Thr Gly 

-15 -10 -5 

Ala His Ser Gin Val Arg Leu Val Gin Ser Gly Ala Glu Val Lys Lys 

1 5 10 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Xaa Ser Gly Tyr Xaa Xaa 

1^ 20 25 

Thr Gly Xaa Xaa Xaa His Trp Leu Arg Gin Ala Pro Gly Gin Gly Leu 
30 35 40 45 

p Glu Trp Met Gly Xaa He Asn Pro Arg Thr Gly Gly Thr Lys Ser Ala 
m 55 60 

1^ Gin Lys Xaa Arg Asp Phe Leu Thr Met Thr Arg Asp Ala Pro Xaa Asn 
'l1 ^5 70 75 

: ^ Thr Ala Xaa Met Glu Leu Thr Gly Leu Arg Xaa Xaa Glu Thr Ala Thr 
^ 80 85 90 

Tyr Phe Cys Ala Arg Xaa Gin 
95 100 



5 



<210> 4127 
<211> 297 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.6 

seq FLFWAAATGVQS/QX 



<400> 4127 

Met Asp Trp Thr 

Val Gin Ser Gin 
1 

Pro Gly Ser Ser 
15 

Ser Asn Tyr Ala 
30 

Asp Glu Ser Thr 

Glu Asp Thr Ala 
65 

Trp Leu Val 
80 



Trp Arg Phe Leu 
-15 

Xaa Gin Leu Xaa 
5 

Val Lys Val Ser 
20 

Val Ser Trp Phe 
35 

Thr Thr Val Tyr 
50 

Val Tyr Tyr Cys 



Phe Val Val Ala 
-10 

Gin Ser Gly Ala 

Cys Glu Ala Ser 
25 

Gin Gly Arg Val 
40 

Met Gin Leu Ser 
55 

Ala Arg Glu Ala 
70 



Ala Ala Thr Gly 
-5 

Glu Val Lys Lys 
10 

Gly Tyr Thr Phe 

Thr He Thr Ala 
45 

Ser Leu Thr Ser 
60 

Arg Glu Trp Gin 
75 



2593 



<210> 4128 

<211> 306 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.6 

seq FLFWAAATGVQS/QX 



<400> 4128 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 

-15 -10 -5 

Val Gin Ser Gin Xaa Gin Leu Xaa Gin Ser Gly Ala Glu Val Lys Lys 

15 10 
Pro Gly Ser Ser Val Lys Val Ser Cys Glu Ala Ser Gly Tyr Thr Phe 

15 20 25 

Ser Asn Tyr Ala Val Ser Trp Phe Gin Gly Arg Val Thr He Thr Ala 
30 35 40 45 

Asp Glu Ser Thr Thr Thr Val Tyr Met Gin Leu Ser Ser Leu Thr Ser 
^ 50 55 60 

^ Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Asp Ser Ala Ser Val Val 
kQ 65 70 75 

^ Met Ala Asn Gly Leu Gly 

<210> 4129 

<211> 429 

<212> PRT 

=?= <213> Homo sapiens 

=acr 

□ <220> 

<221> SIGNAL 
<222> -19 . . -1 
<223> score 9.9 

seq FLFWAAATGVQS/QV 



<400> 4129 

Met Asp Trp Thr 

Val Gin Ser Gin 
1 

Pro Gly Ser Ser 
15 

Xaa Ser Tyr Gly 
30 

Glu Trp Met Gly 

Gin Lys Phe Gin 
65 



Trp Arg Phe Leu 
-15 

Val Gin Leu Val 
5 

Val Xaa Val Xaa 
20 

He Ser Trp Val 
35 

Gly He Xaa Pro 
50 

Gly Arg Val Thr 



Phe Val Val Ala 
-10 

Gin Ser Gly Ala 

Cys Lys Ala Ser 
25 

Arg Gin Ala Pro 
40 

Xaa Xaa Gly Thr 
55 

He Thr Ala Asp 
70 



Ala Ala Thr Gly 
-5 

Glu Val Lys Lys 
10 

Gly Gly Xaa Xaa 

Gly Gin Gly Leu 
45 

Xaa Asn Xaa Ala 
60 

Glu Ser Thr Asn 
75 



2594 



^ 0 



Thr Val Tyr Met Glu Leu Asn Ser Leu Xaa Ser Xaa Xaa Thr Ala Val 

80 85 90 

Tyr Xaa Xaa Ala Ser Arg Val Val Ala Gly Gly Leu Val Phe Tyr Ala 

95 100 105 

Xaa Asp Xaa Trp Gly Gin Gly Pro Arg Ser Pro Ser Pro Gin Leu 
110 115 120 

<210> 4130 

<211> 363 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.9 

seq FLFWAAATGVQS/QV 





<400> 4130 






















Met 


Asp 


Trp 


Thr 


Trp Arg 


Phe 


Leu 


Phe 


Val 


Val Ala 


Ala Ala Thr 


Gly 












-15 








-10 




-5 






Val 


Gin 


Ser 


Gin 


Val Gin 


Leu 


Val 


Gin 


Ser 


Gly Ala Glu Val Lys 


Lys 


iy 








1 






5 








10 




Pro 


Gly 


Ser 


Ser 


Val Lys 


Val 


Ser 


Cys 


Lys 


Ala Ser 


Gly Gly Thr 


Phe 






15 








20 








25 








Xaa 


Xaa 


Tyr 


Xaa 


Xaa Ser 


Trp 


Val 


Arg 


Gin 


Ala Pro 


Gly Gin Gly Leu 




30 








35 










40 




45 


s s 


Glu 


Trp 


Met 


Gly 


Gly He 


He 


Pro 


He 


Phe Gly Xaa 


Thr Asn Tyr 


Ala 










50 








55 




60 






Gin 


Lys 


Phe 


Gin 


Gly Arg Val 


Thr 


Met 


Thr 


Ala Asp 


Glu Ser Thr 


Thr 










65 








70 






75 




sis 


Thr 


Val 


Tyr 


Met 


Glu Leu 


Ser 


Arg 


Leu 


Thr 


Ser Glu 


Asp Thr Ala 


Val 








80 








85 








90 




O 


Tyr 


Tyr 
95 


Cys 


Ala 


Arg Asp 


He 
100 


Asn 


Arg 











<210> 4131 

<211> 348 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 

<222> -19. . -1 

<223> score 9.6 

seq FLFWAAATGVQS/QX 



<400> 4131 

Met Asp Trp Thr 

Val Gin Ser Gin 
1 



Trp Arg Phe Leu 
-15 

Xaa Gin Leu Xaa 
5 



Phe Val Val Ala 
-10 

Gin Ser Gly Ala 



Ala Ala Thr Gly 
-5 

Glu Val Lys Lys 
10 



2595 





Pro Gly Ser Ser Val Lys Val Ser Cys Glu Ala Ser Gly Tyr Thr Phe 

15 20 25 

Ser Asn Tyr Ala Val Ser Trp Phe Gin Gly Arg Val Thr lie Thr Ala 
30 35 40 45 

Asp Glu Ser Thr Asn Thr Val Tyr Met Glu Leu Asn Ser Leu Xaa Ser 

50 55 60 

Xaa Xaa Thr Ala Val Tyr Xaa Xaa Ala Ser Arg Val Val Ala Gly Gly 

65 70 75 

Leu Val Phe Tyr Ala Xaa Asp Xaa Trp Gly Gin Gly Pro Arg Ser Pro 

80 85 90 

Ser Pro Gin Leu 
95 

<210> 4132 
<211> 345 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
yt <223> score 9.6 
M seq FLFWAAATGVQS/QX 

y 



<400> 4132 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 
J" -15 -10 -5 

Val Gin Ser Gin Xaa Gin Leu Xaa Gin Ser Gly Ala Glu Val Lys Lys 
^15 10 
HI Pro Gly Ser Ser Val Lys Val Ser Cys Glu Ala Ser Gly Tyr Thr Phe 
fy 15 20 25 

4^ Ser Asn Tyr Ala Val Ser Trp Phe Gin Gly Arg Val Thr lie Thr Ala 
Q 30 35 40 45 

p Asp Xaa Ser Thr Xaa Thr Xaa Tyr Met Glu Leu Ser Ser Leu Arg Ser 
^ 50 55 60 

Glu Asp Thr Ala Xaa Tyr Tyr Cys Ala Arg Gly Gin Ala Pro Gly Arg 

65 70 75 

Val Val Val Pro Leu Phe Leu Trp Gly Gin Gly Thr Trp Ser Pro Ser 

80 85 90 

Pro Gin Pro 
95 

<210> 4133 

<211> 387 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -19. .-1 
<223> score 9.9 

seq FLFWAAATGVQS/QV 



2596 



yi 



ru 



<400> 4133 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 

-15 -10 -5 

Val Gin Ser Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys 

15 10 
Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe 

15 20 25 

Ser Asn Tyr Ala Xaa Xaa Trp Val Arg Gin Ala Pro Gly Gin Gly Leu 
30 35 40 45 

Glu Trp Met Gly Xaa He Thr Pro He Xaa Gly Thr Ala Xaa Tyr Xaa 

50 55 60 

Gin Lys Phe Gin Gly Arg He Thr He Thr Ala Asp Glu Ser Thr Ser 

65 70 75 

Thr Ala Tyr Met Glu Leu Thr Gly Leu Lys Ser Asp Asp Thr Ala Val 

80 85 90 

Tyr Tyr Cys Ala Arg Asp Ser Ala Ser Val Val Met Ala Asn Gly Leu 
95 100 105 

Gly 
110 



<210> 4134 
<211> 378 
W <212> PRT 

<213> Homo sapiens 

■J\ <220> 

<221> SIGNAL 
<222> -19. . -1 
^ <223> score 9.9 

seq FLFWAAATGVQS/QV 



<400> 4134 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 

-15 -10 -5 

Val Gin Ser Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys 

15 10 
Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe 

15 20 25 

Asn Xaa Tyr Ala He Ser Trp Val Arg Gin Ala Pro Xaa Gin Gly Leu 
30 35 40 45 

Glu Trp Met Gly Gly Xaa Thr Pro He Phe Gly Thr Xaa Xaa Tyr Ala 

50 55 60 

Gin Xaa Phe Gin Gly Arg Xaa Xaa He Thr Ala Asp Glu Ser Thr Ser 

65 70 75 

Arg Val Tyr Met Glu Leu Ser Ser Pro Arg Ser Glu Asp Thr Ala Val 

80 85 90 

Tyr Tyr Cys Val Ser Ser Ser Thr Glu Cys Gly Arg Asp Cys 
95 100 105 



<210> 4135 
<211> 282 
<212> PRT 



2597 



<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.6 

seq FLFWAAATGVQS/QX 



<400> 4135 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 

-15 -10 -5 

Val Gin Ser Gin Xaa Gin Leu Xaa Gin Ser Gly Ala Glu Val Lys Lys 

15 10 
Pro Gly Ser Ser Val Lys Val Ser Cys Glu Ala Ser Gly Tyr Thr Phe 

15 20 25 

Ser Asn Tyr Ala Val Ser Trp Phe Gin Gly Arg Val Thr He Thr Ala 
30 35 40 45 

Q ^-^^ Ser Arg Leu Thr Ser 

50 55 60 

?^ Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Asp He Asn Arg 
65 70 75 

y <210> 4136 

^ <211> 297 

afi <212> PRT 

^f| <213> Homo sapiens 

<220> 
^ <221> SIGNAL 

<222> -19. . -1 

<223> score 9.6 
^ seq FLFWAAATGVQS/QX 



<400> 4136 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 

-15 -10 -5 

Val Gin Ser Gin Xaa Gin Leu Xaa Gin Ser Gly Ala Glu Val Lys Lys 

15 10 
Pro Gly Ser Ser Val Lys Val Ser Cys Glu Ala Ser Gly Tyr Thr Phe 

15 20 25 

Ser Asn Tyr Ala Val Ser Trp Phe Gin Gly Arg Val Thr He Thr Ala 
30 35 40 45 

Asp Glu Ser Thr Ser Arg Val Tyr Met Glu Leu Ser Ser Pro Arg Ser 

50 55 60 

Glu Asp Thr Ala Val Tyr Tyr Cys Val Ser Ser Ser Thr Glu Cys Gly 
65 70 75 

Arg Asp Cys 
80 

<210> 4137 
<211> 312 
<212> PRT 



2598 



^ 0 



<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 8.3 

seq FLFWAAATXVQS/QX 



<400> 4137 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Xaa 

-15 -10 -5 

Val Gin Ser Gin Xaa Gin Leu Val Gin Ser Gly Xaa Glu Val Lys Xaa 

15 10 
Pro Gly Ser Ser Val Lys Val Ser Cys Lys Xaa Ser Gly Gly Xaa Xaa 

15 20 25 

Ser Xaa Asn Xaa lie Xaa Trp Val Arg Gin Ala Pro Gly Gin Gly Leu 
30 35 40 45 

Glu Trp Met Gly Arg lie lie Pro Met Val Glu Lys Ala Asp Thr Ala 

50 55 60 

Gin Lys Phe Gin Gly Arg Leu Thr lie Ser Thr Xaa Leu Ser Thr Ser 

65 70 75 

Xaa Xaa Phe Met Glu Leu Ser Ser 
yJ 80 85 



%5 i 



<210> 4138 
<211> 378 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.4 

seq FLFWAAATGVQS/QX 



<400> 4138 

Met Asp Trp Thr 

Val Gin Ser Gin 
1 

Pro Gly Ser Ser 
15 

Xaa Xaa Xaa Gly 
30 

Glu Trp Met Gly 

Gin Lys Phe Gin 
65 

Thr Ala Tyr Met 
80 

Tyr Tyr Cys Ala 
95 



Trp Arg Phe Leu 
-15 

Xaa Xaa Leu Val 
5 

Val Lys Xaa Ser 
20 

lie Ser Trp Val 
35 

Asp lie lie Pro 
50 

Gly Arg Val Thr 

Glu Val He Ser 
85 

Arg Glu Ala Arg 
100 



Phe Val Val Ala 
-10 

Gin Ser Gly Ala 

Cys Lys Ala Ser 
25 

Arg Gin Ala Pro 
40 

He Tyr Asp Leu 
55 

He Thr Ala His 
70 

Leu Thr Ser Glu 

Glu Trp Gin Trp 
105 



Ala Ala Thr Gly 
-5 

Glu Val Lys Lys 
10 

Gly Gly Xaa Xaa 

Gly Gin Gly Leu 
45 

Val Asn Tyr Ala 
60 

Lys Ser Thr Thr 
75 

Asp Thr Ala Val 
90 

Leu Val 



2599 




ni 



<210> 4139 
<211> 387 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.4 

seq FLFWAAATGVQS/QX 



<400> 4139 


















Met Asp 


Trp 


Thr Trp 


Arg 


Phe 


Leu 


Phe 


Val Val 


Ala 


Ala Ala Thr Gly 






-15 










-10 




-5 


Val Gin 


Ser 


Gin Xaa 


Xaa 


Leu 


Val 


Gin 


Ser Gly Ala 


Glu Val Lys Lys 






1 






5 








10 


Pro Gly 


Ser 


Ser Val 


Lys 


Xaa 


Ser 


Cys 


Lys Ala 


Ser 


Gly Gly Xaa Xaa 


15 








20 








25 




Xaa Xaa 


Xaa 


Gly He 


Ser 


Trp 


Val 


Arg 


Gin Ala 


Pro 


Gly Gin Gly Leu 


30 






35 








40 




45 


Glu Trp 


Met 


Gly Asp 


He 


He 


Pro 


He 


Tyr Asp 


Leu 


Val Asn Tyr Ala 






50 










55 




60 


Gin Lys 


Phe 


Gin Gly Arg 


Val 


Thr 


He 


Thr Ala 


His 


Lys Ser Thr Thr 






65 








70 






75 


Thr Ala 


Tyr 


Met Glu 


Val 


He 


Ser 


Leu 


Thr Ser 


Glu 


Asp Thr Ala Val 




80 








85 








90 


Tyr Tyr 


Cys 


Ala Arg 


Asp 


Ser 


Ala 


Ser 


Val Val 


Met 


Ala Asn Gly Leu 


95 








100 








105 


Gly 




















110 




















<210> 4140 


















<211> 363 


















<212> PRT 


















<213> Homo sapiens 
















<220> 




















<221> SIGNAL 
















<222> -19. . - 


1 
















<223> score 


9.4 

















seq FLFWAAATGVQS/QX 



<400> 4140 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 

-15 -10 -5 

Val Gin Ser Gin Xaa Xaa Leu Val Gin Ser Gly Ala Glu Val Lys Lys 

15 10 
Pro Gly Ser Ser Val Lys Xaa Ser Cys Lys Ala Ser Gly Gly Xaa Xaa 

15 20 25 

Xaa Xaa Xaa Gly He Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu 
30 35 40 45 



2600 



Glu Trp Met Gly Asp He He Pro He Tyr Asp Leu Val Asn Tyr Ala 

50 55 60 

Gin Lys Phe Gin Gly Arg Val Thr He Thr Ala His Lys Ser Thr Thr 

65 70 75 

Thr Ala Tyr Met Glu Val He Ser Leu Thr Ser Glu Asp Thr Ala Val 

80 85 90 

Tyr Tyr Cys Ala Arg Asp He Asn Arg 
95 100 

<210> 4141 

<211> 426 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -19. . -1 

<223> score 9.4 

_ seq FLFWAAATGVQS/QX 

1*1 

Ul <400> 4141 





Met 


Asp 


Trp 


Thr Trp Arg 


Phe 


Leu 


Phe 


Val 


Val Ala 


Ala Ala 


Thr 


Gly 


H ! 5 








-15 








-10 






-5 




Val 


Gin 


Ser 


Gin Xaa Xaa 


Leu 


Val 


Gin 


Ser 


Gly Ala 


Glu Val 


Lys 


Lys 










1 




5 








10 




. 


Pro 


Gly 


Ser 


Ser Val Lys 


Xaa 


Ser 


Cys 


Lys 


Ala Ser 


Gly Gly 


Xaa 


Xaa 






15 






20 








25 








Xaa 


Xaa 


Xaa 


Gly He Ser 


Trp 


Val 


Arg 


Gin 


Ala Pro 


Gly Gin 


Gly 


Leu 




30 






35 










40 




45 


f\ \ 
=3 : 


Glu 


Trp 


Met 


Gly Asp He 


He 


Pro 


He 


Tyr 


Asp Leu 


Val Asn 


Tyr 


Ala 


III 








50 








55 






60 






Gin 


Lys 


Phe 


Gin Gly Arg 


Val 


Thr 


He 


Thr 


Ala His 


Lys Ser 


Thr 


Thr 




Thr 






65 






70 






75 








Ala 


Tyr 


Met Glu Val 


He 


Ser 


Leu 


Thr 


Ser Glu 


Asp Thr 


Ala 


Val 








80 






85 








90 








Tyr 


Tyr 


Cys 


Ala Arg Gly 


Gin 


Ala 


Pro 


Gly Arg Val 


Val Val 


Pro 


Leu 






95 






100 








105 










Phe 


Leu 


Trp 


Gly Gin Gly 


Thr 


Trp 


Ser 


Pro 


Ser Pro 


Gin Pro 








110 






115 










120 









<210> 4142 

<211> 309 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.9 

seq FLFWAAATGVQS/QV 



<400> 4142 



2601 



Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 

-15 -10 -5 

Val Gin Ser Gin Val Gin Leu Val Gin Ser Gly Xaa Glu Val Lys Lys 

15 10 
Pro Gly Ser Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Xaa Xaa 

15 20 25 

Xaa Xaa Xaa Ala Val Xaa Trp Val Arg Gin Ala Pro Gly Gin Gly Leu 
30 35 40 45 

Glu Trp Val Gly Arg Leu He Xaa Val Leu Asn Val Ala His Tyr Ala 

50 55 60 

Gin Lys Xaa Gin Asp Arg Val Thr He Thr Ala Asp Lys Ser Thr Xaa 

65 70 75 

Thr Ala Tyr Met Glu Leu Arg 
80 

<210> 4143 

<211> 174 

<212> PRT 

<213> Homo sapiens 

<220> 
^ <221> SIGNAL 
1^ <222> -19. . -1 
y <223> score 10.2 

seq FLFWAAAXGVQS/QV 



<400> 4143 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Xaa Gly 

-15 -10 -5 

Val Gin Ser Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys 

15 10 
Pro Gly Ser Ser Val Lys Xaa Ser Cys Glu Ala Thr Gly Val Asp Val 

15 20 25 

Lys Lys Tyr Gly Phe Ser Trp Val Arg Gin 
30 35 

<210> 4144 
<211> 363 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.3 

seq FLFWAAATGVQX/QX 



<400> 4144 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 

-15 -10 -5 

Val Gin Xaa Gin Xaa Xaa Leu Val Gin Ser Xaa Ala Glu Xaa Lys Lys 
15 10 



2602 



Pro Xaa Ser Ser 
15 

Arg Arg Phe Thr 
30 

Glu Trp Met Gly 

Gin Lys Phe Gin 
65 

Thr Val Tyr Met 
80 

Tyr Tyr Cys Ala 
95 



Val Ser Val Ser 
20 

Met Ser Trp Val 
35 

Arg Val lie Pro 
50 

Gly Arg Val Thr 

Gin Leu Ser Ser 
85 

Arg Asp lie Asn 
100 



Cys Lys Thr Ser 
25 

Arg Gin Ala Pro 
40 

He Leu Gly Ser 
55 

lie Thr Ala Asp 
70 

Leu Thr Ser Glu 
Arg 



Gly Asp Thr Phe 

Gly Gin Gly Leu 
45 

Pro Thr Tyr Ala 
60 

Glu Ser Thr Thr 
75 

Asp Thr Ala Val 
90 



<210> 4145 
<211> 426 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.3 

seq FLFWAAATGVQX/QX 



%0 


<400> 4145 


















Met 


Asp 


Trp 


Thr Trp Arg Phe 


Leu 


Phe 


Val 


Val 


Ala 


Ala Ala Thr Gly 










-15 






-10 






-5 




Val 


Gin 


Xaa 


Gin Xaa Xaa Leu 


Val 


Gin 


Ser 


Xaa 


Ala 


Glu Xaa Lys Lys 










1 


5 










10 




Pro 


Xaa 


Ser 


Ser Val Ser Val 


Ser 


Cys 


Lys 


Thr 


Ser 


Gly Asp Thr Phe 






15 




20 










25 






Arg 


Arg 


Phe 


Thr Met Ser Trp 


Val 


Arg 


Gin 


Ala 


Pro 


Gly Gin Gly Leu 




30 






35 








40 




45 




Glu 


Trp 


Met 


Gly Arg Val He 


Pro 


He 


Leu Gly Ser 


Pro Thr Tyr Ala 










50 






55 






60 




Gin 


Lys 


Phe 


Gin Gly Arg Val 
65 


Thr 


He 
70 


Thr 


Ala 


Asp 


Glu Ser Thr Thr 
75 




Thr 


Val 


Tyr 
80 


Met Gin Leu Ser 


Ser 
85 


Leu 


Thr 


Ser 


Glu 


Asp Thr Ala Val 
90 




Tyr 


Tyr 


Cys 


Ala Arg Gly Gin 


Ala 


Pro Gly Arg Val 


Val Val Pro Leu 






95 




100 










105 






Phe 


Leu 


Trp Gly Gin Gly Thr 


Trp 


Ser 


Pro 


Ser 


Pro 


Gin Pro 




110 






115 








120 







<210> 4146 
<211> 282 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.6 



2603 



seq FLFWAAATGVQS/QX 



<400> 4146 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 

-15 -10 -5 

Val Gin Ser Gin Xaa Gin Leu Xaa Gin Ser Gly Ala Glu Val Lys Lys 

15 10 
Pro Gly Ser Ser Val Lys Val Ser Cys Glu Ala Ser Gly Tyr Thr Phe 

15 20 25 

Ser Asn Tyr Ala Val Ser Trp Phe Gin Gly Arg Val Thr He Thr Ala 
30 35 40 45 

His Lys Ser Thr Thr Thr Ala Tyr Met Glu Val He Ser Leu Thr Ser 

50 55 60 

Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Asp He Asn Arg 
65 70 75 

<210> 4147 
_^ <211> 297 
^ <212> PRT 

<213> Homo sapiens 

: : 3 

<220> 
yj <221> SIGNAL 
tfl <222> -19. . -1 
%0 <223> score 9.6 

seq FLFWAAATGVQS/QX 





<400> 4147 


























Met Asp 


Trp 


Thr 


Trp Arg 


Phe 


Leu 


Phe 


Val 


Val Ala 


Ala Ala 


Thr 


Gly 


m 








-15 










-10 






-5 




Val Gin 


Ser 


Gin 


Xaa 


Gin 


Leu 


Xaa 


Gin 


Ser 


Gly Ala Glu Val 


Lys 


Lys 


M 






1 








5 








10 






= 3 


Pro Gly 


Ser 


Ser 


Val 




Val 


Ser 


Cys 


Glu 


Ala Ser 


Gly Tyr Thr 


Phe 




15 










20 








25 










Ser Asn 


Tyr 


Ala 


Val 


Ser 


Trp 


Phe 


Gin Gly Arg Val 


Thr He 


Thr 


Ala 




30 








35 










40 






45 




His Lys 


Ser 


Thr 


Thr 
50 


Thr 


Ala 


Tyr 


Met 


Glu 
55 


Val He 


Ser Leu 


Thr 
60 


Ser 




Glu Asp 


Thr 


Ala 


Val 


Tyr 


Tyr 


Cys 


Ala 


Arg 


Glu Ala 


Arg Glu 


Trp 


Gin 








65 










70 






75 






Trp Leu 


Val 
80 

























<210> 4148 
<211> 240 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.9 



2604 



seq FLFWAAATGVQS/QV 



<400> 4148 

Met Asp Trp Thr 

Val Gin Ser Gin 
1 

Pro Gly Ser Ser 
15 

Xaa Xaa Tyr Xaa 
30 

Xaa Trp Met Gly 



Trp Arg Phe Leu 
-15 

Val Gin Leu Val 
5 

Val Lys Val Ser 
20 

Xaa Ser Trp Val 
35 

Arg lie Xaa Pro 
50 



Phe Val Val Ala 
-10 

Gin Ser Gly Ala 

Cys Lys Ala Ser 
25 

Arg Gin Ala Pro 
40 

Leu Asp Gly lie 
55 



Ala Ala Thr Gly 
-5 

Glu Val Lys Lys 
10 

Gly Xaa Thr Phe 

Gly Gin Gly Leu 
45 

Val Lys Tyr Ala 
60 



<210> 4149 

<211> 291 

<212> PRT 

.^•^ <213> Homo sapiens 

}S <220> 

^ <221> SIGNAL 

N= <222> -19. . -1 

yj <223> score 9.4 

-5 seq FLFWAAATGVQS/QX 





<400> 4149 






























Met 


Asp 


Trp 


Thr 


Trp 


Arg 


Phe 


Leu 


Phe 


Val 


Val 


Ala 


Ala 


Ala 


Thr 


Gly 










-15 










-10 










-5 


5 TG? 


Val 


Gin 


Ser 


Gin 


Xaa 


Gin 


Leu 


Xaa 


Gin 


Ser Gly Ala 


Glu 


Val 


Lys 


Lys 


I y 




Gly 




1 








5 










10 










Pro 


Ser 


Ser 


Val 


Lys 


Val 


Ser 


Cys 


Lys 


Ala 


Ser 


Gly Gly Xaa Xaa 






15 










20 










25 










Q 


Thr 


Xaa 


Met 


Leu 


Ser 


Xaa 


Gly Cys 


Asp Arg 


Pro 


Leu 


Asp 


Lys 


Asp 


Leu 




30 










35 










40 








45 




Ser 


Gly 


Trp 


Glu 


Ala 
50 


Thr 


Ser 


Leu 


Phe 


Leu 
55 


lie 


His 


Gin 


He 


Thr 
60 


His 




Arg 


Ser 


Ser 


Arg 
65 


Thr 


Glu 


Ser 


Arg 


Phe 
70 


Arg 


Trp 


Thr 


Asn 


Pro 
75 


Leu 


Thr 




Gin 

































<210> 4150 

<211> 378 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.3 

seq FLFWAAATGVQX/QX 



2605 





<400> 4150 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 

-15 -10 -5 

Val Gin Xaa Gin Xaa Xaa Leu Val Gin Ser Xaa Ala Glu Xaa Lys Lys 

15 10 
Pro Xaa Ser Ser Val Ser Val Ser Cys Lys Thr Ser Gly Asp Thr Phe 

15 20 25 

Arg Arg Phe Thr Met Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu 
30 35 40 45 

Glu Trp Met Gly Arg Val lie Pro lie Leu Gly Ser Pro Thr Tyr Ala 

50 55 60 

Gin Lys Phe Gin Gly Arg Val Thr He Thr Ala Asp Glu Ser Thr Thr 

65 70 75 

Thr Val Tyr Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

80 85 90 

Tyr Tyr Cys Ala Arg Glu Ala Arg Glu Trp Gin Trp Leu Val 
95 100 105 

<210> 4151 
^ <211> 387 
^ <212> PRT 
y'- <213> Homo sapiens 



ni 

ru 



<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.3 

seq FLFWAAATGVQX/QX 



<400> 4151 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 

-15 -10 -5 

Val Gin Xaa Gin Xaa Xaa Leu Val Gin Ser Xaa Ala Glu Xaa Lys Lys 

15 10 
Pro Xaa Ser Ser Val Ser Val Ser Cys Lys Thr Ser Gly Asp Thr Phe 

15 20 25 

Arg Arg Phe Thr Met Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu 
30 35 40 45 

Glu Trp Met Gly Arg Val He Pro He Leu Gly Ser Pro Thr Tyr Ala 

50 55 60 

Gin Lys Phe Gin Gly Arg Val Thr He Thr Ala Asp Glu Ser Thr Thr 

65 70 75 

Thr Val Tyr Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val 

80 85 90 

Tyr Tyr Cys Ala Arg Asp Ser Ala Ser Val Val Met Ala Asn Gly Leu 
95 100 105 

Gly 
110 

<210> 4152 
<211> 306 
<212> PRT 

<213> Homo sapiens 



2606 





<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.6 

seq FLFWAAATGVQS/QX 



<400> 4152 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 

-15 -10 -5 

Val Gin Ser Gin Xaa Gin Leu Xaa Gin Ser Gly Ala Glu Val Lys Lys 

15 10 
Pro Gly Ser Ser Val Lys Val Ser Cys Glu Ala Ser Gly Tyr Thr Phe 

15 20 25 

Ser Asn Tyr Ala Val Ser Trp Phe Gin Gly Arg Val Thr He Thr Ala 
30 35 40 45 

His Lys Ser Thr Thr Thr Ala Tyr Met Glu Val He Ser Leu Thr Ser 

50 55 60 

Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Asp Ser Ala Ser Val Val 

65 70 75 

Met Ala Asn Gly Leu Gly 
80 

<210> 4153 

<211> 402 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 



<222> -22 . . -1 
■M <223> score 15.3 



seq LLLLLTHLPLALG/SP 



<400> 4153 

Met Gly Pro Thr Ser Gly Pro Ser Leu Leu Leu Leu Leu Leu Thr His 

-20 -15 -10 

Leu Pro Leu Ala Leu Gly Ser Pro Met Tyr Ser He He Thr Pro Asn 

-5 15 10 

He Leu Arg Leu Glu Ser Glu Glu Thr Met Val Leu Glu Ala His Asp 

15 20 25 

Ala Gin Gly Asp Val Pro Val Thr Val Thr Val His Asp Phe Pro Gly 

30 35 40 

Lys Lys Leu Val Leu Ser Ser Glu Lys Thr Val Leu Thr Pro Ala Thr 

45 50 55 

Asn His Met Gly Asn Val Thr Phe Thr He Pro Ala Asn Arg Glu Phe 

60 65 70 

Lys Ser Glu Lys Gly Xaa Asn Lys Phe Val Thr Val Gin Ala Thr Phe 
75 80 85 90 

Gly Thr Gin Val Val Glu Lys Val Val Leu Val Ser Leu Gin Ser Gly 

95 100 105 

Xaa Leu Phe He Gin Thr 
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110 

<210> 4154 

<211> 165 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 5.4 

seq VYLTIFLLLSSLS/SY 



flj 



<400> 4154 

Met Gly Gly Tyr Tyr Cys Asn Val Cys Pro He Val Tyr Leu Thr He 

-20 -15 -10 

Phe Leu Leu Leu Ser Ser Leu Ser Ser Tyr Leu Ala Tyr Leu Ser He 

0 -5 15 

^ His Leu Arg Val Cys Leu Gin Pro Pro Pro Val Cys Pro Ser Val Gin 
"in 15 20 

Leu Pro Val Thr Leu Cys He 

25 30 

1 i I 

^ <210> 4155 

<211> 240 

<212> PRT 
^ <213> Homo sapiens 

m <220> 

<221> SIGNAL 
<222> -41. . -1 
<22 3> score 4 

seq GLPFLPLLSTTLC/PF 



<400> 4155 

Met Arg Val Gly Phe Pro Phe Gin Glu Glu Ser Ser Ala Asp Lys Leu 

-40 -35 -30 

Asp Cys Pro Leu Gin Lys Glu Ala His Arg Ala Leu Gly Leu Pro Phe 
-25 -20 -15 -10 

Leu Pro Leu Leu Ser Thr Thr Leu Cys Pro Phe Gly Ser Pro Gly Leu 

-5 15 
Trp Arg Pro Gin Leu Ser Cys Thr Arg Val Pro Cys Met Leu Trp Ala 

10 15 20 

Leu Ser Ala Asn Gin Arg Val Ala Ser Leu Gin Ser Gin Pro Phe Pro 

25 30 35 

<210> 4156 
<211> 1176 
<212> PRT 

<213> Homo sapiens 
<220> 
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<221> SIGNAL 
<222> -16. . -1 
<223> score 10.1 

seq LWTLSLLLGAVAG/KE 



<400> 4156 

Met Leu Pro Leu Trp Thr Leu Ser Leu Leu Leu Gly Ala Val Ala Gly 

-15 -10 -5 

Lys Glu Val Cys Tyr Glu Arg Leu Gly Cys Phe Ser Asp Asp Ser Pro 
15 10 15 

Trp Ser Gly He Thr Glu Arg Pro Leu His He Leu Pro Trp Ser Pro 

20 25 30 

Lys Asp Val Asn Thr Arg Phe Leu Leu Tyr Thr Asn Glu Asn Pro Asn 

35 40 45 

Asn Phe Gin Glu Val Ala Ala Asp Ser Ser Ser He Ser Gly Ser Asn 

50 55 60 

Phe Lys Thr Asn Arg Lys Thr Arg Phe He He Arg Phe He Asp Lys 
a 65 70 75 80 

'% Gly Glu Glu Asn Trp Leu Ala Asn Val Cys Lys Asn Leu Phe Lys Val 
% 85 90 95 

Glu Ser Val Asn Cys He Cys Val Asp Trp Lys Gly Gly Ser Arg Thr 
100 105 110 

m Gly Tyr Thr Gin Ala Ser Gin Asn He Arg He Val Gly Ala Glu Val 
^5 115 120 125 

^ Ala Tyr Phe Val Glu Phe Leu Gin Ser Ala Phe Gly Tyr Ser Pro Ser 
130 135 140 

Asn Val His Val He Gly His Ser Leu Gly Ala His Ala Ala Gly Glu 
h 150 155 160 

Ala Gly Arg Arg Thr Asn Gly Thr He Gly Arg He Thr Gly Leu Asp 
% 165 170 175 

Pro Ala Glu Pro Cys Phe Gin Gly Thr Pro Glu Leu Val Arg Leu Asp 
4= 180 185 190 

O Pro Ser Asp Ala Lys Phe Val Asp Val He His Thr Asp Gly Ala Pro 
Q 195 200 205 

He Val Pro Asn Leu Gly Phe Gly Met Ser Gin Val Val Gly His Leu 

210 215 220 

Asp Phe Phe Pro Asn Gly Gly Val Glu Met Pro Gly Cys Lys Lys Asn 
225 230 235 240 

He Leu Ser Gin He Val Asp He Asp Gly He Trp Glu Gly Thr Arg 

245 250 255 

Asp Phe Ala Ala Cys Asn His Leu Arg Ser Tyr Lys Tyr Tyr Thr Asp 

260 265 270 

Ser He Val Asn Pro Asp Gly Phe Ala Gly Phe Pro Cys Ala Ser Tyr 

275 280 285 

Asn Val Phe Thr Ala Asn Lys Cys Phe Pro Cys Pro Ser Gly Gly Cys 

290 295 300 

Xaa Gin Met Gly His Tyr Ala Asp Arg Tyr Pro Gly Lys Thr Asn Asp 
305 310 315 320 

Val Gly Gin Lys Phe Tyr Leu Asp Thr Gly Asp Ala Ser Asn Phe Ala 

325 330 335 

Arg Trp Arg Tyr Lys Val Ser Val Thr Leu Ser Gly Lys Lys Val Thr 

340 345 350 

Gly His He Leu Val Ser Leu Phe Gly Asn Lys Gly Asn Ser Lys Gin 
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^ 0 



355 360 365 

Tyr Glu He Phe Lys Gly Asn Xaa 
370 375 

<210> 4157 

<211> 534 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -18 . . -1 
<223> score 11.4 

seq WTLGLLLLATVRG/KE 





<400> 4157 




























Met 


Met 


Leu 


Pro 


Pro 


Trp 


Thr 


Leu Gly Leu Leu 


Leu 


Leu 


Ala 


Thr 


Val 










-15 










-10 








-5 








Arg Gly 


Lys 


Glu 


Val 


Cys 


Tyr Gly Gin 


Leu Gly Cys 


Phe 


Ser 


Asp 


Glu 








1 








5 








10 








HI 


Lys 


Pro 


Trp 


Ala 


Gly 


Thr 


Leu 


Gin 


Arg 


Pro Val 


Lys 


Leu 


Leu 


Pro 


Trp 


15 










20 








25 










30 


yj 


Ser 


Pro 


Glu 


Asp 


He 


Asp 


Thr 


Arg 


Phe 


Leu Leu 


Tyr 


Thr 


Asn 


Glu 


Asn 












35 










40 








45 






Pro 


Asn 


Asn 


Phe 


Gin 


Leu 


He 


Thr Gly Thr Glu 


Pro 


Asp 


Thr 


He 


Glu 










50 










55 








60 








Ala 


Ser 


Asn 


Phe 


Gin 


Leu 


Asp Arg 


Lys 


Thr Arg 


Phe 


He 


He 


His 


Gly 








65 










70 








75 






m 


Phe 


Leu 


Asp 


Lys 


Ala 


Glu 


Asp 


Ser 


Trp 


Pro Ser 


Asp 


Met 


Cys 


Lys 


Lys 






80 










85 








90 










Met 


Phe 


Glu 


Val 


Glu 


Lys 


Val 


Asn 


Cys 


He Cys 


Val 


Asp 


Trp 


Arg 


His 




95 










100 








105 








110 




Gly Ser 


Xaa 


Ala 


Met 


Tyr 


Thr 


Gin 


Ala 


Val Gin 


Asn 


He 


Arg 


Val 


Val 












115 










120 






125 






Gly Ala 


Glu 


Thr 


Ala 


Phe 


Leu 


He 


Gin 


Ala Leu 


Ser 


Thr 


Gin 


Leu 


Gly 










130 










135 








140 






Tyr 


Ser 


Leu 


Glu 


Xaa 


Val 


His 


Val 


He 


Gly His 


Ser 


Leu 


Gly 


Ala 


His 








145 










150 








155 








Thr 


Xaa 
160 





























<210> 4158 
<211> 363 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -18 . . -1 
<223> score 11.4 

seq WTLGLLLLATVRG/KE 
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<400> 4158 



Met 


Met 


Leu 


Pro 


Pro Trp 


Thr 


Leu 








-15 








Arg Gly Lys 


Glu 


Val Cys 


Tyr Gly 






1 






5 




Lys 


Pro 


Trp 


Ala 


Gly Thr 


Leu 


Gin 


15 








20 






Ser 


Pro 


Glu 


Asp 


lie Asp 


Thr 


Arg 










35 






Pro 


Asn 


Asn 


Phe 


Gin Asp 


Glu 


Pro 








50 








Asp 


Ala 


Val 


Phe 


Val Asp 


Val 


He 






65 








70 


Pro 


Ser 


Leu 


Gly 


Phe Gly 


Met 


Ser 




80 








85 




Phe 


Pro 


Asn 


Gly Gly Lys 


Glu 


Met 


95 








100 







Gly Leu Leu Leu Leu Ala Thr Val 
-10 -5 
Gin Leu Gly Cys Phe Ser Asp Glu 
10 

Arg Pro Val Lys Leu Leu Pro Trp 

25 30 
Phe Leu Leu Tyr Thr Asn Glu Asn 

40 45 
Glu Glu Val Arg Leu Asp Pro Ser 
55 60 
His Thr Asp Ser Ser Pro He Val 
75 

Gin Lys Val Gly His Leu Asp Phe 
90 

Pro 



ni 



<210> 4159 

<211> 336 

<212> PRT 

<213> Homo sapiens 



ly <220> 



<221> SIGNAL 
<222> -26 . . -1 
<223> score 4.8 

seq LIVLLGQFVSIKA/QE 



<400> 4159 

Met Met Ala Asn Trp Ala Glu Ala Arg Pro Leu Leu He Leu He Val 

-25 -20 -15 

Leu Leu Gly Gin Phe Val Ser He Lys Ala Gin Glu Glu Asp Glu Asp 
-10 -5 1 5 ^ 

Glu Gly Tyr Gly Glu Glu He Ala Cys Thr Gin Asn Gly Gin Met Tyr 

10 15 20 

Leu Asn Arg Asp He Trp Lys Pro Ala Pro Cys Gin He Cys Val Cys 

25 30 35 

Asp Asn Gly Ala He Leu Cys Asp Lys He Glu Cys Gin Asp Val Leu 

40 45 50 

Asp Cys Ala Asp Pro Val Thr Pro Pro Gly Glu Cys Cys Pro Val Cys 
55 60 65 70 

Ser Gin Thr Pro Gly Gly Gly Asn Thr Asn Phe Gly Arg Gly Arg Lys 
75 80 85 

<210> 4160 
<211> 273 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -19. . -1 
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<223> score 7.2 

seq LIWTLFFLGTAVS/LQ 



<400> 4160 

Met Leu Gin Thr 

Ala Val Ser Leu 
1 

Val Gly Glu Ser 
15 

Asp Lys Asp lie 
30 

Asn Gin Gin Arg 

Leu Thr lie Tyr 
65 



Lys Asp Leu He 
-15 

Gin Val Asp He 
5 

Lys Phe Phe Leu 
20 

Ser Trp Phe Ser 
35 

He Ser Val Val 
50 

Asn Ala Asn He 



Trp Thr Leu Phe 
-10 

Val Pro Ser Gin 

Cys Gin Val Ala 
25 

Pro Asn Gly Glu 
40 

Trp Asn Asp Asp 
55 

Asp Asp Ala 
70 



Phe Leu Gly Thr 
-5 

Gly Glu He Ser 
10 

Gly Asp Ala Lys 

Lys Leu Thr Pro 
45 

Ser Ser Ser Thr 
60 





<210> 


4161 




<211> 


420 




<212> 


PRT 


m 
1^ 


<213> 


Homo sapiens 




<220> 






<221> 


SIGNAL 




<222> 


-15. . -1 


«^ 

%^ 


<223> 


score 4 . 9 



seq ELVALLLLTLAYL/FW 



<400> 4161 
























Met 


Trp 


Glu 


Leu 


Val 


Ala Leu 


Leu 


Leu 


Leu 


Thr 


Leu 


Ala 


Tyr 


Leu Phe 


-15 










-10 








-5 






1 


Trp 


Pro 


Lys 


Arg 
5 


Arg 


Cys Pro 


Gly 


Ala 
10 


Lys 


Tyr 


Pro 


Lys 


Ser 
15 


Leu Leu 


Ser 


Leu 


Pro 


Leu 


Val 


Gly Ser 


Leu 


Pro 


Phe 


Leu 


Pro 


Arg 


His 


Gly His 






20 








25 










30 




Met 


His 


Asn 


Asn 


Phe 


Phe Lys 


Leu 


Gin 


Lys 


Lys 


Tyr Gly 


Pro 


He Tyr 




35 








40 










45 








Ser 


Val 


Arg 


Met 


Gly 


Thr Lys 


Thr 


Thr 


Val 


He 


Val 


Gly His 


His Gin 


50 










55 








60 








65 


Leu 


Ala 


Lys 


Glu 


Val 


Leu He 


Lys 


Lys 


Gly Lys Asp 


Phe 


Ser 


Gly Arg 










70 








75 










80 


Pro 


Gin 


Met 


Ala 
85 


Thr 


Leu Asp 


He 


Ala 
90 


Ser 


Asn 


Asn 


Arg 


Lys 
95 


Gly He 


Ala 


Phe 


Ala 


Asp 


Ser 


Gly Ala Xaa 


Trp 


Gin 


Leu 


His 


Arg 


Arg 


Leu Ala 






100 








105 










110 






Met 


Ala 
115 


Thr 


Phe 


Ala 


Cys Ser 
120 


Arg 


Met 


Ala 


He 


Arg 
125 









<210> 4162 

<211> 300 

<212> PRT 

<213> Homo sapiens 



2612 



<220> 

<221> SIGNAL 
<222> -16. . -1 
<223> score 8.5 

seq AVLFSGALLGLLA/AQ 



<400> 4162 

Met Arg Leu Ala Val Leu Phe Ser Gly Ala Leu Leu Gly Leu Leu Ala 

-15 -10 -5 

Ala Gin Gly Thr Gly Asn Asp Cys Pro His Lys Lys Ser Ala Thr Leu 
15 10 15 

Leu Pro Ser Phe Thr Val Thr Pro Thr Val Thr Glu Ser Thr Gly Thr 

20 25 30 

Thr Ser His Arg Thr Thr Lys Ser His Lys Thr Thr Thr His Arg Thr 

35 40 45 

Thr Thr Thr Gly Thr Thr Ser His Gly Pro Thr Thr Ala Thr His Asn 
^ 50 55 60 

Pro Thr Thr Thr Ser His Gly Asn Val Thr Val His Pro Thr Ser Asn 
65 70 75 80 

Ser Thr Ala Thr 

%^ 

y <210> 4163 
^ <211> 405 
<212> PRT 
.f^ <213> Homo sapiens 

^ <220> 

^ <221> SIGNAL 

<222> -17 . . -1 
iy <223> score 13 



seq VLCAVCLLPGSLA/LP 



<400> 4163 

Met Arg Leu Thr Val Leu Cys Ala Val Cys Leu Leu Pro Gly Ser Leu 

-15 -10 -5 

Ala Leu Pro Leu Pro Gin Glu Ala Gly Gly Met Ser Glu Leu Gin Trp 

15 10 15 

Glu Gin Ala Gin Asp Tyr Leu Lys Arg Phe Tyr Leu Tyr Asp Ser Glu 

20 25 30 

Thr Lys Asn Ala Asn Ser Leu Glu Ala Lys Leu Lys Glu Met Gin Lys 

35 40 45 

Phe Phe Gly Leu Pro He Thr Gly Met Leu Asn Ser Xaa Val He Glu 

50 55 60 

He Met Gin Lys Pro Arg Cys Gly Val Pro Asp Val Ala Glu Tyr Ser 

65 70 75 

Leu Phe Pro Asn Ser Pro Lys Trp Thr Ser Lys Val Val Thr Tyr Arg 
80 85 90 95 

He Val Ser Tyr Thr Arg Asp Leu Pro His He Thr Val Asp Arg Leu 

100 105 110 

Val Ser Lys Ala Leu Asn Met 
115 
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<210> 4164 
<211> 363 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -35 . . -1 
<223> score 4.1 

seq ILSKMMLMSTATA/FY 



<400> 4164 

Met Val Asp Leu Thr Gin Val Met Asp Asp Glu Val Phe Met Ala Phe 

-30 -25 -20 

Ala Ser Tyr Ala Thr He He Leu Ser Lys Met Met Leu Met Ser Thr 
-15 -10 -5 

Q Ala Thr Ala Phe Tyr Arg Leu Thr Arg Lys Val Phe Ala Asn Pro Glu 
^ 5 10 

Asp Cys Val Ala Phe Gly Lys Gly Glu Asn Ala Lys Lys Tyr Leu Arg 
f! ^5 20 25 

^^"^ ^"^^ 

^ 30 35 40 45 

Glu Asn He He Pro Phe Leu Gly He Gly Leu Leu Tyr Ser Leu Ser 

50 55 60 

Gly Pro Asp Pro Ser Thr Ala He Leu His Phe Arg Leu Phe Val Gly 

65 70 75 

Ala Arg He Tyr His Thr He Ala Tyr 
80 85 

<210> 4165 

<211> 165 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -25 . . -1 
<223> score 6.3 

seq AFSLSVMAALTFG/CF 



<400> 4165 

Met Asn Thr Val Leu 

-25 

Ser Val Met Ala Ala 
-5 

Lys Asp Arg Ser Val 
10 

Lys Asn Val Glu Asp 
25 

<210> 4166 



Ser Arg Ala Asn Ser Leu 
-20 -15 
Leu Thr Phe Gly Cys Phe 

1 

Pro Val Arg Leu His Val 
15 

Phe Thr 
30 



Phe Ala Phe Ser Leu 
-10 

He Thr Thr Ala Phe 
5 

Ser Arg He Met Leu 
20 
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<211> 240 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -16 . . -1 
<223> score 11.5 

seq TIILLLLAQVSWA/GP 



<400> 4166 

Met Lys Ala Thr He He Leu Leu Leu Leu Ala Gin Val Ser Trp Ala 

-15 -10 -5 

Gly Pro Phe Gin Gin Arg Gly Leu Phe Asp Phe Met Leu Glu Asp Glu 
15 10 15 

Ala Ser Gly He Gly Pro Glu Val Pro Asp Asp Arg Asp Phe Glu Pro 

20 25 30 

Ser Leu Gly Pro Val Cys Pro Phe Arg Cys Gin Cys His Leu Arg Val 

35 40 45 

Val Gin Cys Ser Asp Leu Gly Leu Asp Lys Val Pro Lys Asp Leu Pro 

50 55 60 



W <210> 4167 
%g <211> 270 
<212> PRT 

<213> Homo sapiens 

ipl <220> 

<221> SIGNAL 
1^ <222> -16. .-1 

<223> score 11.5 
^ seq TIILLLLAQVSWA/GP 



<400> 4167 

Met Lys Ala Thr He He Leu Leu Leu Leu Ala Gin Val Ser Trp Ala 

-15 -10 -5 

Gly Pro Phe Gin Gin Arg Gly Leu Phe Asp Phe Met Leu Glu Asp Glu 
15 10 15 

Ala Ser Gly He Gly Pro Glu Val Pro Asp Asp Arg Asp Phe Glu Pro 

20 25 30 

Ser Leu Gly Pro Val Cys Pro Phe Arg Cys Gin Cys His Leu Arg Val 

35 40 45 

Val Gin Cys Ser Asp Leu Gly Leu Asp Lys Val Pro Lys Asp Leu Pro 

50 55 60 

Pro Asp Thr Thr Leu Leu Asp Leu Gin Asn 
65 70 

<210> 4168 
<211> 615 
<212> PRT 

<213> Homo sapiens 



2615 



9^ m 



<220> 

<221> SIGNAL 
<222> -25 . . -1 
<223> score 10.1 

seq LLYVLLLAFCACA/VG 



I: 



<400> 4168 

Met Ala Val Glu Gly Gly Met Lys Cys Val Lys Phe Leu Leu Tyr Val 
-25 -20 -15 -10 

Leu Leu Leu Ala Phe Cys Ala Cys Ala Val Gly Leu lie Ala Val Gly 

-5 15 
Val Gly Ala Gin Leu Val Leu Ser Gin Thr lie lie Gin Gly Ala Thr 

10 15 20 

Pro Gly Ser Leu Leu Pro Val Val lie lie Ala Val Gly Val Phe Leu 

25 30 35 

Phe Leu Val Ala Phe Val Gly Cys Cys Gly Ala Cys Lys Glu Asn Tyr 
40 45 50 55 

Cys Leu Met lie Thr Phe Ala lie Phe Leu Ser Leu lie Met Leu Val 

60 65 70 

Glu Val Ala Ala Ala lie Ala Gly Tyr Val Phe Arg Asp Lys Val Met 

75 80 85 

Ser Glu Phe Asn Asn Asn Phe Arg Gin Gin Met Glu Asn Tyr Pro Lys 
yj 90 95 100 

Asn Asn His Thr Ala Ser lie Leu Asp Arg Met Gin Ala Asp Phe Lys 
105 110 115 

^ Cys Cys Gly Ala Ala Asn Tyr Thr Asp Trp Glu Lys lie Pro Ser Met 
^ 120 125 130 135 

Ser Lys Asn Arg Val Pro Asp Ser Cys Cys lie Asn Val Thr Val Gly 

140 145 150 

Cys Gly lie Asn Phe Asn Glu Lys Ala lie His Lys Glu Gly Cys Val 

155 160 165 

Glu Lys lie Gly Gly Trp Leu Arg Lys Asn Val Leu Val 
170 175 180 

<210> 4169 
<211> 273 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -25 . . -1 
<223> score 10.1 

seq LLYVLLLAFCACA/VG 



<400> 4169 

Met Ala Val Glu Gly Gly Met Lys 
-25 -20 
Leu Leu Leu Ala Phe Cys Ala Cys 
-5 

Val Gly Ala Gin Leu Val Leu Ser 
10 15 



Cys Val Lys Phe Leu Leu Tyr Val 
-15 -10 
Ala Val Gly Leu He Ala Val Gly 

1 5 
Gin Thr He He Gin Gly Ala Thr 
20 
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Pro Gly Ser Leu Leu Pro Val Val He He Ala Val Gly Val Phe Leu 

25 30 35 

Phe Leu Val Ala Phe Val Gly Cys Cys Gly Pro Phe Gin Thr Ala Lys 
40 45 50 55 

Ser Leu Thr Ser He Leu Thr Leu Cys Gin Ala 
60 65 

<210> 4170 

<211> 174 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -32 . . -1 
<223> score 4.7 

seq RVLXLCNSRVSFT/RX 



<400> 4170 

^ Met Ser Cys Thr His Ser Ser Ser Asn Leu Gly Lys Phe Ser Val His 
-30 -25 -20 

Arg Glu Tyr Arg Val Leu Xaa Leu Cys Asn Ser Arg Val Ser Phe Thr 

-15 -10 -5 

Arg Xaa His Val Lys Arg Pro Pro Xaa Arg Leu Cys Val Ser Ser Lys 
15 10 15 

Gly Cys Leu Phe His Leu Gly Ala Gly Arg 
20 25 



y2 











<210> 


4171 




<211> 


498 


iy 


<212> 


PRT 




<213> 


Homo sapiens 


^=*^ 


<220> 






<221> 


SIGNAL 




<222> 


-33. .-1 




<223> 


score 9.9 



seq SVFFLLLPGPSAA/DE 



<400> 4171 
























Met 


Leu 


Arg 


Leu 


Ser 


Glu 


Arg 


Asn 


Met 


Lys Val Leu 


Leu 


Ala 


Ala 


Ala 








-30 










-25 






-20 






Leu 


He 


Ala 


Gly 


Ser 


Val 


Phe 


Phe 


Leu 


Leu Leu Pro 


Gly Pro 


Ser 


Ala 






-15 










-10 






-5 








Ala 


Asp 


Glu 


Lys 


Lys 


Lys 


Gly 


Pro 


Lys 


Val Thr Val 


Lys 


Val 


Tyr 


Phe 




1 








5 








10 








15 


Asp 


Leu 


Arg 


He 


Gly Asp 


Glu 


Asp 


Val 


Gly Arg Val 


He 


Phe 


Gly Leu 










20 










25 






30 




Phe 


Gly 


Lys 


Thr 


Val 


Pro 


Lys 


Thr 


Val 


Asp Asn Phe 


Val 


Ala 


Leu 


Ala 








35 










40 






45 






Thr 


Gly 


Glu 


Lys 


Gly 


Phe 


Gly Tyr Lys Asn Ser Lys 


Phe 


His 


Arg 


Val 






50 










55 






60 
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He Lys Asp Phe Met He Gin Gly Gly Asp Phe Thr Arg Gly Asp Gly 

65 70 75 

Thr Gly Gly Lys Ser He Tyr Gly Glu Arg Phe Pro Asp Glu Asn Phe 
80 85 90 95 

Lys Leu Lys His Tyr Gly Pro Gly Trp Val Ser Met Ala Asn Ala Gly 

100 105 110 

Lys Arg His Pro Xaa Gly Ser Pro Ser Ser Ser Ser Arg Gin Xaa Lys 

115 120 125 

Thr Ala Trp Leu Asp Gly 
130 

<210> 4172 
<211> 396 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
.f«| <222> -31 . . -1 
^"^ <223> score 9.1 

seq LLLLTMALAGGSG/TA 

Ul <400> 4172 

^ Met Ala Ala Pro Lys Gly Ser Leu Trp Val Arg Thr Gin Leu Gly Leu 
m -30 -25 -20 

Pro Pro Leu Leu Leu Leu Thr Met Ala Leu Ala Gly Gly Ser Gly Thr 
-15 -10 -5 1 

p Ala Ser Ala Glu Ala Phe Asp Ser Val Leu Gly Asp Thr Ala Ser Cys 
ry , 5 10 15 

His Arg Ala Cys Gin Leu Thr Tyr Pro Leu His Thr Tyr Pro Lys Glu 
20 25 30 

J Glu Glu Leu Tyr Ala Cys Gin Arg Gly Cys Arg Leu Phe Ser He Cys 
U 35 40 45 

O Gin Phe Val Asp Asp Gly He Asp Leu Asn Arg Thr Lys Leu Glu Cys 
50 55 60 65 

Glu Ser Ala Cys Thr Glu Ala Tyr Ser Gin Ser Asp Glu Gin Tyr Ala 

70 75 80 

Cys His Leu Gly Cys Gin Asn Gin Leu Pro Phe Ala Glu Leu Arg Gin 

85 90 95 

Glu Gin Leu Met 
100 

<210> 4173 
<211> 333 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -17 . . -1 
<223> score 6.4 

seq AILAAILPGXAPA/GP 



2618 




<400> 4173 

Met Arg Thr Leu Ala lie Leu Ala Ala lie Leu Pro Gly Xaa Ala Pro 

-15 -10 -5 

Ala Gly Pro Arg Leu Ser His Ser Xaa Gin Glu Leu lie Glu Val Ala 

1 5 -10 15 

Ala Ala Pro Glu Gin He Ala Ala Asp He Pro Glu Val Val Cys Phe 

20 25 30 

Pro Cys Met Gly Arg Lys Leu Gly Ser Lys Ala Ser Arg Leu Lys Glu 

35 40 45 

Lys His Gly Leu Leu Leu Gin Asn Thr Ser Val His Cys Arg Arg Thr 

50 55 60 

Ser Leu Trp Asn Leu His Leu Pro Gly Lys Thr Leu Gly He Leu Leu 

65 70 75 

Leu Ser Leu Gin Lys Lys Lys Asn Xaa Leu Lys He Cys Phe Xaa 
80 85 90 

<210> 4174 

<211> 294 

<212> PRT 

<213> Homo sapiens 



<220> 

yj <221> SIGNAL 

<222> -21. . -1 

3.0 <223> score 7.9 

b.n seq MMLLLGLLAYGSG/XD 



<400> 4174 

Met Ser Val Pro Thr Met Ala Trp Met Met Leu Leu Leu Gly Leu Leu 

-20 -15 -10 

Ala Tyr Gly Ser Gly Xaa Asp Ser Gin Thr Val Val Thr Gin Glu Pro 
-5 15 10 

Ser Phe Ser Val Ser Pro Gly Xaa Thr Val Thr Leu Thr Cys Gly Leu 

15 20 25 

Xaa Ser Gly Ser Val Ser Thr Xaa Xaa Xaa Pro Ser Trp Tyr Gin Gin 

30 35 40 

Thr Pro Gly Gin Xaa Pro Arg Thr Leu He Tyr Asn Thr Asn Thr Arg 

45 50 55 

Ser Ser Gly Val Pro Asp Arg Phe Ser Gly Ser He Leu Gly Asn Lys 
60 65 70 75 

Ala Ala 

<210> 4175 

<211> 354 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 7.8 

seq LTLLTLCIGSWS/SE 



2619 




<400> 4175 

Met Ala Trp Thr Pro Leu Trp Leu Thr Leu Leu Thr Leu Cys lie Gly 
-20 -15 -10 -5 

Ser Val Val Ser Ser Glu Leu Thr Xaa Asp Pro Ala Val Ser Val Ala 

15 10 
Leu Gly Gin Thr Val Arg He Thr Cys Gin Gly Asp Xaa Leu Xaa Xaa 

15 20 25 

Tyr Xaa Ala Ser Trp Xaa Gin Gin Lys Pro Gly Gin Ala Pro Xaa Leu 

30 35 40 

Val Xaa Tyr Xaa Xaa Xaa Xaa Arg Pro Xaa Gly He Pro Asp Arg Phe 
45 50 55 60 

Ser Gly Ser Ser Ser Gly Asn Thr Ala Ser Leu Thr He Thr Gly Ala 

65 70 75 

Gin Ala Glu Asp Glu Ala Asp Tyr Xaa Cys Asn Ser Arg Asp Ser Ser 

80 85 90 

Gly His His Leu Val Phe 
95 

JZ <210> 4176 

<211> 180 
N= <212> PRT 
m <213> Homo sapiens 

<220> 

<221> SIGNAL 

y <222> -17. . -1 

<223> score 5.8 

^ seq LWLKLLAFGFAFL/DT 

=P <400> 4176 

O Met Thr Met Tyr Leu Trp Leu Lys Leu Leu Ala Phe Gly Phe Ala Phe 
O -15 -10 -5 

Leu Asp Thr Glu Val Phe Val Thr Gly Gin Ser Pro Thr Pro Ser Pro 

15 10 15 

Thr Asp Xaa Tyr Leu Asn Ala Ser Glu Thr Thr Thr Leu Ser Pro Ser 

20 25 30 

Gly Ser Ala Val He Ser Thr Thr Thr He Ala Thr 
35 40 

<210> 4177 
<211> 387 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -26. . -1 
<223> score 14.3 

seq PLLLLLLLRAVLA/VP 



2620 



<400> 4177 

Met Pro Pro Ser Gly Pro Arg Gly Thr Leu Leu Leu Leu Pro Leu Leu 

-25 -20 -15 

Leu Leu Leu Leu Leu Arg Ala Val Leu Ala Val Pro Leu Glu Arq Glv 
-10 -5 1 5 

Ala Pro Asn Lys Glu Glu Thr Pro Ala Thr Glu Ser Pro Asp Thr Gly 

10 15 20 

Leu Tyr Tyr His Arg Tyr Leu Gin Glu Val He Asp Val Leu Glu Thr 

25 30 35 

Asp Gly His Phe Arg Glu Lys Leu Gin Ala Ala Asn Ala Glu Asp He 

40 45 50 

Lys Ser Gly Lys Leu Ser Arg Glu Leu Asp Phe Val Ser His His Val 
55 60 65 70 

Arg Thr Lys Leu Asp Glu Leu Lys Arg Gin Glu Val Ser Arg Leu Arg 

75 80 85 

Met Leu Leu Lys Ala Lys Met Thr Pro Ser Arg He Gin Cys Thr Gly 
90 95 100 

Gly 

<210> 4178 
<211> 384 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 4.2 

seq IWSFPLIIAAVCA/QS 



<400> 4178 

Met Trp Arg Val Arg Lys Xaa Gly Tyr Phe Gly He Trp Ser Phe Pro 

-20 -15 _io 

Leu He He Ala Ala Val Cys Ala Gin Ser Val Asn Asp Pro Ser Asn 

-5 15 
Met Ser Leu Val Lys Glu Thr Val Asp Arg Leu Leu Lys Gly Tyr Asp 

10 15 20 

He Arg Leu Arg Pro Asp Phe Gly Gly Pro Pro Val Ala Val Gly Met 
25 30 35 40 

Asn He Asp He Ala Ser He Asp Met Val Ser Glu Val Asn Met Asp 

45 50 55 

Tyr Thr Leu Thr Met Tyr Phe Gin Gin Ala Trp Arg Asp Lys Arg Leu 

60 65 70 

Ser Xaa Asn Val He Pro Leu Asn Leu Thr Leu Asp Asn Arg Val Ala 

75 80 85 

Asp Gin Leu Trp Val Pro Asp Thr Tyr Phe Leu Asn Asp Lys Lys Ser 
50 95 100 

<210> 4179 
<211> 174 
<212> PRT 

<213> Homo sapiens 



2621 



<220> 

<221> SIGNAL 
<222> -14 . . -1 
<223> score 8.6 

seq LLAFSQALLWFS/ER 



<400> 4179 

Met Leu Leu Ala 

Arg Leu Leu Pro 
5 

Leu Cys Thr His 
20 

Trp Ser Tyr Leu 
35 



Phe Ser Gin Ala 
-10 

Ser Gly Leu Ser 
10 

Pro Leu Leu Ser 
25 

Ser Arg Xaa Pro 
40 



Leu Leu Val Val 
-5 

Trp Leu Met Gly 

Cys Gin Leu Cys 
30 

Ser Cys 



Phe Ser Glu Arg 
1 

Ser Cys Ser Cys 
15 

Pro Cys Leu Arg 





<210> 


4180 




<211> 


231 


, ^ 


<212> 


PRT 


H = 


<213> 


Homo sapiens 


Mi 


<220> 






<221> 


SIGNAL 




<222> 


-32. .-1 


. Si 


<223> 


score 3.7 






seq EALILQLFSQIGP/CK 




<400> 




4180 


iU 


Met Glu Asp Glu Met Pro Lys 


IU 




-30 




Asp Val Thr Glu Ala Leu He 




-15 -10 




Cys Lys Asn Cys Lys Met He 




1 


5 



Cys Phe Val Glu Phe His Glu 



20 

Ala Met Asn Gly Arg Lys He 
35 

<210> 4181 
<211> 219 
<212> PRT 

<213> Homo sapiens 



Thr Leu Tyr Val Gly Asn Leu Ser Arg 
-25 -20 
Leu Gin Leu Phe Ser Gin He Gly Pro 
-5 

Met Asp Thr Ala Gly Asn Asp Pro Tyr 

10 15 
His Arg His Ala Ala Ala Ala Leu Ala 

25 30 
Met Gly Lys Glu Val Lys 
40 45 



<220> 

<221> SIGNAL 
<222> -37 . . -1 
<223> score 4 . 8 

seq GIGLLAAATQSLS/MP 



<400> 4181 



2622 



Met Ser Lys Ser Phe Gin Gin Ser Ser Leu Ser Arg Asp Ser Gin Gly 

-35 -30 -25 

His Gly Arg Asp Leu Ser Xaa Ala Gly lie Gly Leu Leu Ala Ala Ala 

-20 -15 -10 

Thr Gin Ser Leu Ser Met Pro Ala Ser Leu Gly Arg Met Asn Gin Gly 
-5 15 10 

Thr Ala Arg Leu Ala Ser Leu Met Asn Leu Gly Met Ser Ser Ser Leu 

15 20 25 

Asn Gin Gin Gly Ala His Ser Ala Leu 
30 35 

<210> 4182 

<211> 357 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -27 . . -1 
<223> score 11.7 

seq LLLLLGLIDISQA/QL 





<400> 4182 




















Met 


Met Met Lys 


He 


Pro 


Trp Gly 


Ser 


He 


Pro Val 


Leu Met Leu 


Leu 






-25 






-20 








-15 






Leu 


Leu Leu Gly 


Leu 


He 


Asp He 


Ser 


Gin 


Ala Gin 


Leu Ser Cys 


Thr 






-10 






-5 






1 


5 




Gly 


Pro Pro Ala 


He 


Pro 


Gly He 


Pro 


Gly 


He Pro 


Gly Thr Pro 


Gly 


ru 






10 








15 




20 


; 

H i 3 


Pro 


Asp Gly Gin 


Pro 


Gly 


Thr Pro 


Gly 


He 


Lys Gly Glu Lys Gly Leu 


- "cr 




25 








30 






35 






Pro 


Gly Leu Ala 


Gly 


Asp 


His Gly 


Glu 


Phe 


Gly Glu 


Lys Gly Asp 


Pro 






40 






45 








50 






Gly 


lie Pro Gly 


Asn 


Pro 


Gly Lys 


Val 


Gly Pro Lys 


Gly Pro Met 


Gly 






55 






60 






65 






Leu 


Lys Val Ala 


Gin 


Gly 


Pro Trp 


Ser 


Pro 


Gly Pro 


Lys Gly Glu 


Ser 




70 






75 








80 




85 




Gly 


Asp Tyr Lys 


Ala 
90 


Thr 


Gin 













<210> 4183 
<211> 414 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -22 . . -1 
<223> score 5.2 

seq AGLLILSPLTVIS/DS 



<400> 4183 



2623 



in 





Lys 


Arg 


Leu 


Ala 


Ala 


Arg 


Cys 


Phe 


Ala 


Gly Leu Leu 


He 


Leu 


Ser 






- o n 










-15 










-10 








Pro 


Leu 


ixir 


val 


He 


Ser 


Asp 


Ser 


Arg 


Pro 


Ala 


Asp 


Ser 


Gly Lys Ala 


± ±c 


c 
- o 










1 








5 










10 


1 n 
lj±U 


VaXy 


Asn 


Leu 


Glu 


Glu 


Met 


Glu 


Glu 


Glu 


Val 


Arg 


Leu 


Lys 


Lys 










15 










20 










25 


Airg 


Lys 


Arg 


Arg 


Arg 


Asn 


Val 


Asp 


Lys 


Asp 


Pro 


Ala 


Lys 


Glu 


Asp 


Val 








30 










35 










40 




Glu 


Lys 


Ala 


Lys 


Lys 


Arg 


Arg Gly Arg 


Pro 


Pro 


Ala 


Glu 


Lys 


Leu 


Ser 






45 










50 










55 






Pro 


Asn 


Pro 


Pro 


Lys 


Leu 


Thr 


Lys 


Gin 


Met 


Asn 


Ala 


He 


He 


Asp 


Thr 




60 










65 










70 








Val 


He 


Asn 


Tyr 


Lys 


Asp 


Ser 


Ser 


Gly 


Arg 


Gin 


Leu 


Ser 


Glu 


Val 


Phe 


75 










80 










85 










90 


He 


Gin 


Leu 


Pro 


Ser 
95 


Arg 


Lys 


Glu 


Leu 


Pro 
100 


Glu 


Tyr 


Tyr 


Glu 


Leu 
105 


He 


Arg 


Lys 


Pro 


Val 
110 


Asp 


Phe 


Lys 


Lys 


He 
115 


Lys 















<210> 4184 
<211> 381 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19 . . -1 
<223> score 10.1 

seq TLLLLLLVPLIKP/AP 



<400> 4184 


























Met 


Lys 


Thr 


Leu 


Gin 


Ser Thr 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Val 


Pro 


Leu 










-15 








-10 










-5 




He 


Lys 


Pro 


Ala 
1 


Pro 


Pro Thr 


Gin 
5 


Gin 


Asp 


Ser 


Arg 


He 


He 


Tyr 


Asp 


Tyr Gly 


Thr 


Asp 


Asn 


Phe Glu 


Glu 


Ser 


He 


Phe 


Ser 


10 
Gin 


Asp 


Tyr 


Glu 




15 








20 










25 






Asp 


Lys 


Tyr 


Leu 


Asp 


Gly Lys 


Asn 


He 


Lys 


Glu 


Lys 


Glu 


Thr 


Val 


He 


30 










35 








40 








45 


He 


Pro 


Asn 


Glu 


Lys 


Ser Leu 


Gin 


Leu 


Gin 


Lys 


Asp 


Glu 


Ala 


He 


Thr 










50 








55 










60 




Pro 


Leu 


Pro 


Pro 


Lys 


Xaa Glu 


Asn 


Asp 


Glu 


Met 


Pro 


Thr 


Cys 


Leu 


Leu 








65 








70 










75 






Cys 


Val 


Cys 


Leu 


Ser 


Gly Ser Val 


Tyr 


Cys 


Glu 


Glu 


Val 


Asp 


He 


Asp 






80 








85 










90 




Ala 


Val 


Pro 


Pro 


Leu 


Pro Arg 


Asn 


Gin 


Pro 


He 


Phe 


Thr 


His 


Asp 






95 








100 










105 









<210> 4185 
<211> 381 
<212> PRT 

<213> Homo sapiens 



2624 




<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 10.1 

seq TLLLLLLVPLIKP/AP 



y I 



<400> 4185 




























Met 


Lys 


Thr 


Leu 


Gin 
-15 


Ser 


Thr 


Leu 


Leu 


Leu 
-10 


Leu 


Leu 


Leu 


Val 


Pro 
-5 


Leu 


lie 


Lys 


Pro 


Ala 


Pro 


Pro 


Thr 


Gin 


Gin 


Asp 


Xaa 


Arg 


He 


He 


Tyr 


Asp 








1 








5 










10 






Tyr 


Gly 


Thr 


Asp 


Asn 


Phe 


Glu 


Glu 


Ser 


He 


Phe 


Ser 


Gin 


Asp 


Tyr 


Glu 




15 










20 










25 






Asp 


Lys 


Tyr 


Leu 


Asp 


Gly 


Lys 


Asn 


He 


Lys 


Glu 


Lys 


Glu 


Thr 


Val 


He 


30 










35 










40 










45 


He 


Pro 


Asn 


Glu 


Lys 
50 


Ser 


Leu 


Gin 


Leu 


Gin 
55 


Lys 


Asp 


Glu 


Ala 


He 
60 


Thr 


Pro 


Leu 


Pro 


Pro 
65 


Lys 


Xaa 


Glu 


Asn 


Asp 
70 


Glu 


Met 


Pro 


Thr 


Cys 
75 


Leu 


Leu 


Cys 


Val 


Cys 


Leu 


Ser Gly 


Ser 


Val 


Tyr 


Cys 


Glu 


Glu 


Val 


Asp 


He 


Asp 






80 










85 










90 






Ala 


Val 


Pro 


Pro 


Leu 


Pro 


Arg 


Asn 


Gin 


Pro 


He 


Phe 


Thr 


His 


Asp 






95 










100 










105 











<210> 


4186 


. ?r 


<211> 


342 




<212> 


PRT 




<213> 


Homo sapiens 






nj 


<220> 






<221> 


SIGNAL 




<222> 


-24. .-1 




<223> 


score 9.2 






seq LVTLSVFLHVLHS/AP 



<400> 4186 




























Met 


Asp 


Tyr 


Tyr 


Arg 


Lys 


Tyr 


Ala 


Ala 


He 


Phe 


Leu 


Val 


Thr 


Leu 


Ser 










-20 










-15 










-10 




Val 


Phe 


Leu 


His 
-5 


Val 


Leu 


His 


Ser 


Ala 
1 


Pro 


Asp 


Val 


Gin 


Asp 


Cys 


Pro 


Glu 


Cys 


Thr 


Leu 


Gin 


Glu 


Asn 


Pro 


Phe 


Phe 


Ser 


Gin 


5 

Pro 


Gly Ala 


Pro 




10 










15 










20 










He 


Leu 


Gin 


Cys 


Met 


Gly 


Cys 


Cys 


Phe 


Ser 


Arg 


Ala 


Tyr 


Pro 


Thr 


Pro 


25 










30 










35 








40 


Leu 


Arg 


Ser 


Lys 


Lys 


Thr 


Met 


Leu 


Val 


Gin 


Lys 


Asn 


Val 


Thr 


Ser 


Glu 




Thr 






45 










50 










55 




Ser 


Cys 


Cys 


Val 


Ala 


Lys 


Ser 


Tyr Asn 


Arg 


Val 


Thr 


Val 


Met 


Gly 








60 










65 










70 




Gly 


Phe 


Lys 


Val 


Glu 


Asn 


His 


Thr 


Ala 


Cys 


His 


Cys 


Ser 


Thr 


Cys 


Tyr 






75 










80 










85 




Tyr 


His 































90 



2625 



<210> 4187 
<211> 216 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -22 . . -1 
<223> score 8.4 

seq SILLLFLTEAALG/DA 



{■32 



<400> 4187 

Met Asp Pro Ala Arg Pro Leu Gly Leu Ser He Leu Leu Leu Phe Leu 

-20 -15 -10 

Thr Glu Ala Ala Leu Gly Asp Ala Ala Gin Glu Pro Thr Gly Asn Asn 

-5 15 10 

Ala Glu He Cys Leu Leu Pro Leu Asp Xaa Gly Pro Cys Arg Ala Leu 

15 20 25 

Leu Leu Arg Tyr Tyr Tyr Asp Arg Tyr Thr Gin Ser Cys Arg Gin Phe 

30 35 40 

Leu Tyr Gly Gly Cys Glu Gly Asn 
45 50 





<210> 


4188 




<211> 


249 




<212> 


PRT 


'=^. 


<213> 


Homo sapiens 


mi 


<220> 




I 


<221> 


SIGNAL 




<222> 


-41. . -1 




<223> 


score 6 . 6 



seq LFIFRMLVLGTAA/ES 



<400> 4188 
Met Gly Asp Trp Ser 
-40 

His Ser Thr Val Val 
-25 

Arg Met Leu Val Leu 
-5 

Gin Ala Asp Phe Arg 
10 

Cys Tyr Asp Gin Ala 
25 

Gin He He 
40 

<210> 4189 
<211> 294 
<212> PRT 



Phe Leu Gly Asn Phe Leu 
-35 

Gly Lys Val Trp Leu Thr 
-20 -15 
Gly Thr Ala Ala Glu Ser 
1 

Cys Asp Thr He Gin Pro 
15 

Phe Pro He Gly Xaa He 
30 



Glu Glu Val His Lys 
-30 

Val Leu Phe He Phe 
-10 

Ser Trp Gly Asp Glu 
5 

Gly Cys Gin Asn Val 
20 

Arg Xaa Trp Val Leu 
35 



2626 



<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -46 . . -1 
<223> score 9.2 

seq ILLLGTAVESAWG/DE 



<400> 4189 

Met Gly Asp Trp Ser Ala Leu Gly Lys Leu Leu Asp Lys Val Gin Ala 

-45 -40 -35 

Tyr Ser Thr Ala Gly Gly Lys Val Trp Leu Ser Val Leu Phe He Phe 
-30 -25 -20 -15 

Arg He Leu Leu Leu Gly Thr Ala Val Glu Ser Ala Trp Gly Asp Glu 

-10 -5 1 

Gin Ser Ala Phe Arg Cys Asn Thr Gin Gin Pro Gly Cys Glu Asn Val 
5 10 15 

p. Cys Tyr Asp Lys Ser Phe Pro He Ser His Val Arg Phe Trp Val Leu 
% 20 25 30 

Gin He He Phe Val Ser Val Pro Thr Leu Leu Tyr Leu Ala His Val 
^5 40 45 50 

'f^ Phe Tyr 

m 

^ <210> 4190 
J| <211> 396 
<212> PRT 
^ <213> Homo sapiens 

K <220> 

<221> SIGNAL 
nj <222> -20. .-1 
:=P <223> score 11.2 
O seq AFLLLVALSYTLA/RD 



<400> 4190 
























Met 


Glu 


Lys 


He 


Pro 


Val 


Ser 


Ala 


Phe 


Leu 


Leu 


Leu 


Val 


Ala Leu Ser 


-20 










-15 










-10 






-5 


Tyr 


Thr 


Leu 


Ala 


Arg 
1 


Asp 


Thr 


Thr 


Val 
5 


Lys 


Pro Gly Ala 


Lys Lys Asp 


Thr 


Lys 


Asp 


Ser 


Arg 


Pro 


Lys 


Leu 


Pro 


Gin 


Thr 


Leu 


Ser 


10 

Arg Gly Trp 






15 










20 










25 


Gly 


Asp 


Gin 


Leu 


He 


Trp 


Thr 


Gin 


Thr 


Tyr 


Glu 


Glu 


Ala 


Leu Tyr Lys 




30 










35 










40 




Ser 


Lys 


Thr 


Ser 


Asn 


Lys 


Pro 


Leu 


Met 


He 


He 


His 


His 


Leu Asp Glu 


45 










50 










55 






60 


Cys 


Pro 


His 


Ser 


Gin 


Ala 


Leu 


Lys 


Lys 


Val 


Phe 


Ala 


Glu 


Asn Lys Glu 










65 










70 








75 


He 


Gin 


Lys 


Leu 


Ala 


Glu 


Gin 


Phe 


Val 


Leu 


Leu 


Asn 


Leu 


Val Tyr Glu 








80 










85 










90 


Thr 


Thr 


Asp 


Lys 


His 


Leu 


Ser 


Pro 


Asp 


Gly Gin 


Tyr 


Val 


Pro Gly Leu 






95 










100 










105 


Cys 


Leu 


Leu 


Thr 
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110 

<210> 4191 
<211> 381 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -31. . -1 
<223> score 10.1 

seq SLAFLLSLRGAGA/IK 



<400> 4191 

Met Arg Pro Glu Asp Arg Met Phe His He Arg Ala Val He Leu Arg 

-30 -25 -20 

Ala Leu Ser Leu Ala Phe Leu Leu Ser Leu Arg Gly Ala Gly Ala He 
-15 -10 _5 ^ 

J Lys Ala Asp His Val Ser Thr Tyr Ala Ala Phe Val Gin Thr His Arq 
= - 5 10 15 

j^; Pro Thr Gly Glu Phe Met Phe Glu Phe Asp Glu Asp Glu Met Phe Tyr 
n 20 25 30 

yj Val Asp Leu Asp Lys Lys Glu Thr Val Trp His Leu Glu Glu Phe Gly 
^ 35 40 45 

^ Gin Ala Phe Ser Phe Glu Ala Gin Gly Gly Leu Ala Asn He Ala He 
m 55 60 65 

^ Leu Asn Asn Asn Leu Asn Thr Leu He Gin Arg Ser Asn His Thr Gin 

n 70 75 80 

^ Ala Thr Asn Asp Pro Pro Glu Val Thr Val Phe Pro Lys Glu Pro 

90 95 

£ <210> 4192 
O <211> 381 
m <212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -31 . . -1 
<223> score 10.1 

seq SLAFLLSLRGAGA/IK 

<400> 4192 

Met Arg Pro Glu Asp Arg Met Phe His He Arg Ala Val He Leu Arg 

-30 -25 -20 

Ala Leu Ser Leu Ala Phe Leu Leu Ser Leu Arg Gly Ala Gly Ala He 
-15 -10 _5 ^ 

Lys Ala Asp His Val Ser Thr Tyr Ala Ala Phe Val Gin Thr His Arg 

5 10 15 

Pro Thr Gly Glu Phe Met Phe Glu Phe Asp Glu Asp Glu Met Phe Tyr 

20 25 30 

Val Asp Leu Asp Lys Lys Glu Thr Val Trp His Leu Glu Glu Phe Gly 



2628 




35 40 45 

Gin Ala Phe Ser Phe Glu Ala Gin Gly Gly Leu Ala Asn He Ala He 
50 55 60 65 

Leu Asn Asn Asn Leu Asn Thr Leu He Gin Arg Ser Asn His Thr Gin 

70 75 80 

Ala Thr Asn Asp Pro Pro Glu Val Thr Val Phe Pro Lys Glu Pro 
85 90 95 

<210> 4193 

<211> 318 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -18 . . -1 
<223> score 10.5 

seq VLTVLSLLPLLEA/QI 



■U 




































<400> 4193 




























y| 


Met 


Ala 


Leu 


Ser 


Trp 


Val 


Leu 


Thr 


Val 


Leu 


Ser 


Leu 


Leu 


Pro 


Leu 


Leu 










-15 










-10 










-5 






yj 


Glu 


Ala 


Gin 
1 


He 


Pro 


Leu 


Cys 
5 


Ala 


Asn 


Leu 


Val 


Pro 
10 


Val 


Pro 


He 


Thr 




Asn 


Ala 


Thr 


Leu 


Asp 


Xaa 


He 


Thr Gly Lys 


Trp 


Phe 


Tyr 


He 


Ala 


Ser 


%i 


15 










20 










25 










30 




Ala 


Phe 


Arg 


Asn 


Glu 


Glu 


Tyr 


Asn 


Lys 


Ser 


Val 


Gin 


Glu 


He 


Gin 


Ala 












35 










40 










45 




Thr 


Phe 


Phe 


Tyr 


Phe 


Thr 


Pro 


Asn 


Lys 


Xaa 


Xaa 


Asp 


Thr 


He 


Phe 


Leu 










50 










55 










60 






iU 


Arg 


Glu 


Tyr 


Gin 


Thr 


Arg 


Gin 


Asp 


Gin 


Cys 


He 


Tyr 


Asn 


Thr 


Thr 


Tyr 








65 










70 










75 








Pro 


Xaa 


Ser 


Ser 


Leu 


Thr 


Leu 


Thr 


Lys 


Lys 














0 




80 










85 

















<210> 4194 
<211> 234 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -44 . . -1 
<223> score 6.3 

seq WLIFAFFVDTGFC/RV 



<400> 4194 

Met Ala His Cys Ser Leu Asp His Pro Gin Gly Ser Ser Asp Arg Ala 

-40 -35 -30 

Thr Ser Ala Cys Trp Val Ala Gly Thr Ala Asp Arg His Pro Ala Trp 

-25 -20 -15 

Leu He Phe Ala Phe Phe Val Asp Thr Gly Phe Cys Arg Val Ala Gin 



2629 




-10 -5 1 

Ala Gly Leu Asn Leu Leu Gly Ser Ser Gin Gin Pro Ala Ser Ala Ser 
5 10 15 20 

Arg Cys Val Xaa He Thr Gly He Asn Tyr Tyr Ala Gin Leu 
25 30 

<210> 4195 
<211> 474 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -41 . . -1 
<223> score 4.3 

seq VALFCGCGHEALS/GT 





<400> 4195 


























Met 


Gly 


Cys 


Phe Glu 


Cys 


Cys 


He 


Lys Cys 


Leu 


Gly Gly 


He 


Pro 


Tyr 






-40 








-35 








-30 








y ; 


Ala 


Ser 


Leu 


He Ala 


Thr 


He 


Leu 


Leu Tyr 


Ala 


Gly Val 


Ala 


Leu 


Phe 


s 


-25 








-20 








-15 










-10 


= ? s 


Cys 


Gly 


Cys 


Gly His 


Glu 


Ala 


Leu 


Ser Gly Thr 


Val 


Asn 


He 


Leu 


Gin 










-5 








1 








5 






■ 


Thr 


Tyr 


Phe 


Glu Met 


Ala 


Arg 


Thr 


Ala Gly Asp 


Thr 


Leu 


Asp 


Val 


Phe 








10 








15 








20 








Thr 


Met 


He 


Asp He 


Phe 


Lys 


Tyr 


Val He 


Tyr 


Gly 


He 


Ala 


Ala 


Ala 






25 








30 








35 










:=) c 


Phe 


Phe 


Val 


Tyr Gly 


He 


Leu 


Leu 


Met Val 


Glu 


Gly 


Phe 


Phe 


Thr 


Thr 


S3 E 


40 








45 








50 








55 




Gly Ala 


He 


Lys Asp 


Leu 


Tyr Gly Asp Phe 


Lys 


He 


Thr 


Thr 


Cys 


Gly 










60 








65 










70 




Arg 


Cys 


Val 


Ser Ala 


Trp 


Phe 


He 


Met Leu 


Thr 


Tyr 


Leu 


Phe 


Met 


Leu 










75 








80 






85 








Ala 


Trp 


Leu 


Gly Val 


Thr 


Ala 


Phe 


Thr Ser 


Leu 


Pro 


Val 


Tyr 


Met 


Tyr 








90 








95 








100 






Phe 


Asn 
105 


Leu 


Trp Thr 


He 


Cys 
110 


Arg 


Asn Thr 


Thr 


Leu 
115 


Val 


Glu 







<210> 4196 
<211> 252 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 4.4 

seq LRYVASAVFGVIG/SQ 

<400> 4196 

Met Gly Leu Thr Lys Gin Tyr Leu Arg Tyr Val Ala Ser Ala Val Phe 



2630 



-20 

Gly Val lie Gly 

Gly Glu Lys Gly 
15 

lie Xaa Asp Leu 
30 

Lys Gin Glu Val 
45 

Ala Val Gly Tyr 



-15 

Ser Gin Lys Gly 
1 

Arg Tyr Val Ala 
20 

Arg Lys Gly Glu 
35 

Thr Cys Leu Cys 
50 



-10 

Asn He Val Phe 
5 

Val Pro Ala Cys 

Lys lie Leu He 
40 

Pro Ser Pro Asp 
55 



-5 

Val Thr Leu Arg 
10 

Glu His Val Phe 
25 

Leu Gin Gly Leu 

Gly Leu His Leu 
60 



in 



M. 



<210> 4197 

<211> 177 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -16 . . -l' 
<223> score 8.9 

seq FLLSLPTPPSASG/HE 



<400> 4197 

Met Pro Leu Phe Leu Leu Ser Leu Pro Thr Pro Pro Ser Ala Ser Gly 
^ -15 -10 -5 

£ His Glu Arg Arg Gin Arg Pro Glu Ala Lys Thr Ser Gly Ser Glu Lys 

r ^ ^ 10 15 

Lys Tyr Leu Arg Ala Met Gin Ala Asn Arg Ser Gin Leu His Ser Pro 
^ 20 25 30 

Pro Gly Thr Gly Ser Ser Glu Asp Ala Ser Thr 

HI 35 40 



<210> 4198 

<211> 315 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -27 . , -1 
<223> score 5.2 

seq WMSALFLGVGVRA/EE 



<400> 4198 
Met Glu Gly Ala 
-25 

Ser Ala Leu Phe 
-10 

Arg Val Gin Gin 

Ser Lys Pro Leu 
25 



Ala Leu Leu Arg 
-20 

Leu Gly Val Gly 
-5 

Asn Val Pro Ser 
10 

Gly Asp Trp Ala 



Val Ser Val Leu 

Val Arg Ala Glu 
1 

Gly Thr Asp Thr 
15 

Ala Gly Thr Met 
30 



Cys He Trp Met 
-15 

Glu Ala Gly Ala 
5 

Gly Asp Pro Gin 
20 

Asp Pro Glu Ser 
35 



2631 




m 



Ser lie Phe lie Glu Asp Ala lie Lys Tyr Phe Lys Glu Lys Val Ser 

40 45 50 

Thr Gin Asn Leu Leu Leu Leu Leu Thr Asp Asn Glu Ala Trp Asn Gly 

55 60 65 

Phe Val Ala Ala Ala Glu Leu Pro Arg 
70 75 

<210> 4199 
<211> 186 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 9.3 

seq LFLCYLLLFTCSG/VE 



<400> 4199 

Met Arg Gin Lys Ala Val Ser Leu Phe Leu Cys Tyr Leu Leu Leu Phe 
-20 -15 -10 -5 

Thr Cys Ser Gly Val Glu Ala Gly Lys Lys Lys Cys Ser Glu Ser Ser 

15 10 
Asp Ser Gly Ser Gly Phe Trp Lys Ala Leu Thr Phe Met Ala Val Gly 

15 20 25 

Gly Xaa Leu Ala Val Ala Gly Leu Pro Ala Leu Gly Phe Thr 
30 35 40 





<210> 


4200 


ftj 


<211> 


411 


5 TXT 


<212> 


PRT 




<213> 


Homo sapiens 






o 


<220> 






<221> 


SIGNAL 




<222> 


-18 . . -1 




<223> 


score 7 . 1 



seq IFVLLLSAIVSIS/AX 



<400> 4200 




























Met 


Tyr 


Gly 


Lys 
-15 


He 


He 


Phe 


Val 


Leu 
-10 


Leu 


Leu 


Ser 


Ala 


He 
-5 


Val 


Ser 


He 


Ser 


Ala 


Xaa 


Ser 


Thr 


Thr Gly Val Ala Met 


His 


Thr 


Ser 


Thr 


Ser 






1 








5 










10 










Ser 


Ser 


Val 


Thr 


Lys 


Ser 


Tyr 


He 


Ser 


Ser 


Gin 


Thr 


Asn 


Asp 


Thr 


His 


15 










20 










25 








30 


Lys 


Arg 


Asp 


Thr 


Tyr 
35 


Ala 


Ala 


Thr 


Pro 


Arg 
40 


Ala 


His 


Glu 


Val 


Ser 
45 


Glu 


He 


Ser 


Val 


Arg 


Thr 


Val 


Tyr 


Pro 


Pro 


Glu 


Glu 


Glu 


Thr 


Gly Glu Arg 








50 










55 










60 






Val 


Gin 


Leu 
65 


Ala 


His 


His 


Phe 


Ser 
70 


Glu 


Pro 


Glu 


He 


Thr 
75 


Leu 


He 


He 



2632 



Phe Gly Val Met Ala Gly Val He Gly Thr He Leu Leu He Ser Tyr 

80 85 90 

Gly He Arg Arg Leu He Lys Arg Gin Val He Asn Glu Asn Leu Phe 
95 100 105 110 

Thr Lys Pro Asn Val Glu Arg Thr Gin 
115 

<210> 4201 
<211> 243 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 10.9 

seq LAGLCCLVPVSLA/ED 



<400> 4201 

^ Met Pro Ser Ser Val Ser Trp Gly He Leu Leu Leu Ala Gly Leu Cys 
f: -20 -15 -10 

Cys Leu Val Pro Val Ser Leu Ala Glu Asp Pro Gin Gly Asp Ala Ala 
W -5 15 

Gin Lys Thr Asp Thr Ser His His Asp Gin Asp His Pro Thr Phe Asn 
10 15 20 

=^ Lys He Thr Pro Asn Leu Ala Glu Phe Ala Phe Ser Leu Tyr Ser Thr 
s 25 30 35 40 

Q His Ser Thr Gin Met Ser Thr Gin His Thr His Lys Arg Thr Ala His 
jSl 45 50 55 

He 



•J T7 



<210> 4202 
<211> 432 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 10.9 

seq LAGLCCLVPVSLA/ED 



<400> 4202 

Met Pro Ser Ser Val Ser Trp Gly He Leu Leu Leu Ala Gly Leu Cys 

-20 -15 -10 

Cys Leu Val Pro Val Ser Leu Ala Glu Asp Pro Gin Gly Asp Ala Ala 

-5 1 5 

Gin Lys Thr Asp Thr Ser His His Asp Gin Asp His Pro Thr Phe Asn 

10 15 20 

Lys He Thr Pro Asn Leu Ala Glu Phe Ala Phe Ser Leu Tyr Arg Gin 
25 30 35 40 

Leu Ala His Gin Ser Asn Ser Thr Asn He Phe Phe Ser Pro Val Ser 



2633 



= F5 



i=5 : 



45 50 55 

He Ala Thr Ala Phe Ala Met Leu Ser Leu Gly Thr Lys Ala Asp Thr 

60 65 70 

His Asp Glu lie Leu Glu Gly Leu Asn Phe Asn Leu Thr Glu He Pro 

75 80 85 

Glu Ala Gin He His Glu Gly Phe Gin Glu Leu Leu Arg Thr Leu Asn 

90 95 100 

Gin Pro Asp Ser Gin Leu Gin Leu Thr Thr Gly Asn Gly Leu Phe Leu 
105 110 115 120 

<210> 4203 
<211> 333 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -22 . . -1 
<223> score 8.6 

seq PLPLLLVLALSQG/IL 



^ <400> 4203 

m Met Gly Pro Glu Arg Thr Gly Ala Ala Pro Leu Pro Leu Leu Leu Val 
^ -20 -15 -10 

%Q Leu Ala Leu Ser Gin Gly He Leu Asn Cys Cys Leu Ala Tyr Asn Val 
-5 15 10 

Gly Leu Pro Glu Ala Lys He Phe Ser Gly Pro Ser Ser Glu Gin Phe 

15 20 25 

Gly Tyr Ala Val Gin Gin Phe He Asn Pro Lys Gly Asn Trp Leu Leu 

30 35 40 

Val Gly Ser Pro Trp Ser Gly Phe Pro Glu Asn Arg Met Gly Asp Val 

45 50 55 

Tyr Lys Cys Pro Val Asp Leu Ser Thr Ala Thr Cys Glu Lys Leu Asn 

60 65 70 

Leu Gin Thr Ser Thr Ser He Pro Asn Val Thr Glu Met Xaa Thr 
75 80 85 

<210> 4204 

<211> 552 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -14 . . -1 

<223> score 5.9 

seq AMRLILFFGALFG/HI 



<400> 4204 

Met Ala Met Arg Leu He Leu Phe Phe Gly Ala Leu Phe Gly His He 

-10 -5 1 

Tyr Cys Leu Glu Thr Phe Val Gly Asp Gin Val Leu Glu He Val Pro 



2634 



o. 



5 10 15 

Ser Asn Glu Glu Gin lie Lys Asn Leu Leu Gin Leu Glu Ala Gin Glu 

20 25 30 

His Leu Gin Leu Asp Phe Trp Lys Ser Pro Thr Thr Pro Gly Glu Thr 
35 40 45 50 

Ala His Val Arg Val Pro Phe Val Asn Val Gin Ala Val Lys Val Phe 

55 60 65 

Leu Glu Ser Gin Gly He Ala Tyr Ser He Met He Glu Asp Val Gin 

70 75 80 

Val Leu Leu Asp Lys Glu Asn Glu Glu Met Leu Phe Asn Arg Arg Arg 

85 90 95 

Glu Arg Ser Gly Asn Phe Asn Phe Gly Ala Tyr His Thr Leu Glu Glu 

100 105 110 

He Ser Gin Glu Met Asp Asn Leu Val Ala Glu His Pro Gly Leu Val 
115 120 125 130 

Ser Lys Val Asn He Gly Ser Ser Phe Glu Asn Arg Pro Met Asn Val 

135 140 145 

Leu Lys Phe Ser Thr Xaa Gly Asp Lys Pro Ala He Trp Leu Asp Ala 

150 155 160 

Gly He His Ala Arg Glu Trp Val 
165 170 

<210> 4205 



^ <211> 324 
C= <212> PRT 



<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -42 . . -1 
<223> score 5.8 

seq GLIVGLAVGLTRS/CD 



<400> 4205 
























Met 


Asn Phe 


Ala Glu Arg 


Glu 


Gly 


Ser 


Lys 


Arg 


Tyr 


Cys 


He 


Gin 


Thr 




-40 






-35 










-30 








Lys 


His Val 


Ala He Leu 


Cys 


Ala 


Val 


Val 


Val 


Gly Val 


Gly Leu 


He 




-25 




-20 










-15 










Val 


Gly Leu 


Ala Val Gly 


Leu 


Thr 


Arg 


Ser 


Cys 


Asp 


Ser 


Ser 


Gly Asp 


-10 




-5 










1 








5 




Gly 


Gly Pro 


Gly Thr Ala 


Pro 


Xaa 


Pro 


Ser 


His 


Leu 


Pro 


Ser 


Ser 


Thr 






10 






15 










20 






Ala 


Ser Pro 


Ser Gly Pro 


Pro 


Ala 


Gin 


Asp 


Gin 


Asp 


He 


Cys 


Pro 


Ala 




25 






30 










35 






Ser 


Glu Asp 


Glu Ser Gly 


Gin 


Trp 


Lys 


Asn 


Phe 


Arg 


Leu 


Pro 


Asp 


Phe 




40 




45 










50 








Val 


Asn Pro 


Val His Tyr 


Asp 


Leu 


His 


Val 


Lys 


Pro 










55 




60 










65 













<210> 4206 
<211> 288 
<212> PRT 

<213> Homo sapiens 



2635 



<220> 

<221> SIGNAL 
<222> -28 . . -1 
<223> score 12.5 

seq LLLLLLLPLRGQA/NT 



<400> 4206 

Met Asp Val Gly Pro Ser Ser Leu Pro His Leu Gly Leu Lys Leu Leu 

-25 -20 -15 

Leu Leu Leu Leu Leu Leu Pro Leu Arg Gly Gin Ala Asn Thr Gly Cys 

-10 -5 1 

Tyr Gly He Pro Gly Met Pro Gly Leu Pro Gly Ala Pro Gly Lys Asp 
5 10 15 20 

Gly Tyr Asp Gly Leu Pro Gly Pro Lys Gly Glu Pro Gly He Pro Ala 

25 30 35 

He Pro Gly He Arg Gly Pro Lys Gly Gin Lys Gly Glu Pro Gly Leu 

4 0 4 5 50 

Pro Gly His Pro Gly Lys Asn Gly Pro Met Gly Pro Pro Gly Met Pro 
55 60 65 

<210> 4207 

yJ <211> 393 

\B <212> PRT 

<213> Homo sapiens 

2 <220> 

PI <221> SIGNAL 

^ <222> -18. .-1 

<223> score 8.2 

seq LLLLLLSFLAPWA/TI 



<400> 4207 






















Met Gly Arg 


Arg 


Ala 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu Ser Phe Leu 


Ala 


Pro 




-15 










-10 




-5 






Trp Ala Thr 


He 


Ala 


Leu 


Arg 


Pro 


Xaa 


Leu 


Arg Ala Leu Gly 


Ser 


Leu 


1 








5 








10 






His Leu Pro 


Thr 


Asn 


Pro 


Thr 


Ser 


Leu 


Pro 


Ala Val Ala Lys 


Asn 


Tyr 


15 






20 










25 




30 


Ser Val Leu 


Tyr 


Phe 


Gin 


Gin 


Lys 


Val 


Asp 


His Phe Gly Phe 


Asn 


Thr 






35 










40 




45 




Val Lys Thr 


Phe 


Asn 


Gin 


Arg 


Tyr 


Leu 


Val 


Ala Asp Lys Tyr 


Trp 


Lys 




50 










55 




60 






Lys Asn Gly 


Gly 


Ser 


He 


Leu 


Phe 


Tyr Thr Gly Asn Glu Gly 


Asp 


He 


65 










70 






75 




He Trp Xaa 


Cys 


Asn 


Asn 


Thr Gly 


Phe 


Met 


Trp Asp Val Ala 


Glu 


Glu 


80 








85 








90 






Leu Lys Ala 


Met 


Leu 


Val 


Phe 


Ala 


Glu 


His 


Arg He Leu Trp 


Lys 


Ser 


95 






100 










105 


110 


Leu Ser Pro 






















<210> 4208 
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<211> 183 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 4.8 

seq PLTVSLVLEGSEA/RH 



<400> 4208 

Met Ser Gly He Lys Pro Leu Pro Leu Thr Val Ser Leu Val Leu Glu 
-20 -15 -10 -5 

Gly Ser Glu Ala Arg His His Val Val Arg Val Val Tyr Gly Ser Arg 

15 10 
Val Leu Gly Tyr Ser Trp Gly Glu Cys Arg Leu Asn Gly Arg Ala Ala 

15 20 25 

Arg Ser Lys Arg Leu Thr Arg Arg Gly His Ser Pro Arg 
30 35 40 

<210> 4209 
<211> 186 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -21 . . -1 
<223> score 8.4 

seq CAVLALVLAPAGA/FR 



ru 

ly 

O <400> 4209 

O Met Glu Arg Gly Leu Pro Leu Leu Cys Ala Val Leu Ala Leu Val Leu 
-20 -15 -10 

Ala Pro Ala Gly Ala Phe Arg Asn Asp Lys Cys Gly Asp Thr He Lys 
-5 15 10 

He Glu Ser Pro Gly Tyr Leu Thr Ser Pro Gly Tyr Pro His Ser Tyr 

15 20 25 

His Pro Ser Glu Lys Cys Glu Trp Leu He Gin Ala Pro Asp 
30 35 40 

<210> 4210 
<211> 324 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -26. . -1 
<223> score 7.4 

seq GWVLLLLQGGSA/YK 



2637 



iy 



<400> 4210 

Met Gly Ala Thr Thr Met Asp Gin Lys Ser Leu Trp Ala Gly Val Val 

-25 -20 -15 

Val Leu Leu Leu Leu Gin Gly Gly Ser Ala Tyr Lys Leu Val Cys Tvr 
-10 -5 - 1 5 ^ 

Phe Thr Asn Trp Ser Gin Asp Arg Gin Glu Pro Gly Lys Phe Thr Pro 

10 15 20 

Glu Asn He Asp Pro Phe Leu Cys Ser His Leu He Tyr Ser Phe Ala 

25 30 35 

Ser He Glu Asn Asn Lys Val He He Lys Asp Lys Ser Glu Val Met 

40 45 50 

Leu Tyr Gin Thr He Asn Ser Leu Lys Thr Lys Asn Pro Lys Leu Lys 
^5 60 65 70 

He Leu Leu Ser He Gly Gly Tyr Cys Leu Val Pro 
75 80 





<210> 


4211 




<211> 


243 




<212> 


PRT 


Ifl 


<213> 


Homo sapiens 




<220> 




yj 


<221> 


SIGNAL 




<222> 


-23. .-1 




<223> 


score 4.2 



seq YLHLAFLMTTVFS/LS 



<400> 4211 

Met Pro Thr Asp Met Glu His Thr Gly His Tyr Leu His Leu Ala Phe 

-20 -15 
Leu Met Thr Thr Val Phe Ser Leu Ser Pro Gly Thr Lys Ala Asn Tyr 

-5 15 
Thr Arg Leu Trp Ala Asn Ser Thr Ser Ser Trp Asp Ser Val He Gin 
10 15 20 25 

Asn Lys Thr Gly Arg Asn Gin Asn Glu Asn He Asn Thr Asn Pro He 

30 35 40 

Thr Pro Glu Val Asp Tyr Lys Gly Asn Ser Thr Asn Met Pro Glu Thr 
45 50 55 

Ser 



<210> 4212 
<211> 453 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -46. . -1 
<223> score 3.9 

seq PTLFTSSMSQVLA/NS 



2638 





<400> 4212 






























Met 


Asp 


Pro 


Lys 


Tyr 


Phe 


lie 


Leu 


He 


Leu 


Phe 


Cys 


Gly His 


Leu 


Asn 






-45 










-40 










-35 












Asn 


Thr 


Phe 


jrne 


Ser 


Lys 


inr 


Glu 


Thr 


He 


Thr 


Thr 


Glu 


Lys 


Gin 


Ser 




-30 










-25 










-20 








-15 




Gin 


Pro 


Thr 


Leu 


Phe 
-10 


Thr 


Ser 


Ser 


Met 


Ser 
-5 


Gin 


Val 


Leu 


Ala 


Asn 
1 


Ser 




Gin 


Asn 


Thr 


i nr 


Gly Asn 


Pro 


Leu 


Gly Gin 


Pro 


Thr 


Gin 


Phe 


Ser 


Asp 








J 










10 










15 










rTie 


Ser 


(jly 


Gin 


Ser 


He 


Ser 


Pro 


Ala 


Lys 


Val 


Thr 


Ala 


Gly 


Gin 






20 










25 










30 










Pro 


Thr 


Pro 


Ala 


Xaa 


Tyr 


Thr 


Ser 


Ser 


Glu 


Lys 


Pro 


Glu 


Ala 


His 


Thr 




35 










40 










45 










50 




Ser 


Ala 


Gly 


Gin 


Pro 
55 


Leu 


Ala 


Tyr 


Asn 


Thr 
60 


Lys 


Gin 


Pro 


Asn 


Thr 
65 


Asn 




Ser 


Gin 


Xaa 


Leu 
70 


Leu 


Pro 


Ala 


Ser 


Arg 
75 


Val 


His 


Leu 


Cys 


Gin 
80 


Thr 


Thr 




Thr 


He 


Cys 


Pro 


Tyr 


Phe 


Tyr 


His 


Thr 


Thr 


Thr 


Lys 


Val 


He 


Cys 


Leu 








85 










90 










95 








Tyr 


Phe 


Tyr 


Ser 


Thr 


He 


He 




















Ul 




100 










105 





















<210> 4213 
y <211> 237 
hQ <212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
^ <222> -23 . . -1 

<223> score 5.5 

seq ALALXTVMSXCGG/EX 



<400> 4213 

Met He Leu Asn Lys Ala Leu Met Xaa Gly Ala Leu Ala Leu Xaa Thr 

-20 -15 -10 

Val Met Ser Xaa Cys Gly Gly Glu Xaa He Xaa Xaa Asp His Val Ala 

-5 15 
Ser Tyr Xaa Val Asn Leu Tyr Xaa Xaa Tyr Gly Pro Ser Gly Gin Phe 
10 15 20 25 

Thr His Glu Phe Asp Gly Asp Glu Glu Phe Tyr Val Asp Leu Glu Arg 

30 35 40 

Xaa Glu Xaa Val Trp Lys Leu Pro Leu Phe His Arg Xaa Arg Phe 
45 50 55 

<210> 4214 
<211> 291 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -23 . . -1 



2639 



<223> score 6.9 

seq ALALTTVMSPCGG/ED 



<400> 4214 

Met He Leu Asn Lys Ala Leu Met Leu Gly Ala Leu Ala Leu Thr Thr 

-20 -15 -10 

Val Met Ser Pro Cys Gly Gly Glu Asp He Val Ala Asp His Val Ala 

-5 15 
Ser Tyr Gly Val Asn Leu Tyr Gin Ser Tyr Gly Pro Ser Gly Gin Tyr 
10 15 20 25 

Xaa His Glu Phe Asp Gly Asp Glu Xaa Phe Tyr Val Asp Leu Xaa Arg 

30 35 40 

Lys Glu Thr Val Trp Xaa Leu Pro Val Xaa Arg Phe Arg Arg Phe Asp 

45 50 55 

Pro Gin Phe Ala Leu Thr Asn He Ala Val Leu Lys His Asn Leu Asn 
60 65 70 

He 

^ <210> 4215 

y£ <211> 423 

pi <212> PRT 

:H= <213> Homo sapiens 

^ <220> 

^ <221> SIGNAL 

^ <222> -16 . . -1 

J" <223> score 13.3 

^ seq LLLLLAFLLPTGA/EA 



.=S!X 

u 



<400> 4215 




















Met 


Gin Pro 


Leu 


Leu 


Leu 


Leu Leu 


Ala 


Phe Leu 


Leu 


Pro Thr 


Gly Ala 




-15 








-10 






-5 




Glu 


Ala Gly 


Glu 


He 


He 


Gly Gly Arg Glu Ser 


Arg 


Pro His 


Ser Arg 


1 






5 








10 






15 


Pro 


Tyr Met 


Ala 


Tyr 


Leu 


Gin He 


Gin 


Ser Pro 


Ala 


Gly Gin Ser Arg 






20 








25 






30 




Cys 


Gly Gly 


Phe 


Leu 


Val 


Arg Glu 


Asp 


Phe Val 


Leu 


Thr Ala 


Ala His 




35 








40 








45 




Cys Trp Gly 


Ser 


Asn 


He 


Asn Val 


Thr 


Leu Gly 


Ala 


His Asn 


He Gin 




50 








55 






60 






Arg 


Arg Glu 


Asn 


Thr 


Gin 


Gin His 


He 


Thr Ala 


Arg Arg Ala 


He Arg 


65 








70 






75 






80 


His 


Pro Gin 


Tyr 


Asn 


Gin 


Arg Thr 


He 


Gin Asn 


Asp 


He Met 


Leu Leu 


Gin 






85 








90 






95 


Leu Ser 


Arg 


Arg 


Val 


Arg Arg Asn Xaa Xaa 


Val 


Asn Pro 


Val Ala 






100 








105 






110 




Leu 


Leu Glu 


Pro 


Gly 


Gly 


Thr Glu 


Thr 


Arg Asp 


Ala 


Val 






115 








120 






125 





<210> 4216 
<211> 411 
<212> PRT 



2640 




ry 



<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -17 . . -1 
<223> score 6.9 

seq LFLTMLTLALVKS/QD 



<400> 4216 




























Met Leu Lys 


Ala 


Leu 


Phe 


Leu 


Thr 


Met 


Leu 


Thr 


Leu 


Ala 


Leu 


Val 


Lys 


-15 










-10 










-5 






Ser Gin Asp 


Thr 


Glu 


Glu 


Thr 


He 


Thr 


Tyr 


Thr 


Gin 


Cys 


Thr 


Asp 


Gly 


1 






5 










10 








15 


Tyr Glu Trp 


Asp 


Pro 
20 


Val 


Arg 


Gin 


Gin 


Cys 
25 


Lys 


Asp 


He 


Asp 


Glu 
30 


Cys 


Asp He Val 


Pro 


Asp 


Ala 


Cys 


Xaa 


Gly Gly Met 


Lys 


Cys 


Val 


Asn 


His 




35 










40 










45 






Tyr Gly Gly 


Xaa 


Leu 


Cys 


Leu 


Pro 


Lys 


Thr 


Ala 


Gin 


He 


He 


Val 


Asn 


50 










55 










60 








Asn Glu Gin 


Pro 


Gin 


Gin 


Glu 


Thr 


Gin 


Pro 


Ala 


Glu 


Gly Thr 


Ser 


Gly 


65 








70 










75 








Ala Thr Thr 


Gly 


Val 


Val 


Ala 


Ala 


Xaa 


Ser 


Met 


Ala 


Thr 


Ser 


Xaa 


Val 


80 






85 










90 










95 


Leu Xaa Gly 


Gly 


Gly 


Phe 


Val 


Ala 


Ser 


Ala 


Ala 


Ala 


Val 


Ala Gly 


Pro 






100 










105 










110 




Glu Met Gin 


Thr 
115 


Gly 


Arg 


Asn 


Asn 


Phe 
120 

















<210> 4217 
<211> 411 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -33 . . -1 
<223> score 8.5 

seq LSFCVLLAGLCRG/NS 



<400> 4217 
















Met 


Ala 


Thr 


Ala 


Gly Gly 


Gly 


Ser 


Gly Ala Asp Pro Gly Ser Arg Gly 








-30 










-25 


-20 


Leu 


Leu 


Arg 


Leu 


Leu 


Ser 


Phe 


Cys 


Val Leu Leu 


Ala Gly Leu Cys Arg 






-15 










-10 




-5 


Gly 


Asn 


Ser 


Val 


Glu 


Arg 


Lys 


He 


Tyr He Pro 


Leu Asn Lys Thr Ala 




1 








5 






10 


15 


Pro 


Cys 


Val 


Arg 


Leu 


Leu 


Asn 


Ala 


Thr His Gin 


He Gly Cys Gin Ser 










20 








25 


30 


Ser 


He 


Ser 


Gly 


Asp 


Thr 


Gly Val 


He His Val 


Val Glu Lys Glu Glu 








35 










40 


45 


Asp 


Leu 


Gin 


Trp 


Val 


Leu 


Thr 


Asp Gly Pro Asn 


Pro Pro Tyr Met Val 






50 










55 




60 



2641 




Leu Leu Glu Ser Lys His Phe Thr Arg Asp Leu Met Glu Lys Leu Lys 

65 70 75 

Gly Arg Thr Ser Arg He Ala Gly Leu Ala Val Ser Leu Thr Lys Pro 
80 85 90 95 

Ser Pro Ala Ser Gly Phe Ser Pro Ser 
100 

<210> 4218 
<211> 372 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -17 . . -1 
<223> score 13 

seq IFFLLCLAGRALA/AP 



'^^ <400> 4218 

Met Arg Ala Trp He Phe Phe Leu Leu Cys Leu Ala Gly Arg Ala Leu 
T! -10 -5 

=7^ Ala Ala Pro Gin Gin Glu Ala Leu Pro Asp Glu Thr Glu Val Val Glu 
MJ 1 5 10 15 

^ Glu Thr Val Ala Glu Val Thr Glu Val Ser Val Gly Ala Asn Pro Val 
m 20 25 30 

CI *^ly Phe Asp Asp Gly Ala Glu Glu Thr Glu Glu 

s 35 40 45 

Glu Val Val Ala Glu Asn Pro Cys Gin Asn His His Cys Lys His Gly 

50 55 60 

Lys Val Cys Glu Leu Asp Glu Asn Asn Thr Pro Met Cys Val Cys Gin 

65 70 75 

Asp Pro Thr Ser Cys Pro Ala Pro He Gly Glu Phe Glu Lys Val Cys 
80 85 90 95 

Ser Asn Asp Asn Lys Thr Phe Asp Ser Ser Cys His 
100 105 

<210> 4219 
<211> 186 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -17. . -1 
<223> score 13 

seq IFFLLCLAGRALA/AP 



<400> 4219 

Met Arg Ala Trp He Phe Phe Leu Leu Cys Leu Ala Gly Arg Ala Leu 

-15 -10 -5 

Ala Ala Pro Gin Gin Glu Ala Leu Pro Asp Glu Thr Glu Val Val Glu 
^5 10 15 



m 



2642 




Glu Thr Val Ala Glu Val Thr Glu Val Ser Val Gly Ala Asn Pro Val 

20 25 30 

Gin Val Glu Val Gly Glu Phe lie Leu Asn Lys Gin Phe Arg 
35 40 45 

<210> 4220 

<211> 216 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -17 . . -1 
<223> score 13 

seq IFFLLCLAGRALA/AP 



<400> 4220 

Met Arg Ala Trp He Phe Phe Leu Leu Cys Leu Ala Gly Arg Ala Leu 

-15 -10 -5 

Ala Ala Pro Gin Gin Glu Ala Leu Pro Asp Glu Thr Glu Val Val Glu 

1 5 10 15 

Glu Thr Val Ala Glu Val Thr Glu Val Ser Val Gly Ala Asn Pro Val 
y 20 25 30 

^ Gin Asn Glu He His Cys Leu Leu Gin Thr Ser Thr Thr Lys Thr Ser 
^ 35 40 45 

Val Leu Leu Leu Gly Ser His Leu 
50 55 

^ <210> 4221 

^ <211> 264 

iU <212> PRT 

<213 > Homo sapiens 

O <220> 

<221> SIGNAL 
<222> -46 . . -1 
<223> score 6.5 

seq LLIFVLLPKWNT/SD 



1: 5=5 



<400> 4221 


























Met Lys Ser 


Ser Gly 


Pro 


Pro 


Ser 


Tyr 


Phe 


He 


Lys 


Arg 


Glu 


Ser 


Trp 


-45 






-40 










-35 








Gly Trp Thr 


Asp Phe 


Leu 


Met 


Asn 


Pro 


Met 


Val 


Met 


Met 


Met 


Val 


Leu 


-30 




-25 










-20 










-15 


Pro Leu Leu 


He Phe 


Val 


Leu 


Leu 


Pro 


Lys 


Val 


Val 


Asn 


Thr 


Ser Asp 




-10 










-5 










1 




Pro Asp Met 


Arg Arg 


Glu 


Met 


Glu 


Gin 


Ser 


Met 


Asn 


Met 


Leu 


Asn 


Ser 


5 








10 










15 








Asn His Glu 


Leu Pro 


Asp 


Val 


Ser 


Glu 


Phe 


Met 


Thr 


Arg 


Leu 


Phe 


Ser 


20 






25 










30 








Ser Lys Ser 


Ser Gly 


Lys 


Ser 


Ser 


















35 




40 























2643 



<210> 4222 
<211> 270 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -48 . . -1 
<223> score 4.1 

seq VFMLIVSVLALIP/ET 



<400> 4222 

Met Asp Asn Val Gin Pro Lys lie Lys His Arg Pro Phe Cys Phe Ser 

-45 -40 -35 

Val Lys Gly His Val Lys Met Leu Arg Leu Asp He He Asn Ser Leu 

-30 -25 -20 

Val Thr Thr Val Phe Met Leu He Val Ser Val Leu Ala Leu He Pro 

-15 -10 -5 

Glu Thr Thr Thr Leu Thr Val Gly Gly Gly Val Phe Ala Leu Val Thr 
f: ^5 10 15 

?^ Ala Val Cys Cys Leu Ala Asp Gly Ala Leu He Tyr Arg Lys Leu Leu 
W 20 25 30 

Phe Asn Pro Ser Gly Pro Tyr Gin Lys Lys 
35 40 



<210> 4223 
<211> 432 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -27 . . -1 
<223> score 8.6 

seq ATVLLLSFGSVAA/SH 



<400> 4223 
Met Ala Val Thr 
-25 

Val Leu Leu Leu 
-10 

Gin Ala Glu Gin 

Leu Val Cys Thr 
25 

Thr Leu Ser Val 
40 

His He Val Leu 
55 

Pro Lys Pro Ala 
70 



Asp Ser Leu Ser 
-20 

Ser Phe Gly Ser 
-5 

Phe Phe Arg Ser 
10 

Ser Arg Phe Trp 

Tyr Arg Ser Val 
45 

Met Leu Ala Asp 
60 

Thr Val Phe Ser 
75 



Arg Ala Ala Thr 

Val Ala Ala Ser 
1 

Gly His Thr Asn 
15 

Phe Asn Tyr Arg 
30 

Lys Arg Leu Gly 

Asp Met Ala Cys 
65 

His Lys Asn Met 
80 



Val Leu Ala Thr 
-15 

His He Glu Asp 
5 

Asn Trp Ala Val 
20 

His Val Ala Asn 
35 

He Pro Asp Ser 
50 

Asn Pro Arg Asn 

Glu Leu Asn Val 
85 



2644 



Tyr Gly Asp Asp Val Glu Val Asp Tyr Arg Ser Tyr Glu Val Thr Val 

90 95 100 

Glu Asn Phe Leu Arg Val Xaa Thr Gly Arg He Pro Pro Ser Thr Pro 
105 110 

<210> 4224 
<211> 381 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 4.1 

seq LHILILILLFVAT/LD 



sax. 



<400> 4224 


























Met 


Ser 


Leu 


Leu 


Leu 


Leu Val 


Val 


Ser 


Ala 


Leu 


His 


He 


Leu 


He 


Leu 








-20 








-15 










-10 






He 


Leu 


Leu 

-5 


Phe 


Val 


Ala Thr 


Leu 
1 


Asp 


Lys 


Ser 


Xaa 


Trp 


Thr 


Leu 


Pro 


Gly Lys 


Glu 


Ser 


Leu 


Asn Leu 


Trp 


Tyr Asp 


Cys 


5 

Thr 


Trp 


Asn 


Asn 


Asp 


10 










15 








20 










25 


Thr 


Lys 


Thr 


Trp 


Ala 


Cys Ser 


Asn 


Val 


Ser 


Glu 


Asn 


Gly 


Trp 


Leu 


Lys 


Ala 








30 








35 










40 


Val 


Gin 


Val 


Leu 


Met Val 


Leu 


Ser 


Leu 


He 


Leu 


Cys 


Cys 


Leu 


Ser 


Phe 






45 








50 










55 






He 


Leu 


Phe 


Met 


Phe Gin 


Leu 


Tyr 


Thr 


Met 


Arg Arg 


Gly Gly Leu 






60 








65 










70 








Phe 


Tyr 


Ala 


Thr 


Gly Leu Cys 


Gin 


Leu 


Cys 


Thr 


Ser 


Val 


Ala 


Val 


Phe 




75 








80 










85 










Thr 


Xaa 


Ala 


Leu 


He 


Tyr Ala 


He 


His 


Ala 


Glu 


Glu 


He 


Leu 


Glu 




90 










95 








100 













<210> 4225 
<211> 279 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -46 . . -1 
<223> score 9.8 

seq VLMVLSLILCCLS/FI 



<400> 4225 
Met Ser Leu Leu 
-45 

He Leu Leu Phe 
-30 

Gin Val Leu Met 



Leu Leu Val Val 
-40 

Val Gly Xaa Phe 
-25 

Val Leu Ser Leu 
-10 



Ser Ala Leu His 
-35 

Gly Gin Gly Trp 
-20 

He Leu Cys Cys 
-5 



He Leu He Leu 

Leu Lys Ala Val 
-15 

Leu Ser Phe He 
1 



2645 




Leu Phe Met Phe Gin Leu Tyr Xaa Met Arg Arg Gly Gly Leu Phe Tyr 

5 10 15 

Ala Xaa Gly Leu Cys Gin Leu Cys Thr Ser Val Ala Val Xaa Thr Xaa 

20 25 30 

Ala Leu lie Tyr Ala lie His Ala Glu Glu lie Leu Glu 
35 40 45 

<210> 4226 
<211> 411 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -39. . -1 
<223> score 5.5 

seq LLLRAAFQSLLDA/QA 



<400> 4226 





Met 


Glu 


Leu 


Ser 


Glu 


Ser 


Val Gin 


Lys Gly Phe 


Gin 


Met 


Leu 


Ala 


Asp 


y 1 










-35 






-30 








-25 






Pro 


Arg 


Ser 


Phe 


Asp 


Ser 


Asn Ala 


Phe Thr Leu 


Leu 


Leu 


Arg 


Ala 


Ala 










-20 








-15 






-10 








Phe 


Gin 


Ser 
-5 


Leu 


Leu 


Asp 


Ala Gin Ala Asp Glu Ala Val 


Leu 


Asp 


His 




Pro 


Asp 


Leu 


Lys 


His 


He 


Asp Pro 


Val Val Leu 


Lys 


His 


Cys 


His 


Ala 


s 


10 










15 




20 










25 




Ala 


Ala 


Ala 


Thr 


Tyr 


He 


Leu Glu 


Ala Gly Lys 


His 


Arg 


Ala 


Asp 


Lys 


ru 










30 






35 








40 




=a z 


Ser 


Thr 


Leu 


Ser 


Thr 


Tyr 


Leu Glu 


Asp Cys Lys 


Phe 


Asp 


Arg 


Glu 


Arg 


f 








45 








50 






55 








He 


Glu 


Leu 


Phe 


Cys 


Thr 


Glu Tyr 


Gin Asn Asn 


Lys 


Asn 


Ser 


Leu 


Glu 








60 








65 






70 










He 


Leu 


Leu 


Gly Ser 


He 


Gly Arg 


Ser Leu Pro 


His 


He 


Thr 


Asp 


Val 






75 










80 




85 












Ser 


Trp 


Arg 


Leu 


Glu 


Tyr 


Gin He 


Lys 














90 










95 

















<210> 4227 

<211> 210 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -26 . . -1 

<223> score 9.3 

seq MXPLLWLLPXXWA/VP 



<400> 4227 

Met Gly His Glu Gin Asn Gin Gly Ala Ala Leu Leu Gin Met Xaa Pro 
-25 -20 -15 



2646 



Leu Leu Trp Leu 
-10 

lie Ala Glu Val 
10 

Thr Leu Val Cys 
25 

Xaa Xaa Gin His 
40 



Leu Pro Xaa Xaa 
-5 

Phe Thr Leu Lys 

Xaa Xaa Ser Asn 
30 

His Ser 



Trp Ala Val Pro 
1 

Pro Leu Glu Phe 
15 

Leu Phe Pro Pro 



Glu Xaa Phe Pro 
5 

Gly Lys Pro Asn 
20 

Met Leu Thr Val 
35 



<210> 4228 

<211> 486 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -16. . -1 
<223> score 5.6 

seq KWLLCMLLVLGTA/ I V 





<400> 4228 
























Met 


Glu 


Gly Lys Trp 


Leu Leu 


Cys 


Met 


Leu 


Leu 


Val 


Leu 


Gly 


Thr 


Ala 


w 




-15 






-10 










-5 












lie 


Val 


Glu 


Ala His 


Asp Gly 


His 


Asp 


Asp 


Asp 


Val 


He 


Asp 


He 


Glu 


■-f% 


1 






5 








10 










15 




^^ 


Asp 


Asp 


Leu 


Asp Asp 


Val He 


Glu 


Glu 


Val 


Glu 


Asp 


Ser 


Lys 


Pro 


Asp 










20 






25 










30 








Thr 


Thr 


Ala 


Pro Pro 


Ser Ser 


Pro 


Lys 


Val 


Thr 


Tyr 


Lys 


Ala 


Pro 


Val 


ly 

a 5 






35 






40 










45 








Pro 


Thr 


Gly Glu Val 


Tyr Phe 


Ala 


Asp 


Ser 


Phe 


Asp Arg Gly 


Thr 


Leu 


- 




50 






55 










60 










=4'" 


Ser 


Gly 


Trp 


He Leu 


Ser Lys 


Ala 


Lys 


Lys 


Asp 


Asp 


Thr 


Asp 


Asp 


Glu 




65 








70 








75 










80 


r, z 
•bar 


He 


Ala 


Lys 


Tyr Asp Gly Lys 


Trp 


Glu 


Val 


Glu 


Glu 


Met 


Lys 


Glu 


Ser 










85 








90 










95 






Lys 


Leu 


Pro 


Gly Asp 
100 


Lys Gly 


Leu 


Val 
105 


Leu 


Met 


Ser 


Arg 


Ala 
110 


Lys 


His 




His 


Ala 


He 
115 


Ser Ala 


Lys Leu 


Asn 
120 


Lys 


Pro 


Phe 


Leu 


Phe 
125 


Asp 


Thr 


Lys 




Pro 


Leu 
130 


He 


Val Gin 


Tyr Glu 
135 


Val 


Asn 


Phe 


Gin 


Asn 
140 


Gly 


He 


Glu 


Cys 




Gly 


Gly 




























145 





























<210> 4229 
<211> 486 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -16. . -1 
<223> score 5.6 



2647 



seq KWLLCMLLVLGTA/IV 



<400> 4229 

Met Glu Gly Lys Trp Leu Leu Cys Met Leu Leu Val Leu Gly Thr Ala 

-15 -10 -5 

He Val Glu Ala His Asp Gly His Asp Asp Asp Val He Asp He Glu 
15 10 15 

Asp Asp Leu Asp Asp Val He Glu Glu Val Glu Asp Ser Lys Pro Asp 

20 25 30 

Thr Thr Ala Pro Pro Ser Ser Pro Lys Val Thr Tyr Lys Ala Pro Val 

35 40 45 

Pro Thr Gly Glu Val Tyr Phe Ala Asp Ser Phe Asp Arg Gly Thr Leu 

50 55 60 

Ser Gly Trp He Leu Ser Lys Ala Lys Lys Asp Asp Thr Asp Asp Glu 

70 75 80 

He Ala Lys Tyr Asp Gly Lys Trp Glu Val Glu Glu Met Lys Glu Ser 

85 90 95 

Lys Leu Pro Gly Asp Lys Gly Leu Val Leu Met Ser Arg Ala Lys His 

100 105 110 

His Ala He Ser Ala Lys Leu Asn Lys Pro Phe Leu Phe Asp Thr Lys 

115 120 125 

Pro Leu He Val Gin Tyr Glu Val Asn Phe Gin Asn Gly He Glu Cys 

130 135 140 

Gly Gly 
145 

<210> 4230 
<211> 252 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -16. . -1 
<223> score 11.9 

seq VLLSWLLALSSA/QS 



<400> 4230 
Met Leu Leu Val 
-15 

Gin Ser Thr Asp 
1 

Pro Asp Val Glu 
20 

Pro Pro Pro Glu 
35 

Gin Asp Asp Gly 
50 

Arg His Pro Pro 
65 

<210> 4231 



Leu Leu Ser Val 
-10 

Asn Asp Val Asn 
5 

Asp Ser Ser Gin 

Gly Leu Leu Pro 
40 

Pro Gin Gin Arg 
55 



Val Leu Leu Ala 

-5 

Tyr Glu Asp Phe 
10 

Arg Pro Asp Gin 
25 

Arg Pro Pro Gly 

Pro Pro Lys Pro 
60 



Leu Ser Ser Ala 

Thr Phe Thr He 
15 

Gly Pro Gin Arg 
30 

Asp Ser Gly Asn 
45 

Gly Gly His His 



2648 



m 



<211> 450 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -30. . -1 
<223> score 12.2 

seq LLLLLLCVFLVKS/QG 



<400> 4231 

Met Lys Arg Met Val Ser Trp Ser Phe His Lys Leu Lys Thr Met Lys 
-30 -25 -20 -15 

His Leu Leu Leu Leu Leu Leu Cys Val Phe Leu Val Lys Ser Gin Gly 

-10 . -5 1 

Val Asn Asp Asn Glu Glu Gly Phe Phe Ser Ala Arg Gly His Arg Pro 

5 10 15 

Leu Asp Lys Lys Arg Glu Glu Ala Pro Ser Leu Arg Pro Ala Pro Pro 

20 25 30 

Pro He Ser Gly Gly Gly Tyr Arg Ala Arg Pro Ala Lys Ala Ala Ala 
35 40 45 50 

Thr Gin Lys Lys Val Glu Arg Lys Ala Pro Asp Ala Gly Gly Cys Leu 

55 60 65 

His Ala Asp Pro Asp Leu Gly Val Leu Cys Pro Thr Gly Cys Gin Leu 

70 75 80 

Gin Glu Ala Leu Leu Gin Gin Glu Arg Pro He Arg Asn Ser Val Asp 

85 90 95 

Glu Leu Asn Asn Asn Val Glu Ala Val Ser Gin Thr Ser Ser Ser Ser 

100 105 110 

Phe Gin Tyr Met Tyr Leu 
115 120 

<210> 4232 

<211> 354 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -30. . -1 
<223> score 12.2 

seq LLLLLLCVFLVKS/QG 



<400> 4232 

Met Lys Arg Met Val Ser Trp Ser 
-30 -25 
His Leu Leu Leu Leu Leu Leu Cys 
-10 

Val Asn Asp Asn Glu Glu Gly Phe 

5 10 
Leu Asp Lys Lys Arg Val Pro Ser 
20 25 



Phe His Lys Leu Lys Thr Met Lys 
-20 -15 
Val Phe Leu Val Lys Ser Gin Gly 

-5 1 
Phe Ser Ala Arg Gly His Arg Pro 
15 

Arg Val Ala Gly Thr Thr Gly Thr 
30 



2649 




Arg His His Ala Gin Leu lie Phe Val Phe Leu Val Glu Thr Gly Phe 
35 40 45 50 

His Leu lie Gly Gin Val Gly Leu Glu Leu Gin Thr Ser Ser His Leu 

55 60 65 

Pro Thr Ser Ala Ser Gin Ser Val Gly lie Ser Gly Gly Ser His Cys 

70 75 80 

Thr Ser Thr Pro Asn Ala 
85 

<210> 4233 
<211> 237 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -40 . . -1 
<223> score 4 . 3 

seq LVPVFLLPAKLAS/AQ 



Ul <400> 4233 

Met Asp Ala Glu Val Gly Trp Gin Pro Ser Ala Arg Leu Pro Gly Ser 

y -40 -35 -30 -25 

Arg Val Glu Ala He Pro Thr Glu Ser He Trp Leu Val Pro Val Phe 
JS -20 -15 -10 

Leu Leu Pro Ala Lys Leu Ala Ser Ala Gin Val Gin He Leu Cys His 
,^ -5 15 

!^ Thr Tyr Trp Glu His Trp Thr Ser Gin Gly Gin Val Arg Met Arg Leu 
y 10 15 20 

HI Phe Gly Gin Arg Cys Gin Lys Cys Ser Trp Ser Gin Tyr Glu Met 

iU 25 30 35 

Q <210> 4234 
S <211> 297 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -14 . . -1 
<223> score 4 

seq ALLTAFSSSVAVT/DK 



<400> 4234 

Met Ala Leu Leu Thr Ala Phe Ser Ser Ser Val Ala Val Thr Asp Lys 

-10 -5 1 

Asp Thr Phe Glu Leu Ser Thr Phe Leu Asp Ser Ser Lys Ala Pro Gin 

5 10 15 

His Asp Arg Asn Glu Leu Pro Glu Gin Arg Gly Val Gly Gly Gly Leu 

20 25 30 

Asp Val Pro Phe Asp Xaa Ser Gly Leu Gly Ala Glu Glu Ser Leu Gly 
35 40 45 50 



2650 



Leu Leu Asp Asp Tyr Leu Xaa Val Ala Lys His Phe Lys Pro His Gly 

55 60 65 

Phe Ser Ser Asp Lys Ala Lys Ala Gly Ser Ser Glu Trp Leu Ala Val 
70 75 80 

Asp Gly Leu 
85 



<210> 4235 
<211> 189 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -22 . . -1 
<223> score 3.7 

seq VGASASATPWRA/AR 



^ <400> 4235 

%| Met Ala Arg Phe Asp Ser Gly Val Gly Val Gly Ala Ser Ala Ser Ala 
Ul -20 -15 -10 

Thr Pro Val Val Arg Ala Ala Arg Ala Trp Glu Leu Thr Pro Leu Thr 
y -5 15 10 

^ Asp Pro Gin Ser Gin Ser Gin Arg Cys Glu Glu Thr Ser Thr Leu Pro 
5 15 20 25 

Gly Pro Gin Gly Gin Arg Gly Ser Ala Ser Glu Ala Pro Phe Xaa 
^ 30 35 40 





<210> 


4236 


ly 


<211> 


321 


lU 


<212> 


PRT 




<213> 


Homo sapiens 




<220> 






<221> 


SIGNAL 




<222> 


-23 . . -1 




<223> 


score 13.6 



seq LVLLLLVLLPTDA/SV 



<400> 4236 
Met Gly Lys Asn 
-20 

Val Leu Leu Pro 
-5 

Val Leu Val Pro 
10 

Val Leu Leu Ser 

Glu Ser Val Arg 
45 

Asn Asp Val Leu 
60 



Lys Leu Leu His 

Thr Asp Ala Ser 
1 

Ser Leu Leu His 
15 

Tyr Leu Asn Glu 
30 

Gly Asn Arg Ser 

His Cys Val Ala 
65 



Pro Ser Leu Val 
-15 

Val Ser Gly Lys 
5 

Thr Glu Thr Thr 
20 

Thr Val Thr Val 
35 

Leu Phe Thr Asp 
50 

Phe Ala Val Pro 



Leu Leu Leu Leu 
-10 

Pro Gin Tyr Met 

Glu Lys Gly Cys 
25 

Ser Ala Ser Leu 
40 

Leu Glu Ala Glu 
55 

Lys Ser Ser Ser 
70 



2651 





Asn Glu Glu Val Met Phe Leu Thr Val Gin Val 
75 80 

<210> 4237 
<211> 282 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -27 . . -1 
<223> score 9.8 

seq LIPLIFLISGAEA/AS 



<400> 4237 

Met Ala Glu Ala Lys Thr His Trp Leu Gly Ala Ala Leu Ser Leu He 

-25 -20 -15 

Pro Leu He Phe Leu He Ser Gly Ala Glu Ala Ala Ser Phe Gin Arq 

-10 -5 1 5 

Asn Gin Leu Leu Gin Lys Glu Pro Asp Leu Arg Leu Glu Asn Val Gin 

10 15 20 

Lys Phe Pro Ser Pro Glu Met He Arg Ala Leu Glu Tyr He Glu Asn 

25 30 35 

Leu Arg Gin Gin Ala His Lys Glu Glu Ser Ser Pro Asp Tyr Asn Pro 

40 45 50 

Tyr Gin Gly Val Ser Val Pro Leu Gin Gin Lys Glu Asn Gly 
55 60 65 

<210> 4238 
<211> 441 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -30. . -1 
<223> score 8.8 

seq ALLLALGVERALA/LP 



<400> 4238 
























Met 


Ala 


Pro 


His 


Gly 


Pro 


Gly 


Ser Leu Thr 


Thr 


Leu 


Val 


Pro 


Trp 


Ala 


-30 










-25 






-20 








-15 


Ala 


Ala 


Leu 


Leu 


Leu 
-10 


Ala 


Leu 


Gly Val Glu 
-5 


Arg 


Ala 


Leu 


Ala 


Leu 
1 


Pro 


Glu 


He 


Cys 


Thr 


Gin 


Cys 


Pro Gly Ser Val 


Gin 


Asn 


Leu 


Ser 


Lys 


Val 






5 










10 






15 






Ala 


Phe 


Tyr 


Cys 


Lys 


Thr 


Thr 


Arg Glu Leu 


Met 


Leu 


His 


Ala 


Arg 


Cys 




20 










25 






30 






Cys 


Leu 


Asn 


Gin 


Lys 


Gly 


Thr 


He Leu Gly Leu Asp Leu Gin Asn Cys 


35 










40 






45 










50 


Ser 


Leu 


Glu 


Asp 


Pro 
55 


Gly 


Pro 


Asn Phe His 
60 


Gin 


Ala 


His 


Thr 


Thr 
65 


Val 
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He He Asp Leu Gin Ala Asn Pro Leu Lys Gly Asp Leu Ala Asn Thr 

70 75 80 

Phe Arg Gly Phe Thr Gin Leu Gin Thr Leu He Leu Pro Gin His Val 

85 90 95 

Asn Cys Pro Gly Gly He Asn Ala Trp Asn Thr He Thr Ser Tyr He 

100 105 110 

Asp Asn Gin 
115 

<210> 4239 
<211> 294 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -21. . -1 
<223> score 7.9 

seq GLVLATLLSQVSP/FK 



<400> 4239 

Met Glu His Ser Thr Phe Leu Ser Gly Leu Val Leu Ala Thr Leu Leu 

-20 -15 -10 

Ser Gin Val Ser Pro Phe Lys He Pro He Glu Glu Leu Glu Asp Arg 
-Sis 10 
Val Phe Val Asn Cys Asn Thr Ser He Thr Xaa Val Glu Gly Thr Val 

15 20 25 

Gly Thr Leu Leu Ser Asp He Thr Arg Leu Asp Leu Gly Lys Arg He 

30 35 40 

Leu Asp Pro Arg Gly He Tyr Arg Cys Asn Gly Thr Asp He Tyr Lys 

45 50 55 

Asp Lys Glu Ser Thr Val Gin Val His Tyr Arg Met Cys Gin Ser Cys 
60 65 70 75 

Val Glu 

<210> 4240 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -39. . -1 
<223> score 3.7 

seq VFFSPMSMSCALA/MV 



<400> 4240 

Met Asp Val Leu Ala Glu Ala Asn Gly Thr Phe Ala Leu Asn Leu Leu 

-35 -30 -25 

Lys Thr Leu Gly Lys Asp Asn Ser Lys Asn Val Phe Phe Ser Pro Met 

-20 -15 -10 

Ser Met Ser Cys Ala Leu Ala Met Val Tyr Met Gly Ala Lys Gly Asn 
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-5 




Thr Ala Ala Gin Met Ala Gin He Leu Ser Phe Asn Lys Ser Gly Gly 
10 15 20 25 

Gly Gly Asp Thr 

<210> 4241 

<211> 162 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 4 

seq AAAAVAAAAAVTA/GE 



<400> 4241 

Met Ala Thr Val Ala Ala Asn Pro Ala Ala Ala Ala Ala Ala Val Ala 

-20 -15 -10 

Ala Ala Ala Ala Val Thr Ala Gly Glu Trp His Glu Pro Gin Gly Ala 

-5 15 
Gly Leu Gin Glu Ala Lys He Ala Pro Leu His Ser Ser Leu Gly Asp 
10 15 20 25 

Ser Glu Thr Pro Ser Gin 
30 

<210> 4242 

<211> 228 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -29. . -1 
<223> score 7.1 

seq LLFLLSAVYLGPG/CQ 



<400> 4242 

Met Pro Gly Gly 

Leu Leu Phe Leu 
-10 

Leu Trp Met His 
5 

Asp Ala His Phe 
20 

Thr Trp Trp Arg 



<210> 4243 
<211> 228 
<212> PRT 



Pro Gly Val Leu 
-25 

Leu Ser Ala Val 

Lys Val Pro Ala 
10 

Gin Cys Pro His 
25 

Val Leu His Gly 
40 



Gin Ala Leu Pro 
-20 

Tyr Leu Gly Pro 
-5 

Ser Leu Met Val 
15 

Asn Ser Ser Asn 
30 

Asn Tyr Thr Trp 
45 



Ala Thr He Phe 
-15 

Gly Cys Gin Ala 
1 

Ser Leu Gly Glu 

Asn Ala Asn Val 
35 
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<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -41. . -1 
<223> score 3.6 

seq AGAGLPALDLAKA/QR 



<400> 4243 

Met Gly Thr Pro Gly Glu Gly Leu Gly Arg Cys Ser His Ala Leu lie 

-40 -35 -30 

Arg Gly Val Pro Glu Ser Leu Ala Ser Gly Glu Gly Ala Gly Ala Gly 
-25 -20 -15 -10 

Leu Pro Ala Leu Asp Leu Ala Lys Ala Gin Arg Glu His Gly Val Leu 

-5 15 
Gly Gly Lys Leu Arg Gin Arg Leu Gly Leu Gin Leu Leu Glu Leu Pro 

10 15 20 

Pro Glu Glu Ser Leu Pro Leu Gly Pro Leu Leu Gly 
O 25 30 35 

yl <210> 4244 

1^ <211> 351 

= ,5 <212> PRT 

<213> Homo sapiens 

'-^ <220> 

^ <221> SIGNAL 

- <222> -29. . -1 

O <223> score 8.5 

flJ seq LLGLLMAACFTFC/LS 



<400> 4244 






















Met 


Ala 


Pro 


Gin 


Ser 


Leu 


Pro Ser Ser Arg 


Met 


Ala 


Pro 


Leu 


Gly Met 










-25 




-20 










-15 




Leu 


Leu 


Gly 


Leu 


Leu 


Met 


Ala Ala Cys Phe 


Thr 


Phe 


Cys 


Leu 


Ser 


His 








-10 






-5 








1 






Gin 


Asn 


Leu 


Lys 


Glu 


Phe 


Ala Leu Thr Asn 


Pro 


Glu 


Lys 


Ser 


Ser 


Thr 




5 










10 




15 










Lys 


Glu 


Thr 


Glu 


Arg 


Lys 


Glu Thr Lys Ala 


Glu 


Glu 


Glu 


Leu 


Asp 


Ala 


20 










25 




30 








35 


Glu 


Val 


Leu 


Glu 


Val 


Phe 


His Pro Thr His 


Glu 


Trp 


Gin 


Ala 


Leu 


Gin 










40 




45 










50 




Pro 


Gly 


Gin 


Ala 


Val 


Pro 


Ala Gly Ser His 


Val 


Arg 


Leu 


Asn 


Leu 


Gin 








55 






60 








65 






Thr 


Gly 


Glu Arg Glu Ala Lys Leu Gin Tyr Glu Asp Lys 


Phe 


Arg 


Asn 






70 








75 






80 








Asn 


Leu 


Lys 


Gly Lys 




















85 

























<210> 4245 
<211> 423 
<212> PRT 
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<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -26 . . -1 
<223> score 8.3 

seq CLLLCGSITLALG/NA 



~,fl 

m 



<400> 4245 




























Met 


Arg 


Gly 


Gly 


Lys 


Cys 


Asn 


Met 


Leu 


Ser 


Ser 


Leu 


Gly Cys 


Leu 


Leu 




-25 










-20 










-15 










Leu 


Cys 


Gly 


Ser 


He 


Thr 


Leu 


Ala 


Leu 


Gly Asn Ala 


Gin 


Lys 


Leu 


Pro 


-10 










-5 










1 






5 




Lys 


Gly 


Lys 


Arg 


Pro 


Asn 


Leu 


Lys 


Val 


His 


He 


Asn 


Thr 


Thr 


Ser 


Asp 








10 










15 










20 




Ser 


lie 


Leu 


Leu 


Lys 


Phe 


Leu 


Arg 


Pro 


Ser 


Pro 


Asn 


Val 


Lys 


Leu 


Glu 






25 










30 










35 






Gly Leu 


Leu 


Leu 


Gly 


Tyr Gly Ser 


Asn 


Val 


Ser 


Pro 


Asn 


Gin 


Tyr 


Phe 




40 










45 










50 








Pro 


Leu 


Pro 


Ala 


Glu 


Gly Lys 


Phe 


Thr 


Glu 


Ala 


He 


Val 


Asp 


Ala 


Glu 


55 










60 










65 








70 


Pro 


Lys 


Tyr 


Leu 


He 


Val 


Val 


Arg 


Pro 


Ala 


Pro 


Pro 


Pro 


Ser 


Gin 


Lys 










75 










80 










85 


Lys 


Ser 


Cys 


Ser 
90 


Gly 


Lys 


Thr 


Arg 


Ser 
95 


Arg 


Lys 


Pro 


Leu 


Gin 
100 


Leu 


Val 


Val 


Gly 


Thr 
105 


Leu 


Thr 


Pro 


Ser 


Ser 
110 


Val 


Phe 


Leu 


Ser 


Trp 
115 









<210> 4246 
<211> 255 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 4 

seq LLLXLHWKHGAGS/PL 



<400> 4246 
Met Lys Val Leu 
-20 

Trp Lys His Gly 
-5 

Thr Cys Ala He 
10 

Arg Ser Gin Leu 

Leu Tyr Tyr Thr 
45 

Leu Cys Gly Pro 
60 



Ala Ala Gly Val 

Ala Gly Ser Pro 
1 

Arg His Pro Cys 
15 

Ala Gin Leu Asn 
30 

Ala Gin Gly Glu 
Asn 



Val Pro Leu Leu 
-15 

Leu Pro He Thr 
5 

His Asn Asn Leu 
20 

Gly Ser Ala Asn 
35 

Pro Phe Pro Asn 
50 



Leu Xaa Leu His 
-10 

Pro Val Asn Ala 

Met Asn Gin He 
25 

Ala Leu Phe He 
40 

Asn Leu Asp Lys 
55 
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<210> 4247 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 11.7 

seq lALLLTVLQVSRG/QK 



<400> 4247 

Met Asn Leu Ala He Ser He Ala Leu Leu Leu Thr Val Leu Gin Val 

-15 -10 -5 

Ser Arg Gly Gin Lys Val Thr Ser Leu Thr Ala Cys Leu Val Asp Gin 

15 10 
Ser Leu Arg Leu Asp Cys Arg His Glu Asn Thr Ser Ser Ser Pro He 

15 20 25 

Gin Tyr Glu Phe Ser Leu Thr Arg Glu Thr Lys Lys His Val Leu Phe 
30 35 40 45 

M= Gly Thr Val Gly Val Pro Glu His Thr Tyr Arg Ser Arg Thr Asn Phe 
yj 50 55 60 

C= '^^^ Ser Ala Ser Leu Ala 

|4 65 70 75 

Arg Thr Arg Ala Leu His Val Cys Thr 
80 85 



ij <210> 4248 

fU <211> 228 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -37 . . -1 
<223> score 3.6 

seq PLSLDCGHSFCQA/CI 



<400> 4248 

Met Asp Phe Ser Val Lys Val Asp 
-35 -30 
He Cys Leu Glu Leu Leu Thr Glu 

-20 -15 
Ser Phe Cys Gin Ala Cys He Thr 
-5 1 
He Ser Arg Gly Glu Ser Ser Cys 
15 

Pro Gly Asn Leu Arg Pro Asn Arg 
30 35 

<210> 4249 



He Glu Lys Glu Val Thr Cys Pro 
-25 

Pro Leu Ser Leu Asp Cys Gly His 
-10 

Ala Lys He Lys Glu Ser Val He 

5 10 
Pro Val Cys Gin Xaa Arg Xaa Gin 
20 25 
His Leu Ala Asn 
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<211> 588 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 11.8 

seq ALLVCAVLGLCLA/VP 



<400> 4249 

Met Arg Leu Ala Val Gly Ala Leu Leu Val Cys Ala Val Leu Gly Leu 

-15 -10 -5 

Cys Leu Ala Val Pro Asp Lys Thr Val Arg Trp Cys Ala Val Ser Glu 

15 10 
His Glu Ala Thr Lys Cys Gin Ser Phe Arg Asp His Met Lys Ser Val 
15 20 25 

^ lie Pro Ser Asp Gly Pro Ser Val Ala Cys Val Lys Lys Ala Ser Tyr 
O 30 35 40 45 

Leu Asp Cys lie Arg Ala lie Ala Ala Asn Glu Ala Asp Ala Val Thr 

50 55 60 

Leu Asp Ala Gly Leu Val Tyr Asp Ala Tyr Leu Ala Pro Asn Asn Leu 

65 70 75 

Lys Pro Val Val Ala Glu Phe Tyr Gly Ser Lys Glu Asp Pro Gin Thr 

80 85 90 

Phe Tyr Tyr Ala Val Ala Val Val Lys Lys Asp Ser Gly Phe Gin Met 

95 100 105 

Asn Gin Leu Arg Gly Lys Lys Ser Cys His Thr Gly Leu Gly Arg Ser 
110 115 120 125 

Ala Gly Trp Asn lie Pro lie Gly Leu Leu Tyr Cys Asp Leu Pro Glu 

130 135 140 

Pro Arg Lys Pro Leu Glu Lys Ala Val Ala Asn Phe Phe Ser Gly Ser 

145 150 155 

Cys Ala Pro Cys Ala Asp Gly Thr Asp Phe Pro Gin Leu Cys Gin Leu 

160 165 170 

Cys Pro Gly Cys 
175 



<210> 4250 
<211> 264 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 7.4 

seq LLAAVSILSACQQ/SY 



<400> 4250 

Met Ala Gly Asn Ser lie Leu Leu Ala Ala Val Ser lie Leu Ser Ala 
-15 -10 -5 
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^ # 



Cys 


Gin 


Gin 


Ser 


Tyr 


Phe 


Ala Leu 


Gin Val Gly Lys Ala Arg 


Leu 


Lys 








1 






5 




10 






Tyr 


Lys 


Val 


Thr 


Pro 


Pro 


Ala Val 


Thr Gly Ser Pro 


Glu Phe 


Glu 


Arg 




15 










20 


25 






Val 


Phe 


Arg 


Ala 


Gin 


Gin 


Asn Cys 


Val Glu Phe Tyr 


Pro He 


Phe 


He 


30 










35 




40 






45 


He 


Thr 


Leu 


Trp 


Met 


Ala 


Gly Trp Tyr Phe Asn Gin 


Val Phe 


Ala 


Thr 










SO 






55 




60 




Xaa 


Xaa 


Gly 


Leu 
65 


Val 


Tyr 


He Tyr 











<210> 4251 

<211> 312 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
_^ <222> -28. . -1 

<223> score 3.9 

seq FQSFSSASSPVNC/QW 

y <400> 4251 

Met Lys Val He Ser Leu Phe He Leu Val Gly Phe He Gly Glu Phe 
-25 -20 -15 

^ Gin Ser Phe Ser Ser Ala Ser Ser Pro Val Asn Cys Gin Trp Asp Phe 
-10 -5 1 

Tyr Ala Pro Trp Ser Glu Cys Asn Gly Cys Thr Lys Thr Gin Thr Arg 
5 10 15 20 

Arg Arg Ser Val Ala Val Tyr Gly Gin Tyr Gly Gly Gin Pro Cys Val 

25 30 35 

Gly Asn Ala Phe Glu Thr Gin Ser Cys Glu Pro Thr Arg Gly Cys Pro 

40 45 50 

Thr Glu Glu Gly Cys Gly Glu Arg Phe Arg Cys Phe Ser Gly Gin Cys 

55 60 65 

He Ser Lys Ser Trp Phe Ala Trp 
70 75 



<210> 4252 
<211> 330 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 13.5 

seq LLLLLSACLAVSA/GP 



<400> 4252 

Met Arg Ser Leu Gly Ala Leu Leu Leu Leu Leu Ser Ala Cys Leu Ala 
-15 -10 -5 
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Val Ser Ala Gly 
1 

Glu Asn Phe Asn 
15 

lie Gly Ser Thr 
30 

Val Ser Thr Leu 

Met Thr Ser Thr 
65 

Leu Met Xaa Lys 
80 



Pro Val Pro Thr 
5 

lie Ser Arg lie 
20 

Cys Pro Trp Leu 
35 

Val Leu Gly Glu 
50 

Arg Trp Arg Lys 

Gin Xaa Leu Met 
85 



Pro Pro Asp Asn 

Tyr Gly Lys Trp 
25 

Lys Lys lie Met 
40 

Gly Ala Thr Glu 
55 

Gly Val Cys Glu 
70 

Gly Ser Phe Ser 



He Gin Val Gin 
10 

Tyr Asn Leu Ala 

Asp Arg Met Thr 
45 

Ala Glu He Ser 
60 

Arg Arg Leu Glu 

75 
He Thr 
90 



<210> 4253 
<211> 252 
<212> PRT 

<213> Homo sapiens 



mi 



<220> 

<221> SIGNAL 
<222> -21 . . -1 
<223> score 12.9 

seq LLLLLLLTLLGLG/LV 



<400> 4253 

Met Ala Leu Gin Arg Thr His Ser Leu Leu Leu Leu Leu Leu Leu Thr 

-20 -15 -10 

Leu Leu Gly Leu Gly Leu Val Gin Pro Ser Tyr Gly Gin Asp Gly Met 
-5 15 10 

Tyr Gin Arg Phe Leu Arg Gin His Val His Pro Glu Glu Thr Gly Gly 
iiy 15 20 25 

Ser Asp Arg Tyr Cys Asn Leu Met Met Gin Arg Arg Lys Met Thr Leu 

30 35 40 

Tyr His Cys Lys Arg Phe Asn Thr Phe He His Glu Asp He Trp Asn 

45 50 55 

He Arg Ser He 
60 



<210> 4254 
<211> 279 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 11.7 

seq FVLGLGLTPPTLA/QD 



<400> 4254 

Met Val Met Gly Leu Gly Val Leu Leu Leu Val Phe Val Leu Gly Leu 
-20 -15 -10 



2660 





Leu 


Thir 


Pro 


Pro 


Thr 


Leu 


Ala 


Gin 


Asp 


Asn 


Ser 


Arg 


Tyr 


Thr 


His 


Phe 


Leu 


Thr 


-5 
Gin 


His 


Tyr 


Asp 


Ala 


1 

Lys 


Pro 


Gin 


Gly Arg Asp Asp Arg 




10 










15 










20 










Tyr 


Cys 


Glu 


Ser 


He 


Met 


Arg Arg Arg Gly 


Leu 


Thr 


Ser 


Pro 


Cys 


Lys 


25 










30 










35 










40 


Asp 


He 


Asn 


Thr 


Phe 


Xaa 


Ser 


Trp 


Gin 


Gin 


Ala 


Gin 


He 


Lys 


Ala 


He 










45 










50 










55 




Cys 


Glu 


Asn 


Lys 


Asn 


Gly Asn 


Pro 


His 


Arg 


Glu 


Asn 


Leu 














60 










65 

















<210> 4255 

<211> 198 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
_ <222> -24 . . -1 

^ <223> score 11.7 

seq FVLGLGLTPPTLA/QD 

Ul 

y <400> 4255 

Met Val Met Gly Leu Gly Xaa Leu Leu Leu Val Phe Val Leu Gly Leu 
% -20 -15 -10 

Gly Leu Thr Pro Pro Thr Leu Ala Gin Asp Asn Ser Arg Tyr Thr His 
^ -5 15 

Phe Leu Thr Gin His Tyr Asp Ala Lys Pro Gin Gly Arg Asp Asp Arg 
y 10 15 20 

ry Tyr Cys Glu Ser He Met Arg Arg Arg Gly Leu Thr Ser Pro Cys Lys 
fU 25 30 35 40 

Asp He 

K <210> 4256 

<211> 402 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -33 . . -1 
<223> score 11.2 

seq ILCLLAWAGLAAG/DR 



<400> 4256 

Met Arg Lys Arg Ala Pro Gin Ser 
-30 

Leu Arg Ala Thr He Leu Cys Leu 
-15 -10 
Gly Asp Arg Val Tyr He His Pro 

1 5 
Ser Thr Cys Glu Gin Leu Ala Lys 



Glu Met Ala Pro Ala Gly Val Ser 
-25 -20 
Leu Ala Trp Ala Gly Leu Ala Ala 
-5 

Phe His Leu Val He His Asn Glu 

10 15 
Ala Asn Ala Gly Lys Pro Lys Asp 
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20 

Pro Thr Phe lie Pro 
35 

Glu Lys Ala Leu Gin 
50 

Thr Glu Asp Lys Leu 
65 

Trp Ala Ser Val Tyr 
80 

Met Gly Pro Xaa Ser 
100 



25 

Ala Pro lie Gin Ala Lys 
40 

Asp Gin Leu Val Leu Val 
55 

Arg Ala Ala Met Val Gly 
70 

Met Ala Cys Thr Val Ser 
85 90 
Ser 



30 

Thr Ser Pro Val Asp 
45 

Ala Ala Lys Leu Asp 
60 

Met Leu Ala Asn Ser 
75 

Tyr Gly Ala Trp Ser 
95 



<210> 4257 
<211> 447 
<212> PRT 

<213 > Homo sapiens 



<220> 

<221> SIGNAL 
<222> -45 . . -1 
<223> score 3.7 

seq EDLLMYLLQLVQA/LK 



<400> 4257 

Met Asp Val Glu Asp Ser Leu Glu Leu Leu Ser Ser His Tyr Thr Asn 

-45 -40 -35 -30 

^ Pro Thr Val Arg Arg Tyr Ala Val Ala Arg Leu Arg Gin Ala Asp Asp 

- -25 -20 -15 

O Glu Asp Leu Leu Met Tyr Leu Leu Gin Leu Val Gin Ala Leu Lys Tyr 

rU -10 -5 1 

f\l Glu Asn Phe Asp Asp lie Lys Asn Gly Leu Glu Pro Thr Lys Lys Asp 

1-5 5 10 15 

S Ser Gin Ser Ser Val Ser Glu Asn Val Ser Asn Ser Gly lie Asn Ser 

20 25 30 35 

^ Ala Glu lie Asp Ser Ser Gin lie lie Thr Ser Pro Leu Pro Ser Val 

40 45 50 

Ser Ser Pro Pro Pro Ala Ser Lys Thr Lys Glu Val Pro Asp Gly Glu 

55 60 65 

Asn Leu Glu Gin Asp Leu Cys Thr Phe Leu lie Ser Arg Ala Cys Lys 

70 75 80 

Asn Ser Thr Leu Ala Asn Tyr Leu Tyr Trp Tyr Val lie Val Glu Cys 

85 90 95 

Glu Asp Gin Asp Thr 
100 



<210> 4258 

<211> 363 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -17 . . -1 
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^ 0 



<223> score 6.5 

seq WTITLFLLGAAKG/KE 



<400> 4258 

Met Leu He Phe Trp Thr He Thr Leu Phe Leu Leu Gly Ala Ala Lys 

-15 -10 -5 

Gly Lys Glu Val Cys Tyr Glu Asp Leu Gly Cys Phe Ser Asp Thr Glu 

15 10 15 

Pro Trp Gly Gly Thr Ala He Arg Pro Leu Lys He Leu Pro Trp Ser 

20 25 30 

Pro Glu Lys He Gly Thr Arg Phe Leu Leu Tyr Thr Asn Glu Asn Pro 

35 40 45 

Asn Asn Phe Gin He Leu Leu Leu Ser Asp Pro Ser Thr He Glu Ala 

50 55 60 

Ser Asn Phe Gin Met Asp Arg Lys Thr Arg Phe He He His Gly Phe 

65 70 75 

He Asp Lys Gly Asp Glu Ser Trp Val Thr Asp Met Cys Lys Lys Leu 
^ 85 90 95 

Phe Glu Val Glu Glu Val Asn Cys He 
^ 100 

H= <210> 4259 

yj <211> 300 

.ft <212> PRT 

,ri <213> Homo sapiens 

•'tar 

<220> 

<221> SIGNAL 
^ <222> -22 . . -1 
ny <223> score 5.8 
ly seq LGIILLVLIGXQG/TP 

S <400> 4259 

Met Lys Lys Ser Gly Val Leu Phe Leu Leu Gly He He Leu Leu Val 

-20 -15 -10 

Leu He Gly Xaa Gin Gly Thr Pro Val Val Arg Lys Gly Arg Cys Ser 

1 S 10 

Cys He Ser Thr Asn Gin Gly Thr He His Leu Gin Ser Leu Lys Asp 

15 20 25 

Leu Lys Gin Phe Ala Pro Ser Pro Ser Cys Glu Lys He Glu He He 

30 35 40 

Ala Thr Leu Lys Asn Gly Val Gin Thr Cys Leu Asn Pro Asp Ser Ala 

45 50 55 

Asp Val Lys Glu Leu He Xaa Lys Trp Glu Asn Arg Ser Ala Lys Arg 

60 65 70 

Lys Ser Lys Arg 
75 

<210> 4260 
<211> 390 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> SIGNAL 
<222> -13 . . -1 
<223> score 4.2 

seq MLSVRVAAAWRA/LP 



<400> 4260 


















Met Leu Ser Val 


Arg 


Val 


Ala 


Ala Ala Val 


Val 


Arg 


Ala 


Leu Pro Arg 


-10 








-5 








1 


Arg Ala Gly Leu 


Val 


Ser 


Arg Asn Ala Leu 


Gly Ser 


Ser 


Phe He Ala 


b 






10 






15 






Ala Arg Asn Phe 


His 


Ala 


Ser 


Asn Thr His 


Leu 


Gin 


Lys 


Thr Gly Thr 


20 




25 






30 




35 


Ala Glu Met Ser 


Ser 


He 


Leu 


Glu Glu Arg 


He 


Leu 


Gly Ala Asp Thr 




40 






45 








50 


Ser Val Asp Leu 


Glu 


Glu 


Thr 


Gly Arg Val 


Leu 


Ser 


He 


Gly Asp Gly 


55 








60 








65 


He Ala Arg Val 


His 


Gly 


Leu 


Arg Asn Val 


Gin 


Ala 


Glu 


Glu Met Val 


70 








75 






80 




Glu Phe Ser Ser 


Gly 


Leu 


Lys 


Gly Met Ser 


Leu 


Asn 


Leu 


Glu Pro Asp 


85 






90 






95 




Asn Val Gly Val 


Val 


Val 


Phe 


Gly Asn Asp Lys 


Leu 


He 


Lys Glu Gly 


100 




105 






110 






115 


Asp He 


















<210> 4261 


















<211> 168 


















<212> PRT 


















<213> Homo sapiens 

















<220> 

<221> SIGNAL 
<222> -13 . . -1 
<223> score 4.2 

seq MLSVRVAAAWRA/LP 



<400> 4261 

Met Leu Ser Val Arg Val Ala Ala Ala Val Val Arg Ala Leu Pro Arg 

-10 -5 1 

Arg Ala Gly Leu Val Ser Arg Asn Ala Leu Gly Ser Ser Phe He Ala 

5 10 15 

Ala Arg Asn Phe His Ala Ser Asn Thr His Leu Gin Lys Thr Gly Lys 
20 25 30 35 

Leu Leu Phe Leu Ser Leu Arg Arg 
40 

<210> 4262 
<211> 252 
<212> PRT 

<213> Homo sapiens 



2664 



^ 0 



<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 3.9 

seq GWAGSCFWQWSFC/PP 



<400> 4262 

Met Met lie Tyr Val Ser Thr Gly Ala Trp Gly Trp Ala Gly Ser Cys 

-20 -15 -10 

Phe Trp Gin Trp Ser Phe Cys Pro Pro Ala Cys Val Gly Cys lie Glu 

-5 15 
Glu Ala Gin Gly Ser Ser Glu Gin Glu Xaa His Tyr Ala Ser Leu Gin 
10 15 20 25 

Arg Leu Pro Val Pro Ser Ser Glu Gly Pro Asp Leu Arg Gly Arg Asp 

30 35 40 

Lys Arg Gly Thr Lys Glu Asp Pro Arg Ala Asp Tyr Ala Cys He Ala 

45 50 55 

Glu Asn Lys Pro 
60 

<210> 4263 
<211> 288 
<212> PRT 
<213> Homo sapiens 

.f- <220> 

<221> SIGNAL 

^ <222> -32 . . -1 

O <223> score 11.3 

nj seq LLLAWLLSACLC/WL 

ly 
?" 

Q <400> 4263 

Met Leu Ser Arg Asn Asp Asp He Cys He Tyr Gly Gly Leu Gly Leu 

-30 -25 -20 

Gly Gly Leu Leu Leu Leu Ala Val Val Leu Leu Ser Ala Cys Leu Cys 

-15 -10 -5 

Trp Leu His Arg Arg Val Lys Arg Leu Glu Xaa Ser Trp Ala Gin Gly 
15 10 15 

Ser Ser Glu Gin Glu Leu His Tyr Ala Ser Leu Gin Arg Leu Pro Val 

20 25 30 

Pro Ser Ser Glu Gly Pro Asp Leu Arg Gly Arg Asp Lys Arg Gly Thr 

35 40 45 

Lys Glu Asp Pro Arg Ala Asp Tyr Ala Cys He Ala Glu Asn Lys Pro 
50 55 60 

<210> 4264 

<211> 435 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 



2665 



^ 0 



<222> -25 . . -1 
<223> score 8.9 

seq IIAVLMSAQESWA/IK 



<400> 4264 

Met Ala He Ser Gly Val Pro Val Leu Gly Phe Phe He He Ala Val 
-25 -20 -15 -10 

Leu Met Ser Ala Gin Glu Ser Trp Ala He Lys Glu Glu His Val He 

-5 15 
He Gin Ala Glu Phe Tyr Leu Asn Pro Asp Gin Ser Gly Glu Phe Met 

10 15 20 

Phe Asp Phe Asp Gly Asp Glu He Phe His Val Asp Met Ala Lys Lys 

25 30 35 

Glu Thr Val Trp Arg Leu Glu Glu Phe Gly Arg Phe Ala Ser Phe Glu 
40 45 50 55 

Ala Gin Gly Ala Leu Ala Asn He Ala Val Asp Lys Ala Asn Leu Glu 
60 65 70 

^ He Met Thr Lys Arg Ser Asn Tyr Thr Pro He Thr Asn Val Pro Pro 
O 75 80 85 

^ Glu Val Thr Val Leu Thr Asn Ser Pro Val Glu Leu Arg Glu Pro Asn 
Ul 90 95 100 

Val Leu He Cys Phe He Asp Lys Phe Thr Pro Pro Val Val Asn Val 
105 110 115 

Thr 
120 



5^ 

=3 ! 



<210> 4265 
<211> 390 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -45 . . -1 
<223> score 5.8 

seq ILVAFSFLFTVIT/FP 



<400> 4265 



Met 


Ala 


Glu 


Lys 


Arg 


His 


Thr Arg Asp 


Ser Glu Ala 


Gin 


Arg 


Leu Pro 


-45 










-40 








-35 




-30 


Asp 


Ser 


Phe 


Lys 


Asp 


Ser 


Pro 


Ser 


Lys 


Gly Leu Gly 


Pro 


Cys 


Gly Trp 










-25 










-20 






-15 


He 


Leu 


Val 


Ala 


Phe 


Ser 


Phe 


Leu 


Phe 


Thr Val He 


Thr 


Phe 


Pro He 








-10 










-5 






1 




Ser 


He 


Trp 


Met 


Cys 


He 


Lys 


He 


He 


Lys Glu Tyr 


Glu 


Arg 


Ala He 




5 










10 






15 








He 


Phe 


Arg 


Leu 


Gly Arg 


He 


Leu 


Gin Gly Xaa Ala Lys Gly Pro Gly 


20 










25 








30 






35 


Leu 


Phe 


Phe 


He 


Leu 


Pro 


Cys 


Thr 


Asp 


Ser Phe He 


Lys 


Val 


Asp Met 










40 










45 






50 


Arg 


Thr 


He 


Ser 


Phe 


Asp 


He 


Pro 


Pro 


Gin Glu He 


Leu 


Thr 


Lys Asp 



55 60 65 



2666 



^ # 



Ser Val Thr He Ser Val Asp Gly Val Val Tyr Tyr Arg Val Gin Asn 
70 75 80 

Ala Pro 
85 

<210> 4266 

<211> 312 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -15 . . -1 
<223> score 4.8 

seq SLATAAPVPTTLA/QV 



m 



fU 

'.S3 S 



<400> 4266 




























Met 


His Ser 


Leu 


Ala 


Thr 


Ala 


Ala 


Pro 


Val 


Pro 


Thr 


Thr 


Leu 


Ala 


Gin 


-15 








-10 










-5 










1 


Val 


Asp Arg 


Glu 
5 


Lys 


He 


Tyr 


Gin 


Trp 
10 


He 


Asn 


Glu 


Leu 


Ser 
15 


Ser 


Pro 


Glu 


Thr Arg 


Glu 


Asn 


Ala 


Leu 


Leu 


Glu 


Leu 


Ser 


Lys 


Lys 


Arg 


Glu 


Ser 




20 










25 










30 






Val 


Pro Asp 


Leu 


Ala 


Pro 


Met 


Leu 


Trp 


His 


Ser 


Phe 


Gly Thr 


He 


Ala 




35 








40 










45 










Ala 


Leu Leu 


Gin 


Glu 


He 


Val 


Asn 


He 


Tyr 


Xaa 


Ser 


He 


Asn 


Pro 


Pro 


50 








55 










60 










65 


Thr 


Leu Thr 


Ala 


His 
70 


Gin 


Ser 


Asn 


Arg 


Val 
75 


Cys 


Asn 


Ala 


Leu 


Ala 
80 


Leu 


Leu 


Gin Cys 


Val 
85 


Ala 


Ser 


His 


Pro 



















<210> 4267 

<211> 258 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -20. . -1 
<223> score 8.5 

seq WIGLISSVCCVFA/QT 



<400> 4267 

Met Asn Leu Gin Pro 

-20 

Cys Val Phe Ala Gin 
1 

Lys Ser Cys Gly Glu 
15 

Thr Asn Ser Thr Phe 
30 



He Phe Trp He Gly Leu 
-15 -10 
Thr Asp Xaa Asn Arg Cys 
5 

Cys He Gin Ala Gly Pro 
20 

Leu Gin Glu Gly Met Pro 
35 



He Ser Ser Val Cys 
-5 

Leu Lys Ala Asn Ala 
10 

Asn Cys Gly Trp Cys 
25 

Thr Ser Ala Arg Cys 
40 



2667 



^ # 



Asp Asp Leu Glu Ala Leu Lys Lys Lys Gly Cys Pro Pro Asp Asp lie 
45 50 55 60 

Glu Asn Pro Arg Gly Ser 
65 

<210> 4268 
<211> 207 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 11.3 

seq LLLLLVLWGPVCP/LH 



<400> 4268 

^ Met Val Leu Cys Phe Pro Leu Leu Leu Leu Leu Leu Val Leu Trp Gly 
■S -20 -15 -10 -5 

Pro Val Cys Pro Leu His Ala Trp Pro Lys Arg Leu Thr Lys Ala His 

m 15 10 

1^ Trp Phe Glu lie Gin His lie Gin Pro Ser Pro Leu Gin Cys Asn Arg 
y 15 20 25 

Ala Met Ser Gly He Asn Asn Tyr Thr Gin His Cys Lys His Gin Asn 
J5 30 35 40 

Thr Phe Leu His Asp 
^ 45 

Q <210> 4269 

nj <211> 210 

ry <212> PRT 

^ <213> Homo sapiens 

% <220> 

*^ <221> SIGNAL 

<222> -18 . . -1 

<223> score 7 

seq VLGLVLLSVTVQG/KV 



<400> 4269 
Met Lys Ala Leu 
-15 

Gin Gly Lys Val 
1 

Leu Gly Met Asp 
15 

Thr Leu His Asn 

Arg Glu Gly Arg 
50 

<210> 4270 



He Val Leu Gly 

Phe Glu Arg Cys 
5 

Gly Tyr Arg Gly 
20 

Ser Arg Glu Leu 
35 

Arg Arg 



Leu Val Leu Leu 
-10 

Glu Leu Ala Arg 
10 

He Ser Leu Ala 
25 

Ala Thr Tyr Gly 
40 



Ser Val Thr Val 
-5 

Thr Leu Lys Arg 

Asn Cys Lys Ser 
30 

Thr Asp Thr Arg 
45 



2668 



^ 0 



<211> 375 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -44 . . -1 
<223> score 5.8 

seq MVFLLGLMFEITA/KA 



Ms 



<400> 4270 
























Met 


Ala 


He 


Arg 


Lys 


Lys Ser 


Thr 


Lys 


Ser 


Pro Pro 


Val 


Leu 


Ser 


His 










-40 








-35 








-30 




Glu 


Phe 


Val 


Leu 


Gin 


Asn His 


Ala 


Asp 


He 


Val Ser 


Cys 


Val 


Ala 


Met 








-25 








-20 








-15 






Val 


Phe 


Leu 


Leu Gly Leu Met 


Phe 


Glu 


He 


Thr Ala 


Lys 


Ala 


Ser 


He 






-10 








-5 








1 








lie 


Phe 


Val 


Thr 


Leu 


Gin Tyr 


Asn 


Val 


Thr 


Leu Pro 


Ala 


Thr 


Glu 


Glu 


5 










10 








15 








20 


Gin 


Ala 


Thr 


Glu 


Ser 


Val Ser 


Leu 


Tyr Tyr Tyr Gly 


He 


Lys 


Asp 


Leu 










25 








30 








35 




Ala 


Thr 


Val 


Phe 


Phe 


Tyr Met 


Leu 


Val 


Ala 


He He 


He 


His 


Ala 


Val 








40 








45 








50 






He 


Gin 


Glu 


Tyr 


Met 


Leu Asp 


Lys 


He 


Asn 


Arg Arg 


Met 


Xaa 


Phe 


Ser 






55 








60 








65 








Lys 


Thr 


Xaa 


His 


Ser 


Lys Phe 


Asn 


Glu 


Ser 


Gly Gin Leu 










70 








75 








80 











%J <210> 4271 

nj <211> 342 

rU <212> PRT 

^ <213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -28. .-1 
<223> score 6.1 

seq AVGFLSSLLRTRG/CV 



<400> 4271 
Met Ser His Gly 
-25 

Val Gly Phe Leu 
-10 

Gin Arg Leu Lys 
5 

His Tyr Lys His 

Tyr Arg Cys He 
40 

Val Ala Ser Gin 
55 



Lys Gly Thr Asp 

Ser Ser Leu Leu 
-5 

Val Phe Ser Gly 
10 

His Trp Phe Pro 
25 

Arg He Asn His 

He Gly Leu Ser 
60 



Met Leu Pro Glu 
-20 

Arg Thr Arg Gly 

Ala Leu Gin Glu 
15 

Glu Lys Pro Ser 
30 

Lys Met Asp Pro 
45 

Gin Pro Gin Leu 



He Ala Ala Ala 
-15 

Cys Val Ser Glu 
1 

Ala Leu Thr Glu 
20 

Lys Gly Ser Gly 
35 

He He Ser Arg 
50 

His Gin Leu Leu 
65 



2669 



^ 0 



Pro Ser Glu Leu Thr Leu Trp Val Asp Pro Met Arg Cys Pro Thr His 

70 75 80 

Trp Glu 
85 

<210> 4272 
<211> 258 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -22 . . -1 
<223> score 10 

seq FLLALTIIASTWA/LT 



<400> 4272 

Met Ala Pro Pro Gly Ser Ser Thr Val Phe Leu Leu Ala Leu Thr lie 

-20 -15 -10 

He Ala Ser Thr Trp Ala Leu Thr Pro Thr His Tyr Leu Thr Lys His 

-5 15 10 

Asp Val Xaa Arg Leu Lys Ala Ser Leu Asp Arg Pro Phe Thr Asn Leu 

15 20 25 

Glu Ser Ala Phe Tyr Ser He Val Gly Leu Ser Ser Leu Gly Ala Gin 

30 35 40 

Val Pro Asp Ala Lys Val Arg Leu Leu Leu Ser Trp Trp Ser Gly Trp 

45 50 55 

Phe Arg Arg Thr Phe He 
60 

<210> 4273 
<211> 282 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -38 . . -1 
<223> score 4.5 

seq IIAVIALXAVGLT/QN 



<400> 4273 

Met Glu Asp Thr Lys Glu Ser Asn 
-35 

He Xaa Ala He Leu Gly Xaa Xaa 
-20 -15 
Xaa Ala Val Gly Leu Thr Gin Asn 

-5 1 
Tyr Gly He Val Leu Asp Ala Gly 
15 

Tyr Lys Trp Pro Ala Xaa Lys Glu 
30 



Val Lys Thr Phe Xaa Ser Xaa Asn 
-30 -25 
Xaa He He Ala Val He Ala Leu 
-10 

Lys Ala Leu Pro Glu Asn Val Lys 

5 10 
Ser Ser His Thr Ser Leu Tyr He 

20 25 
Asn Asp Thr Gly Val Xaa His Gin 
35 40 



2670 



Val Glu Glu Cys Arg Val Lys Gly Pro Gly lie Ser Lys Phe 
45 50 55 

<210> 4274 

<211> 210 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -26. . -1 
<223> score 5.2 

seq LIFLPVLLSYIGP/SI 



<400> 4274 

Met Tyr Leu Ala Met Val Leu Leu Gly Ala Thr His Gly Leu lie Phe 
-25 -20 -15 

^ Leu Pro Val Leu Leu Ser Tyr lie Gly Pro Ser lie Pro Glu His Ala 
-10 -5 15 

Xaa Pro Ser Gly Ser Thr Val Gly Lys Thr His Gly Cys lie Lys Pro 
Ul 10 15 20 

Pro Gly Leu Thr Ala Gin Gin Glu Thr Lys Gly Glu Ser Leu Thr Ser 
25 30 35 

^ Glu Asn Ala Leu Gin Pro 
40 



^ <210> 4275 

<211> 315 
O <212> PRT 
fy <213> Homo sapiens 

:=3 
rr 

^ <220> 

<221> SIGNAL 
S <222> -42 . . -1 

<223> score 5.8 

seq FSPICLSTSLSLA/QV 



<400> 4275 




























Met 


Asp 


Ala 


Leu 


Gin 


Leu 


Ala 


Asn 


Ser 


Ala 


Phe 


Ala 


Val 


Asp 


Leu 


Phe 






-40 










-35 










-30 








Lys 


Gin 


Leu 


Cys 


Glu 


Lys 


Glu 


Pro 


Leu Gly Asn Val 


Leu 


Phe 


Ser 


Pro 




-25 










-20 










-15 










He 


Cys 


Leu 


Ser 


Thr 


Ser 


Leu 


Ser 


Leu 


Ala 


Gin 


Val 


Gly Ala 


Lys 


Gly 


-10 










-5 










1 








5 


Asp 


Thr 


Ala 


Asn 


Glu 


He 


Gly Gin Val 


Leu 


His 


Phe 


Glu 


Asn 


Val 


Lys 








10 










15 










20 






Asp 


Val 


Pro 


Phe 


Gly 


Phe 


Gin 


Thr 


Val 


Thr 


Ser 


Asp 


Val 


Asn 


Lys 


Leu 






25 










30 










35 








Ser 


Ser 


Phe 


Tyr 


Ser 


Leu 


Xaa 


Leu 


He 


Lys 


Arg 


Leu 


Tyr 


Val 


Asp 


Lys 




40 










45 










50 










Ser 


Leu 


Asn 


Leu 


Ser 


Thr 


Glu 


Phe 


He 
















55 










60 























2671 



<210> 4276 
<211> 360 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 9 . 6 

seq LLLALLHPTIILA/QQ 



<400> 4276 

Met Met Ser Phe Val Gin Lys Gly Ser Trp Leu Leu Leu Ala Leu Leu 

-20 -15 -10 

His Pro Thr He He Leu Ala Gin Gin Glu Ala Val Glu Gly Gly Cys 
-5 15 
^ Ser His Leu Gly Gin Ser Tyr Ala Asp Arg Asp Val Trp Lys Pro Glu 

10 15 20 25 

fi Pro Cys Gin He Cys Val Cys Asp Ser Gly Ser Val Leu Cys Asp Asp 
Jl 30 35 40 

^ lie lie Cys Asp Asp Gin Glu Leu Asp Cys Pro Asn Pro Glu He Pro 
jj 45 50 55 

Q Phe Gly Glu Cys Cys Ala Val Cys Pro Gin Pro Pro Thr Ala Pro Thr 
n 60 65 70 

% Arg Pro Pro Asn Gly Gin Gly Pro Gin Gly Pro Lys Gly Asp Pro Gly 
75 80 85 

Pro Pro Gly He Pro Gly Arg Asn 
90 95 



~3 i 



ly <210> 4277 

<211> 291 

<212> PRT 

f=i <213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -21. . -1 
<223> score 3.9 

seq WALLVNLTRLDS/SM 



<400> 4277 
Met Gly Ser Gly 
-20 

Thr Arg Leu Asp 
-5 

Phe Val He Gin 
15 

Lys Val Gin Phe 
30 

Arg Phe Asp Ser 
45 



Trp Val Pro Trp 
-15 

Ser Ser Met Thr 
1 

Ala Lys Ala Asp 

Val Val Arg Phe 
35 

Xaa Val Gly Met 
50 



Val Val Ala Leu 
-10 

Gin Gly Thr Asp 
5 

Cys Tyr Phe Thr 
20 

He Phe Asn Leu 

Phe Val Ala Leu 
55 



Leu Val Asn Leu 

Ser Pro Glu Asp 
10 

Asn Gly Thr Glu 
25 

Glu Glu Tyr Val 
40 

Thr Lys Leu Gly 



2672 



Gin Pro Asp Ala Glu Gin Trp Asn Ser Arg Leu Asp Leu Leu Glu Arg 
60 65 70 75 

Ser 

<210> 4278 

<211> 390 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -27 . . -1 
<223> score 11.6 

seq ILLLSTLTGRSYG/QP 



01 



<400> 4278 

Met Arg Lys Ser Pro Gly Leu Ser Asp Cys Leu Trp Ala Trp lie Leu 

-25 -20 -15 

Leu Leu Ser Thr Leu Thr Gly Arg Ser Tyr Gly Gin Pro Ser Leu Gin 
^ -5 15 

yl Asp Glu Leu Lys Asp Asn Thr Thr Val Phe Thr Arg He Leu Asp Arg 
^ 10 15 20 

yj Leu Leu Asp Gly Tyr Asp Asn Arg Leu Arg Pro Gly Leu Gly Glu Arg 
m 25 30 35 

^ Val Thr Glu Val Lys Thr Asp He Phe Val Thr Ser Phe Gly Pro Val 
5 45 50 

^ Ser Asp His Asp Met Glu Tyr Thr He Asp Val Phe Phe Arg Gin Ser 
L 55 60 65 

J=f Trp Lys Asp Glu Arg Leu Lys Phe Lys Gly Pro Met Thr Val Leu Arg 
iy 70 75 80 85 

Leu Asn Asn Leu Met Ala Ser Lys He Trp Thr Pro Asp Thr Phe Phe 
90 95 100 

His Asn 



<210> 4279 
<211> 294 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -18 . . -1 
<223> score 16.3 

seq LLLLAGLFSLSQA/QY 



<400> 4279 

Met Gin Trp Thr Ser Leu Leu Leu 
-15 

Gin Ala Gin Tyr Glu Asp Asp Pro 

1 5 
Ser Gin Gin Ser Thr Tyr Tyr Asp 
15 20 



Leu Ala Gly Leu Phe Ser Leu Ser 
-10 -5 
His Trp Trp Phe His Tyr Leu Arg 
10 

Pro Tyr Asp Pro Tyr Pro Tyr Glu 
25 30 



2673 



Thr Tyr Glu Pro 

Tyr Gly Ser Pro 
50 

Asp Cys Pro Pro 
65 

Leu Lys 
80 



Tyr Pro Tyr Gly 
35 

Ser Pro Pro Asp 

Asn Phe Pro Thr 
70 



Val Asp Glu Gly 
40 

Pro Arg Asp Cys 
55 

Ala Met Tyr Cys 



Pro Ala Tyr Thr 
45 

Pro Gin Glu Cys 
60 

Asp Asn Arg Asn 
75 



<210> 4280 
<211> 294 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 10.7 

seq LTLLLLLLAGDRA/SS 



yl <400> 4280 

Met Ala Ser Arg Leu Thr Leu Leu Thr Leu Leu Leu Leu Leu Leu Ala 
y -20 -15 -10 -5 

->n Gly Asp Arg Ala Ser Ser Asn Pro Asn Ala Thr Ser Ser Ser Ser Gin 
^ 15 10 

Asp Pro Glu Ser Leu Gin Asp Arg Gly Glu Gly Lys Val Ala Thr Thr 

15 20 25 

Val lie Ser Lys Met Leu Phe Val Glu Pro lie Leu Glu Val Ser Ser 

30 35 40 

Leu Pro Thr Thr Asn Ser Thr Thr Asn Ser Ala Thr Lys lie Thr Ala 
45 50 55 60 

Asn Thr Thr Asp Glu Pro Thr Thr Gin Pro Thr Thr Glu Pro Thr Thr 
65 70 75 

Xaa His 

<210> 4281 

<211> 303 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 10.7 

seq LTLLLLLLAGDRA/SS 



<400> 4281 

Met Ala Ser Arg Leu Thr Leu Leu 
-20 -15 
Gly Asp Arg Ala Ser Ser Asn Pro 
1 

Asp Pro Glu Ser Leu Gin Asp Arg 



Thr Leu Leu Leu Leu Leu Leu Ala 

-10 -5 
Asn Ala Thr Ser Ser Ser Ser Gin 
5 10 
Gly Glu Gly Lys Val Ala Thr Thr 



2674 



15 20 25 

Val He Ser Lys Met Leu Phe Val Glu Pro He Leu Glu Val Ser Ser 

30 35 40 

Leu Pro Thr Thr Asn Ser Thr Thr Asn Ser Ala Thr Lys He Thr Ala 
45 50 55 60 

Asn Thr Thr Asp Glu Pro Thr Thr Gin Pro Thr Thr Glu Pro Xaa Thr 

65 70 75 

Gin Pro Thr He Gin 
80 

<210> 4282 
<211> 177 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -34 . . -1 
<223 > score 4 

seq lAVLYLHLYDVFG/DP 



<400> 4282 

Met Glu Arg Gly Leu Lys Ser Ala Asp Pro Arg Asp Gly Thr Gly Tyr 
_ -30 -25 -20 

,n Thr Gly Trp Ala Gly He Ala Val Leu Tyr Leu His Leu Tyr Asp Val 

-15 -10 -5 

^ Phe Gly Asp Pro Ala Tyr Leu Gin Leu Ala His Gly Tyr Val Lys Gin 
L ^ 5 10 

M Ser Leu Asn Cys Leu Thr Lys Arg Ser He Thr 
ill 15 20 25 

^ <210> 4283 
Q <211> 357 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -42 . . -1 
<223> score 7.4 

seq SLSVLVLLLTIIA/VT 



<400> 4283 

Met Gly Lys Ser Glu Ser Gin Met 
-40 -35 
Lys Pro Lys Lys Lys Gin Arg Xaa 

-25 -20 
Val Leu Val Leu Leu Leu Thr He 
-10 -5 
Tyr Ala Thr Tyr Asp Asp Gly He 
10 

Ser Ala Ala Arg Leu He Gin Asn 



Asp He Thr Asp He Xaa Thr Pro 
-30 

Thr Pro Leu Glu He Ser Leu Ser 
-15 

He Ala Val Thr Met He Ala Leu 

1 5 
Cys Lys Ser Ser Asp Cys He Lys 
15 20 
Met Asp Ala Xaa Thr Glu Pro Cys 



2675 



^ # 



25 

Thr Asp Phe Phe Lys 
40 

lie Pro Glu Thr Ser 
55 

Glu Leu Glu Val Val 
75 

<210> 4284 
<211> 357 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -42 . . -1 
<223> score 7.4 

seq SLSVLVLLLTIIA/VT 





<400> 4284 




























Met 


Gly Xaa 


Ser 


Glu 


Ser 


Gin 


Met 


Asp He 


Thr 


Asp 


He 


Asn 


Thr 


Pro 


1^ 

;t 






-40 










-35 






-30 










Lys 


Pro 


Lys 


Lys 


Lys 


Gin 


Arg 


Trp 


Thr Pro 


Leu 


Glu 


He 


Ser 


Leu 


Ser 


. 5~ 

hi s 




-25 










-20 








-15 












Val 


Leu 


Val 


Leu 


Leu 


Leu 


Thr 


He 


He Ala 


Val 


Thr 


Met 


He 


Ala 


Leu 




-10 










-5 








1 








5 






Tyr Ala 


Thr 


Tyr 


Asp 


Asp Gly 


He 


Cys Lys 


Ser 


Ser 


Asp 


Cys 


He 


Lys 


J 








10 










15 








20 






Ser 


Ala 


Ala 


Arg 


Leu 


He 


Xaa 


Xaa 


Met Asp 


Ala 


Thr 


Thr 


Glu 


Pro 


Cys 








25 










30 








35 






:: : K 


Thr 


Asp 


Phe 


Phe 


Lys 


Tyr 


Ala 


Cys 


Gly Gly Trp 


Leu 


Lys 


Arg Asn Val 






40 










45 








50 












He 


Pro 


Glu 


Thr 


Ser 


Ser 


Arg Tyr Gly Thr 


Phe 


Gly 


He 


Leu 


Arg 


Asp 




55 
Glu 


Leu 


Glu 


Val 


Val 


60 
Leu 


Lys 






65 








70 



75 



<210> 4285 
<211> 297 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 4.6 

seq QGMLLAILEXCGA/IP 

<400> 4285 

Met Val Lys Ser Val He Phe Leu Ser Phe Trp Gin Gly Met Leu Leu 

-20 -15 -10 

Ala He Leu Glu Xaa Cys Gly Ala He Pro Lys He His Ser Ala Arg 



30 

Tyr Ala Cys Gly Gly Trp 
45 

Ser Arg Tyr Gly Thr Phe 
60 65 
Leu Lys 



35 

Leu Lys Arg Asn Val 
50 

Gly He Leu Arg Asp 
70 



2676 



-5 



Val 


Ser 


Val 


Gly Glu Gly Thr Val 




10 






15 




He 


Cys 


Val 


Glu Met Phe 


Phe 


Ala 


25 






30 






Thr 


Tyr 


Lys 


Val Tyr Ala 
45 


Asp 


Lys 


Tyr 


Gly Pro 


Tyr Gly Arg 


Cys 


Ala 








60 






Leu 


Lys 


Glu 









75 



1 5 
Ala Ala Gly Tyr Gin Asp Phe He 
20 

Ala Leu Ala Leu Arg His Ala Phe 

35 40 
Arg Leu Asp Ala Gin Val Pro Thr 

50 55 
Pro Met Lys Ser He Ser Ser Ser 
65 70 



<210> 4286 
<211> 405 
<212> PRT 

<213> Homo sapiens 



<220> 
^ <221> SIGNAL 
%J <222> -18 . . -1 

<223> score 12.7 
Ul seq LWVLLPLVTMAWG/QY 





<400> 4286 






















Met Asp 


Leu 


Ser Leu Leu Trp 


Val 


Leu 


Leu 


Pro Leu 


Val 


Thr 


Met 


Ala 








-15 




-10 








-5 






Trp Gly 


Gin 
1 


Tyr Gly Asp Tyr 
5 


Gly Tyr 


Pro 


Tyr Gin 


Gin 


Tyr 


His 


Asp 




Tyr Ser 


Asp 


Asp Gly Trp Val 


Asn 


Leu 


Asn 


Arg Gin Gly 


Phe 


Ser 


Tyr 


m 


15 




20 








25 








30 


:£a T. 


Gin Cys 


Pro 


Gin Gly Gin Val 


He 


Val 


Ala 


Val Arg 


Ser 


He 


Phe 


Ser 








35 






40 






45 




0 


Lys Lys 


Glu 


Gly Ser Asp Arg 


Gin 


Trp 


Asn 


Tyr Ala 


Cys 


Met 


Pro 


Thr 








50 




55 








60 








Pro Gin 


Ser 


Leu Gly Glu Pro 


Thr 


Glu 


Cys 


Trp Trp 


Glu 


Glu 


He 


Asn 






65 




70 






75 










Arg Ala 


Gly 


Met Glu Trp Tyr 


Gin 


Thr 


Cys 


Ser Asn 


Asn 


Gly 


Leu 


Val 




80 




85 








90 










Ala Gly 


Phe 


Gin Ser Arg Tyr 


Phe 


Glu 


Ser 


Val Leu 


Asp 


Arg 


Glu 


Trp 




95 




100 








105 






110 




Gin Phe 


Tyr 


Cys Cys Arg Tyr 



















115 



<210> 4287 
<211> 372 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -22 . . -1 
<223> score 9.1 

seq LLLLSGALALTET/WA 



2677 



■=1 3 



<400> 4287 

Met Arg Val Xaa Ala Pro Arg Thr Xaa Leu Leu Leu Leu Ser Gly Ala 

-20 -15 -10 

Leu Ala Leu Thr Glu Thr Trp Ala Gly Ser His Ser Met Arg Tyr Phe 

-5 15 10 

Tyr Thr Xaa Xaa Ser Arg Pro Gly Arg Gly Glu Pro Arg Phe He Xaa 

15 20 25 

Val Gly Tyr Val Asp Asp Thr Xaa Phe Val Arg Phe Asp Ser Asp Ala 

30 35 40 

Xaa Ser Pro Arg Xaa Xaa Pro Arg Ala Pro Trp He Glu Gin Glu Gly 

45 50 55 

Pro Glu Tyr Trp Asp Arg Xaa Thr Gin He Ser Lys Thr Asn Thr Gin 

60 65 70 

Thr Tyr Arg Glu Asn Leu Arg Thr Ala Leu Arg Tyr Tyr Asn Gin Ser 
75 80 85 90 

Glu Ala Gly Ser His He He Gin Arg Met Tyr Gly 
95 100 











<210> 


4288 


m 


<211> 


297 




<212> 


PRT 




<213> 


Homo sapiens 










<220> 






<221> 


SIGNAL 




<222> 


-24. .-1 



<223> score 9.4 

seq LLSGALALTETWA/XS 



g <400> 4288 

Met Arg Val Xaa Ala Pro Arg Thr Xaa Leu Leu Leu Leu Ser Gly Ala 

-20 -15 -10 

Leu Ala Leu Thr Glu Thr Trp Ala Xaa Ser His Ser Met Arg Tyr Phe 

-5 15 
Tyr Thr Ala Val Ser Arg Pro Gly Arg Gly Glu Pro Arg Phe He Xaa 

10 15 20 

Val Gly Tyr Val Asp Asp Thr Gin Phe Val Arg Phe Asp Ser Asp Ala 
25 30 35 40 

Ala Ser Pro Arg Xaa Glu Pro Arg Ala Pro Trp He Glu Gin Glu Gly 

45 50 55 

Pro Glu Tyr Trp Asp Arg Asn Thr Gin He Xaa Lys Thr Asn Thr Leu 
60 65 70 

Arg Arg Arg 
75 

<210> 4289 
<211> 468 
<212> PRT 

<213> Homo sapiens 
<220> 



2678 



<221> SIGNAL 
<222> -22 . . -1 
<223> score 9 . 9 

seq XLLLSGALALTQT/WA 



<400> 4289 

Met Ala Val Met Ala Pro Arg Thr Leu Xaa Leu Leu Leu Ser Gly Ala 

-20 -15 -10 

Leu Ala Leu Thr Gin Thr Trp Ala Gly Ser His Ser Met Arg Tyr Phe 

-5 15 10 

Xaa Thr Ser Val Ser Xaa Pro Gly Arg Gly Glu Pro Arg Phe lie Ala 

15 20 25 

Val Gly Tyr Val Asp Asp Thr Gin Phe Val Arg Phe Asp Ser Asp Ala 

30 35 40 

Ala Ser Gin Arg Met Glu Pro Arg Ala Pro Trp lie Glu Gin Glu Gly 

45 50 55 

Pro Glu Tyr Trp Asp Gly Glu Thr Arg Lys Val Lys Ala His Ser Gin 
^ 60 65 70 

Thr His Arg Val Asp Leu Gly Thr Leu Arg Gly Tyr Tyr Asn Gin Ser 
75 80 85 90 

Ul Glu Ala Gly Ser His Thr Val Gin Arg Met Tyr Gly Cys Asp Val Gly 

95 100 105 

Ser Asp Trp Arg Phe Leu Arg Gly Tyr His Gin Tyr Ala Tyr Asp Gly 

110 115 120 

Lys Asp Tyr lie Ala Leu Lys Glu Asp Leu Arg Ser 
125 130 



<210> 4290 
<211> 360 
<212> PRT 



fy <213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -17 . . -1 
<223> score 9.3 

seq SLLLLLSGALALT/DT 



<400> 4290 
Met Ala Pro Arg 
-15 

Thr Asp Thr Trp 
1 

Val Ser Arg Pro 

Val Asp Asp Thr 
35 

Arg Met Glu Pro 
50 

Trp Glu Trp Thr 
65 

Val Ala Leu Arg 



Ser Leu Leu Leu 
-10 

Ala Gly Ser His 
5 

Gly Arg Gly Glu 
20 

Gin Phe Leu Arg 

Arg Glu Pro Trp 
55 

Thr Gly Tyr Ala 
70 

Asn Leu Leu Arg 



Leu Leu Ser Gly 

Ser Leu Arg Tyr 
10 

Pro Arg Tyr lie 
25 

Phe Asp Ser Asp 
40 

Val Glu Gin Glu 

Lys Ala Asn Ala 
75 

Arg Tyr Asn Gin 



Ala Leu Ala Leu 
-5 

Phe Ser Thr Ala 
15 

Ala Val Glu Tyr 
30 

Ala Ala lie Pro 
45 

Gly Pro Gin Tyr 
60 

Gin Thr Asp Arg 
Ser Glu Ala Gly 



2679 



80 85 90 95 

Ser His Thr Leu Gin Gly Met Asn 
100 

<210> 4291 
<211> 411 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -17. . -1 
<223> score 8.4 

seq TLLLLLSEALALT/QT 





<400> 4291 


















Met 


Val 


Asp 


Gly 


Thr Leu 


Leu Leu 


Leu Leu 


Ser Glu 


Ala Leu 


Ala Leu 








-15 






-10 






-5 




Thr 


Gin 


Thr 


Trp 


Ala Gly 


Ser His 


Ser Leu 


Lys Tyr 


Phe His 


Thr Ser 






1 






5 






10 




15 


m 


Val 


Ser Arg 


Pro 


Gly Arg Gly Glu 


Pro Arg 


Phe He 


Ser Val 


Gly Tyr 












20 




25 






30 


u 


Val 


Asp 


Asp 


Thr 


Gin Phe 


Val Arg 


Phe Asp 


Asn Asp 


Ala Ala 


Ser Pro 










35 






40 




45 






Arg 


Met 


Val 


Pro 


Arg Ala 


Pro Trp 


Met Glu 


Gin Glu 


Gly Ser 


Glu Tyr 


. f^. 






50 






55 






60 




Trp 


Asp 


Arg 


Glu 


Thr Arg 


Ser Ala 


Arg Asp 


Thr Ala 


Gin He 


Phe Arg 






65 








70 




75 




.=3=. 


Val 


Asn 


Leu 


Arg 


Thr Leu 


Arg Gly Tyr Tyr Asn Gin Ser Glu Ala Gly 


= y 


80 








85 






90 




95 


fU 


Ser 


His 


Thr 


Leu 


Gin Trp 


Met His 


Gly Cys 


Glu Leu 


Gly Pro 


Glu Gly 












100 




105 






110 


:sp 


Ala 


Ser 


Ser 


Ala 


Gly Met 


Thr Val 


Arg 
















115 






120 









<210> 4292 
<211> 201 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -21 . . -1 
<223> score 10.5 

seq VLGLCLLSVGVWG/QD 



<400> 4292 

Met Gin Ser Gly Thr His Trp Arg 

-20 -15 
Val Gly Val Trp Gly Gin Asp Gly 
-5 1 
Gin Thr Pro Tyr Lys Val Ser He 



Val Leu Gly Leu Cys Leu Leu Ser 
-10 

Asn Glu Glu Met Gly Gly He Thr 

5 10 
Ser Gly Thr Thr Val He Leu Thr 



2680 



15 20 25 

Cys Pro Gin Tyr Pro Gly Ser Glu lie Leu Trp Gin His Asn Asp Lys 

30 35 40 

Asn lie Gly 
45 



<210> 4293 

<211> 312 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 7.4 

seq FGMVFSLLQWSG/ES 



<400> 4293 

O Met Thr lie Leu Gly Thr Thr Phe Gly Met Val Phe Ser Leu Leu Gin 
-20 -15 -10 -5 

Val Val Ser Gly Glu Ser Gly Tyr Ala Gin Asn Gly Asp Leu Glu Asp 

15 10 
Ala Glu Leu Asp Asp Tyr Ser Phe Ser Cys Tyr Ser Gin Leu Glu Val 

15 20 25 

Asn Gly Ser Gin His Ser Leu Thr Cys Ala Phe Glu Asp Pro Asp Val 
30 35 40 

\y Asn Xaa Thr Asn Leu Glu Phe Glu lie Cys Gly Ala Leu Val Glu Val 
^ 45 50 55 60 

0 Lys Cys Leu Asn Phe Arg Lys Leu Gin Glu lie Tyr Phe lie Glu Thr 
ry 65 70 75 

pj Lys Lys Phe Leu Leu lie Gly Lys 

1 80 

2 <210> 4294 
<211> 447 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 3.8 

seq LLRLLQSGRRVHS/VA 



<400> 4294 

Met Ala Met Gly Leu Met Cys Gly 
-20 

Gin Ser Gly Arg Arg Val His Ser 
-5 

Gly Lys Pro Leu Thr Thr Arg Leu 

10 15 
Cys Arg Pro His Tyr Leu Phe Leu 



Arg Arg Glu Leu Leu Arg Leu Leu 

-15 -10 
Val Ala Gly Pro Ser Gin Trp Leu 
1 5 
Leu Phe Pro Val Ala Pro Cys Cys 
20 

Ala Ala Ser Gly Pro Arg Ser Leu 



2681 



25 

Ser Thr Ser Ala 

Val Val Ala Ala 
60 

Gly Glu Thr Ala 
75 

Glu Leu Gly Leu 
90 

Leu Glu Phe Met 
105 

Ala Ala Cys Thr 



30 

lie Ser Xaa Ala 
45 

Thr Pro Ser Pro 

Asp Val Val Gin 
80 

Gly Ser Tyr Thr 
95 

His Val Asp Leu 
110 

Val 
125 



35 

Glu Val Gin Val 
50 

Thr Ala Val Pro 
65 

Thr Ala Ala Glu 

Pro Val Gly Leu 
100 

Gly Leu Pro Trp 
115 



40 

Gin Ala Pro Pro 
55 

Glu Val Ala Ser 
70 

Gin Ser Phe Ala 
85 

lie Gin Asn Leu 

Trp Gly Ala lie 
120 



<210> 4295 

<211> 225 

<212> PRT 

<213> Homo sapiens 



O <220> 

.J <221> SIGNAL 

1=^ <222> -45 . . -1 

H . <223> score 6 . 5 



seq LLLLVLHPSRXSA/VS 



<400> 4295 

^5 Met Leu Gly Cys Ser Phe Lys Leu Arg Thr Thr His His Ala Tyr Pro 
s -45 -40 -35 -30 

Q Gly Ala Glu Gly Pro Asp His His Ser Xaa Lys Asn Arg Gly Gly Cys 
m -25 -20 -15 

f|s Leu Leu Leu Leu Val Leu His Pro Ser Arg Xaa Ser Ala Val Ser Cys 

-10 -5 1 

% Leu Gly Val Ala Ala Ala Met Ala Arg Lys Val Leu Pro Pro Thr His 
y 5 10 15 

^ Leu Gly Gin Ser Trp Phe Cys Ser Cys Cys Arg 
20 25 30 



<210> 4296 
<211> 177 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -17. .-1 
<223> score 8.9 

seq ILIIGILLPQSLA/HP 



<400> 4296 
Met lie Trp Tyr 
-15 

Ala His Pro Gly 



lie Leu lie lie 
-10 

Phe Phe Thr Ser 



Gly lie Leu Leu 
He Gly Gin Met 



Pro Gin Ser Leu 
-5 

Thr Asp Leu He 



2682 



15 10 15 

His Thr Glu Lys Asp Leu Val Thr Ser Leu Lys Asp Tyr lie Lys Ala 

20 25 30 

Glu Glu Asp Lys Leu Glu Gin He Lys Lys Trp 
35 40 

<210> 4297 
<211> 630 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -32 . . -1 
<223> score 8.1 

seq FLLFFWLDRSVLA/KE 



m 



<400> 4297 

Q Met Arg Ala Ala Pro Leu Leu Leu Ala Arg Ala Ala Ser Leu Ser Leu 
.n -30 -25 -20 

iyrf Gly Phe Leu Phe Leu Leu Phe Phe Trp Leu Asp Arg Ser Val Leu Ala 
H -5 

Lys Glu Leu Lys Phe Val Thr Leu Val Phe Arg His Gly Asp Arg Ser 
15 10 15 

Pro He Asp Thr Phe Pro Thr Asp Pro He Lys Glu Ser Ser Trp Pro 
^ 20 25 30 

Gin Gly Phe Gly Gin Leu Thr Gin Leu Gly Met Glu Gin His Tyr Glu 
a 35 40 45 

Q Leu Gly Glu Tyr He Arg Lys Arg Tyr Arg Lys Phe Leu Asn Glu Ser 
nj 50 55 60 

"fil Tyr Lys His Glu Gin Val Tyr He Arg Ser Thr Asp Val Asp Arg Thr 

65 70 75 80 

^ Leu Met Ser Ala Met Thr Asn Leu Ala Ala Leu Phe Pro Pro Glu Gly 
y 85 90 95 

U Val Ser He Trp Asn Pro He Leu Leu Trp Gin Pro He Pro Val His 
100 105 110 

Thr Val Pro Leu Ser Glu Asp Gin Leu Leu Tyr Leu Pro Phe Arg Asn 

115 120 125 

Cys Pro Arg Phe Gin Glu Leu Glu Ser Glu Thr Leu Lys Ser Glu Glu 

130 135 140 

Phe Gin Lys Arg Leu His Pro Tyr Lys Asp Phe He Ala Thr Leu Gly 
145 150 155 160 

Lys Leu Ser Gly Leu His Gly Gin Asp Leu Phe Gly He Trp Ser Lys 
165 170 175 

Val Tyr 

<210> 4298 

<211> 534 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 



2683 



<222> -32 , . -1 
<223> score 8.1 

seq FLLFFWLDRSVLA/KE 



<400> 4298 

Met Arg Ala Ala Pro Leu Leu Leu Ala Arg Ala Ala Ser Leu Ser Leu 

-30 -25 -20 

Gly Phe Leu Phe Leu Leu Phe Phe Trp Leu Asp Arg Ser Val Leu Ala 

-15 -10 -5 

Lys Glu Leu Lys Phe Val Thr Leu Leu Gly Met Glu Gin His Tyr Glu 
15 10 15 

Leu Gly Glu Tyr lie Arg Lys Arg Tyr Arg Lys Phe Leu Asn Glu Ser 

20 25 30 

Tyr Lys His Xaa Gin Val Tyr lie Arg Ser Thr Asp Val Asp Arg Thr 

35 40 45 

Leu Met Ser Ala Met Thr Asn Leu Ala Ala Leu Phe Pro Pro Glu Gly 

50 55 60 

Val Ser lie Trp Asn Pro lie Leu Leu Trp Gin Pro lie Pro Val His 
65 70 75 80 

Thr Val Pro Leu Ser Glu Asp Gin Leu Leu Tyr Leu Pro Phe Arg Asn 

85 90 95 

Cys Pro Arg Phe Gin Glu Leu Glu Ser Glu Thr Leu Lys Ser Glu Glu 

100 105 110 

Phe Gin Lys Arg Leu His Pro Tyr Lys Asp Phe lie Ala Thr Leu Gly 

115 120 125 

Lys Leu Ser Gly Leu His Gly Gin Asp Leu Phe Gly lie Trp Ser Lys 
130 135 140 

^ Val Tyr 
Cl 145 

nj <210> 4299 

<211> 159 

S <212> PRT 

^ <213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 11.3 

seq VLLLWGILGAIQA/QQ 



. 5~ 



<400> 4299 

Met Leu Gin Gly Thr Cys Ser Val 
-20 -15 
Ala He Gin Ala Gin Gin Gin Glu 
1 

Arg Asn Asn Asn Cys Pro Glu Lys 

15 20 
Phe Val Leu Asp Thr 
30 

<210> 4300 



Leu Leu Leu Trp Gly lie Leu Gly 

-10 -5 
Val He Ser Pro Asp Thr Thr Glu 
5 10 
Thr Asp Cys Pro He His Val Tyr 
25 



2684 



^ 0 



<211> 318 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 

<222> -13 . . -1 

<223> score 6.4 

seq MWGDLWLLPXASA/NP 



<400> 4300 

Met Trp Gly Asp Leu Trp Leu Leu Pro Xaa Ala Ser Ala Asn Pro Gly 

-10 -5 1 

Thr Gly Thr Glu Ala Glu Phe Glu Lys Ala Ala Glu Glu Val Arg His 

5 10 15 

Leu Xaa Thr Lys Pro Ser Asp Glu Glu Met Leu Phe lie Tyr Gly His 
20 25 30 35 

Tyr Lys Gin Ala Thr Val Gly Asp lie Xaa Xaa Glu Arg Pro Gly Xaa 

p 40 45 ^ 50 

Leu Asp Phe Thr Gly Lys Ala Lys Trp Asp Ala Trp Asn Glu Leu Lys 

m' 55 60 65 

Zl ^-^^ "^^^ ^^■'^ ^-^^ ^-^^ -^^^ 

f\ 70 75 80 

^ Arg Ala Lys Glu Lys lie Arg Asp Asn Glu 

85 90 

sst. 

<210> 4301 
s <211> 267 

m <212> PRT 

<213> Homo sapiens 

m 

'-^ <220> 
J <221> SIGNAL 
y <222> -20. . -1 
M <223> score 11.6 

seq ILGLLTAVPPASC/QQ 



<400> 4301 




















Met 


Ser 


Ala 


Leu 


Ser Leu 


Leu 


He Leu Gly Leu 


Leu 


Thr 


Ala 


Val 


Pro 


-20 








-15 




-10 










-5 


Pro 


Ala 


Ser 


Cys 


Gin Gin Gly Leu Gly Asn Leu 


Gin 


Pro 


Trp 


Met 


Gin 










1 




5 






10 






Gly 


Leu 


He 


Ala 


Val Ala 


Val 


Phe Leu Val Leu 


Val 


Ala 


He 


Ala 


Phe 






15 








20 




25 








Ala 


Val 


Xaa 


His 


Phe Trp 


Cys 


Gin Glu Glu Pro 


Glu 


Pro 


Ala 


His 


Met 




30 








35 




40 










He 


Leu 


Thr 


Val 


Gly Asn 


Lys 


Ala Asp Gly Val 


Leu 


Val 


Gly Asn Arg 


45 








50 




55 










60 


Trp 


Lys 


Gly 


Thr 


Leu Arg 


Trp 


Arg Ala 













65 



<210> 4302 



2685 



<211> 291 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -17 . . -1 
<223> score 5.7 

seq LLYYALCFSLSKA/SA 



<400> 4302 

Met Arg Trp Leu Leu Leu Tyr Tyr Ala Leu Cys Phe Ser Leu Ser Lys 

-15 -10 -5 

Ala Ser Ala His Thr Val Glu Leu Asn Asn Met Phe Gly Gin lie Gin 

15 10 15 

Ser Pro Gly Tyr Pro Asp Ser Tyr Pro Ser Asp Ser Glu Val Thr Trp 

20 25 30 

Asn lie Thr Val Pro Asp Gly Phe Arg lie Lys Leu Tyr Phe Met His 

35 40 45 

Phe Asn Leu Glu Ser Ser Tyr Leu Cys Glu Tyr Asp Tyr Val Lys Val 

50 55 60 

Arg Leu Leu Met Ser Leu Thr Gly Pro Gly Ser Leu Leu Gly Phe Arg 
65 70 75 

Gin 
80 

<210> 4303 
<211> 159 
<212> PRT 



i^^; <213> Homo sapiens 

=£ <220> 

y <221> SIGNAL 

Q <222> -21. . -1 

<223> score 8.9 

seq VLLFSGFWGLAMG/AF 



<400> 4303 

Met Arg lie lie Ser Arg Gin lie Val Leu Leu Phe Ser Gly Phe Trp 

-20 -15 -10 

Gly Leu Ala Met Gly Ala Phe Pro Ser Ser Val Gin lie Gly Gly Leu 
-5 15 10 

Phe lie Arg Asn Thr Asp Gin Glu Tyr Thr Ala Phe Arg Leu Ala lie 

15 20 25 

Phe Leu His Asn Thr 
30 

<210> 4304 
<211> 387 
<212> PRT 

<213> Homo sapiens 



2686 



<220> 

<221> SIGNAL 
<222> -48 . . -1 
<223> score 4.7 

seq LFTLSHITQLVLS/HN 



<400> 4304 

Met Ser Lys Ser Leu Lys Lys Leu Val Glu Glu Ser Arg Glu Lys Asn 

-45 -40 -35 

Gin Pro Glu Val Asp Met Ser Asp Arg Gly lie Ser Asn Met Leu Asp 

-30 -25 -20 

Val Asn Gly Leu Phe Thr Leu Ser His lie Thr Gin Leu Val Leu Ser 

-15 -10 -5 

His Asn Lys Leu Thr Met Val Pro Pro Asn lie Ala Glu Leu Lys Asn 
15 10 15 

Leu Glu Val Leu Asn Phe Phe Asn Asn Gin lie Glu Glu Leu Pro Thr 
20 25 30 

^ Xaa lie Ser Ser Leu Gin Lys Leu Lys His Leu Asn Leu Gly Met Asn 
O 35 40 45 

^ Arg Leu Asn Thr Leu Pro Arg Gly Phe Gly Ser Leu Pro Ala Leu Glu 
m 50 55 60 

M: Val Leu Asp Leu Thr Tyr Asn Asn Leu Ser Glu Asn Ser Leu Pro Gly 
y 65 70 75 80 

.r^ Asn 



<210> 4305 
<211> 345 
<212> PRT 

<213> Homo sapiens 



ly <220> 
^ <221> SIGNAL 

n <222> -20 . . -1 
^ <223> score 4 . 3 

seq VGCLPVLCSGTAG/HL 



<400> 4305 

Met Ala Thr Ala 

-20 

Gly Thr Ala Gly 

Pro Ala Ala Ser 
15 

Leu Ser Ser Leu 
30 

Arg Ala Leu Gin 
45 

Ser Gin Gin Tyr 

Glu Leu Trp Lys 
80 

Gly Arg Gly 



Val Arg Ala Val 
-15 

His Leu Leu Gly 
1 

lie Leu Ala Trp 
20 

Gly Thr Arg Asp 
35 

Thr Gin Cys Cys 
50 

Arg Pro Tyr Ser 
65 

Gly Ala Leu Ala 



Gly Cys Leu Pro 
-10 

Arg Gin Cys Ser 
5 

Lys Ser Val Leu 

Thr His Pro Tyr 
40 

lie Ser Ser Pro 
55 

Phe Phe Thr Lys 
70 

Glu Thr Gly Ala 
85 



Val Leu Cys Ser 

-5 

Leu Asn Thr Leu 
10 

Gly Asn Gly His 
25 

Ala Ser Leu Ser 

Xaa His Leu Met 
60 

Leu Thr Ala Asp 
75 

Gly Ala Lys Lys 
90 



2687 



95 

<210> 4306 
<211> 162 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -36 . , -1 
<223> score 8.3 

seq LCLLVFVCLQSLS/AM 



<400> 4306 

Met His Thr Phe Asn Phe Val Arg Phe Thr His Ala Thr Met Ser Phe 

-35 -30 -25 

Gin Thr Pro Ala Val Lys Arg Leu Cys Leu Leu Val Phe Val Cys Leu 
-20 -15 -10 -5 

Gin Ser Leu Ser Ala Met Ala Leu Ala Gly Cys Trp Lys Ala Ala Cys 
15 10 
y.! Gly Gly Arg Trp Phe Arg 
1^ 15 

<210> 4307 
."S <211> 234 



<212> PRT 

<213> Homo sapiens 



y <220> 

hJ <221> SIGNAL 

ly <222> -32 . . -1 

^ <223> score 11 

n seq LGLLLSVLAATLA/QA 



<400> 4307 

Met Glu Leu Thr Ser Arg Glu Arg Gly Arg Gly Gin Pro Leu Pro Trp 

-30 -25 -20 

Glu Leu Arg Leu Gly Leu Leu Leu Ser Val Leu Ala Ala Thr Leu Ala 

-15 -10 -5 

Gin Ala Pro Ala Pro Asp Val Pro Gly Cys Ser Arg Gly Ser Cys Tyr 
15 10 15 

Pro Ala Xaa Gly Asp Leu Leu Val Gly Arg Ala Asp Arg Leu Thr Ala 

20 25 30 

Ser Ser Thr Cys Gly Leu Asn Gly Pro Ser Leu Leu His Arg 
35 40 45 

<210> 4308 
<211> 378 
<212> PRT 

<213> Homo sapiens 
<220> 
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^ 0 



<221> SIGNAL 
<222> -21. . -1 
<223> score 7.7 

seq GFWLVLLQCCSA/YK 



<400> 4308 

Met Gly Val Lys Ala Ser Gin Thr Gly Phe Val Val Leu Val Leu Leu 

-20 -15 -10 

Gin Cys Cys Ser Ala Tyr Lys Leu Val Cys Tyr Tyr Thr Ser Trp Ser 
-5 15 10 

Gin Tyr Arg Glu Gly Asp Gly Ser Cys Phe Pro Asp Ala Leu Asp Arg 

15 20 25 

Phe Leu Cys Thr His lie lie Tyr Ser Phe Ala Asn lie Ser Asn Asp 

30 35 40 

His lie Asp Thr Trp Glu Trp Asn Asp Val Thr Leu Tyr Gly Met Leu 

45 50 55 

Asn Thr Leu Lys Asn Arg Asn Pro Asn Leu Lys Thr Leu Leu Ser Val 
60 65 70 75 

Gly Gly Trp Asn Phe Gly Ser Gin Arg Phe Ser Lys lie Ala Ser Asn 

80 85 90 

Thr Gin Ser Arg Arg Thr Phe lie Lys Ser Val Pro Pro Phe 
95 100 105 



<210> 4309 
<211> 441 



<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -20 . . -1 

<223> score 9.1 

seq LLLLLLVFPATVL/FR 



<400> 4309 

Met Arg Leu Leu Pro Arg Leu Leu Leu Leu Leu Leu Leu Val Phe Pro 
-20 -15 -10 -5 

Ala Thr Val Leu Phe Arg Gly Gly Pro Arg Gly Xaa Leu Ala Val Ala 

15 10 
Gin Asp Leu Thr Glu Asp Glu Glu Thr Val Glu Asp Ser lie lie Glu 

15 20 25 

Asp Glu Asp Asp Glu Ala Glu Val Glu Glu Asp Glu Pro Thr Asp Leu 

30 35 40 

Val Glu Asp Lys Glu Glu Glu Asp Val Ser Gly Glu Pro Glu Ala Ser 
45 50 55 60 

Pro Ser Ala Asp Thr Thr lie Leu Phe Val Lys Gly Glu Asp Phe Pro 

65 70 75 

Ala Asn Asn lie Val Lys Phe Leu Val Gly Phe Thr Asn Lys Gly Thr 

80 85 90 

Glu Asp Phe lie Val Glu Ser Leu Asp Ala Ser Phe Arg Tyr Pro Gin 

95 100 105 

Asp Tyr Gin Phe Tyr lie Gin Asn Phe Thr Ala Leu Pro Leu Asn Thr 
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110 115 120 

Val Val Pro 
125 

<210> 4310 
<211> 294 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -14 . .-1 
<223> score 3 . 7 

seq GLTISSLFSRLFG/KK 



<400> 4310 

Met Gly Leu Thr lie Ser Ser Leu Phe Ser Arg Leu Phe Gly Lys Lys 
^ -10 -5 1 

Gin Met Arg lie Leu Met Val Gly Leu Asp Ala Ala Gly Lys Thr Thr 
€1 5 10 15 

m lie Leu Tyr Lys Leu Lys Leu Gly Glu lie Val Thr Thr lie Pro Thr 

20 25 30 

yj lie Gly Phe Asn Val Glu Thr Val Glu Tyr Lys Asn lie Cys Phe Thr 

35 40 45 50 

Val Trp Asp Val Gly Gly Gin Asp Arg lie Arg Pro Leu Trp Lys His 
"% 55 60 65 

"'^ Tyr Phe Gin Asn Thr Gin Gly Leu lie Phe Val Val Asp Ser Asn Asp 
^ 70 75 80 

W Arg Glu 



iy <210> 4311 

^ <211> 321 

S <212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 

<222> -20. . -1 

<223> score 8.4 

seq AWGCLLVPPAEA/NK 



<400> 4311 

Met Lys Leu Leu 

-20 

Pro Ala Glu Ala 

Cys Pro Pro Tyr 
15 

Ser Gin Lys Asp 
30 

Pro Gly His Asp 
45 



Ser Leu Val Ala 
-15 

Asn Lys Ser Ser 
1 

Arg Asn lie Ser 
20 

Cys Asn Cys Leu 
35 

Val Glu Ala Tyr 
50 



Val Val Gly Cys 
-10 

Glu Asp lie Arg 
5 

Gly His lie Tyr 

His Val Val Glu 
40 

Cys Leu Leu Cys 
55 



Leu Leu Val Pro 
-5 

Cys Lys Cys lie 
10 

Asn Gin Asn Val 
25 

Pro Met Xaa Val 

Glu Cys Arg Tyr 
60 
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Glu Glu Arg Xaa Pro Pro Pro Ser 
65 

Pro Trp Trp Val Pro Val Ala Leu 
80 

<210> 4312 
<211> 354 
<212> PRT 

<2 13 > Homo sapiens 
<220> 

<221> SIGNAL 
<222> -38 . . -1 
<223 > score 6 . 3 

seq GLSISLRLTGSSA/QE 



Arg Ser Ser Leu Ser Ser Thr Cys 

70 75 
His Gly Phe 
85 



<400> 4312 

Met Ala Ala Gly lie Val Ala Ser Arg Arg Leu Arg Asp Leu Leu Thr 

-35 -30 -25 

Arg Arg Leu Thr Gly Ser Asn Tyr Pro Gly Leu Ser lie Ser Leu Arg 
-20 -15 -10 

H Leu Thr Gly Ser Ser Ala Gin Glu Ala Ala Ser Gly Val Ala Leu Gly 
y -5 15 10 

Glu Ala Pro Asp His Ser Tyr Glu Ser Leu Arg Val Thr Ser Ala Gin 

-.f^ 15 20 25 

TVS' 

.^fl Lys His Val Leu His Val Gin Leu Asn Arg Pro Asn Lys Arg Asn Ala 

7^ 30 35 40 

I^, Met Asn Lys Val Phe Trp Arg Glu Met Val Glu Cys Phe Asn Lys lie 

y 45 50 55 

JJJ Ser Arg Asp Ala Asp Cys Arg Ala Val Val lie Ser Gly Ala Gly Lys 

fy 60 65 70 

Met Phe Thr Ala Gly He 
O 75 80 

W 

<210> 4313 

<211> 315 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -21. . -1 

<223> score 9.5 

seq LGLVLCLAQTIHT/QE 



<400> 4313 

Met Ser Pro His Pro Thr Ala Leu Leu Gly Leu Val Leu Cys Leu Ala 

-20 -15 -10 

Gin Thr He His Thr Gin Glu Glu Asp Leu Pro Arg Pro Ser He Ser 
-5 15 10 

Ala Glu Pro Gly Thr Val He Pro Leu Gly Ser His Val Thr Phe Val 
15 20 25 
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^ 0 



^1 



Cys Arg Gly Pro Val Gly Val Gin Thr Phe Arg Leu Glu Arg Glu Ser 

30 35 40 

Arg Ser Thr Xaa Asn Asp Thr Glu Asp Val Ser Gin Ala Ser Pro Ser 

45 50 ' 55 

Glu Ser Glu Ala Arg Phe Arg He Asp Ser Val Ser Glu Gly Asn Ala 
60 65 70 75 

Gly Pro Tyr Arg Cys He Tyr Tyr Lys 
80 

<210> 4314 
<211> 300 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -18 . . -1 
<223> score 11.7 

seq VLLLLLLVEQAAA/LG 



Ul <400> 4314 

N: Met He Pro Ala Val Val Leu Leu Leu Leu Leu Leu Val Glu Gin Ala 
yj -15 -10 -5 

Ala Ala Leu Gly Glu Pro Gin Leu Cys Tyr He Leu Asp Ala He Leu 

15 10 
Phe Leu Tyr Gly He Val Leu Thr Leu Leu Tyr Cys Arg Leu Lys He 
15 20 25 30 

Gin Val Arg Lys Ala Ala He Thr Ser Tyr Glu Lys Ser Asp Gly Val 

35 40 45 

Tyr Thr Met Glu Ser Pro Ser He Thr Arg Leu Glu Cys Ser Gly Met 
iU 50 55 60 

^ He Trp Ala His Cys Asn Leu Cys Leu Pro Gly Ser Arg Asp Ser Arg 
O ^5 70 75 

Ala Ser Ala Ser 
80 

<210> 4315 
<211> 333 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -26. . -1 
<223> score 8.9 

seq GLLWAFCAPGARA/EE 



<400> 4315 

Met Thr Met Arg Ser Leu Leu Arg Thr Pro Phe Leu Cys Gly Leu Leu 

-25 -20 -15 

Trp Ala Phe Cys Ala Pro Gly Ala Arg Ala Glu Glu Pro Ala Ala Ser 
-10 -5 15 
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Phe Ser Gin Pro Gly Ser Met Gly Leu Asp Lys Asn Thr Val His Asp 

10 15 20 

Gin Glu His lie Met Glu His Leu Glu Gly Val He Asn Lys Pro Glu 

25 30 35 

Ala Glu Met Ser Pro Gin Glu Leu Gin Leu His Tyr Phe Lys Met His 

40 45 50 

Asp Tyr Asp Gly Asn Asn Leu Leu Asp Gly Leu Glu Leu Ser Thr Ala 
55 60 65 70 

He Thr His Val His Lys Glu Glu Gly Xaa Glu Gin Ala Pro Leu 
75 80 85 

<210> 4316 
<211> 384 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
^ <222> -24 . . -1 

<223> score 3.8 

seq WALAGVLQSGFQ/EL 

m 

y <400> 4316 

-^1 Met Ala Ser Ser Ala Glu Gly Asp Glu Gly Thr Val Val Ala Leu Ala 

"20 -15 -10 

*^ly Val Leu Gin Ser Gly Phe Gin Glu Leu Ser Leu Asn Lys Leu Ala 

T 1 5 

Thr Ser Leu Gly Ala Ser Glu Gin Ala Leu Arg Leu He He Ser He 
y 10 15 20 

Phe Leu Gly Tyr Pro Phe Ala Leu Phe Tyr Arg His Tyr Leu Phe Tyr 
HJ 25 30 35 40 

^ Lys Glu Thr Tyr Leu He His Leu Phe His Thr Phe Thr Gly Leu Ser 
O 45 50 55 

p He Ala Tyr Phe Asn Phe Gly Asn Gin Leu Tyr His Ser Leu Leu Cys 
60 65 70 

He Val Leu Gin Phe Leu He Leu Arg Leu Met Gly Arg Thr He Thr 

75 80 85 

Ala Val Leu Thr Thr Phe Cys Phe Gin Met Ala Xaa Leu Leu Ala Gly 
90 95 100 

<210> 4317 
<211> 189 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -35 . . -1 
<223> score 5.1 

seq FLLFRSLPRXXFG/LV 



<400> 4317 
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Met Val His Leu Leu Val Leu Ser Gly Ala Trp Gly Met Gin Met Trp 
-35 -30 -25 -20 

Val Thr Phe Val Ser Gly Phe Leu Leu Phe Arg Ser Leu Pro Arg Xaa 

-15 -10 -5 

Xaa Phe Gly Leu Val Xaa Gly Lys Leu Phe Pro Phe Xaa Xaa Xaa lie 

15 10 
Ser Met Gly Cys Ala Ser Ser Thr Ser Ala Ser Trp Leu His Ser 
15 20 25 

<210> 4318 
<211> 225 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 6.6 

seq KMVHLLVLSGAWG/MQ 



in <400> 4318 

Met Glu Glu Gly Gly Asn Leu Gly Gly Leu He Lys Met Val His Leu 
yj -20 -15 -10 

Leu Val Leu Ser Gly Ala Trp Gly Met Gin Met Trp Val Thr Phe Val 
^ -5 15 

^ Ser Gly Phe Leu Leu Phe Arg Ser Leu Pro Arg His Thr Phe Gly Leu 
10 15 20 

Val Gin Ser Lys Leu Phe Pro Phe Tyr Phe His He Ser Met Gly Cys 
25 30 35 40 

Ala Ser Ser Thr Ser Ala Ser Trp Leu His Ser 
fU 45 50 

p <210> 4319 
S <211> 372 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 7.4 

seq LIWASSFFTLSLQ/KP 



r5s 



<400> 4319 

Met Arg Leu Leu 

Ser Leu Gin Lys 
1 

Leu Gly Val Pro 
15 

Gly Gin Val Val 
30 



Trp Gly Leu He 
-15 

Pro Arg Leu Leu 
5 

Leu Ser Val Gly 
20 

Lys Gly Ser Val 
35 



Trp Ala Ser Ser 
-10 

Leu Phe Ser Pro 

Val Gin Leu Gin 
25 

Phe Leu Arg Asn 
40 



Phe Phe Thr Leu 
-5 

Ser Val Val His 
10 

Asp Val Pro Arg 

Pro Ser Arg Asn 
45 
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Asn Val Pro Cys 

Asp Phe Ala Leu 
65 

Cys Gly Leu His 
80 

His Ser Pro Trp 
95 



Ser Pro Lys Val 
50 

Leu Ser Leu Gin 

Gin Leu Leu Arg 
85 

Leu Lys Asp Ser 
100 



Asp Phe Thr Leu 
55 

Val Pro Leu Lys 
70 

Gly Pro Glu Val 

Leu Ser Arg Thr 
105 



Ser Ser Glu Arg 
60 

Asp Ala Lys Ser 
75 

Gin Leu Val Ala 
90 



<210> 4320 
<211> 294 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -39. . -1 
<223> score 4 . 9 

seq IILVGLLHMVLLS/IP 



<400> 4320 

¥^ Met Asn Val Gly Val Ala His Ser Glu Val Asn Pro Asn Thr Arg Val 
ly -35 -30 -25 

■.n Met Asn Ser Arg Gly He Trp Leu Ala Tyr He He Leu Val Gly Leu 
k§ -20 -15 -10 

Leu His Met Val Leu Leu Ser He Pro Phe Phe Ser He Pro Val Val 
r -5 15 

Trp Thr Leu Thr Asn Val He His Asn Leu Ala Thr Tyr Val Phe Leu 
U 1° 15 20 25 

His Thr Val Lys Gly Thr Pro Phe Glu Thr Pro Asp Gin Gly Lys Ala 
30 35 40 

4. Arg Leu Leu Thr His Trp Glu Gin Met Asp Tyr Gly Leu Gin Phe Thr 
O 45 50 55 

in Leu Pro 

<210> 4321 

<211> 276 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 3.5 

seq IVLGTGLTECILS/GI 



<400> 4321 

Met Asn Glu Glu Tyr Asp Val He Val Leu Gly Thr Gly Leu Thr Glu 
-20 -15 -10 -5 

Cys He Leu Ser Gly He Met Ser Val Asn Gly Lys Lys Val Leu His 

15 10 
Met Asp Arg Asn Pro Tyr Tyr Gly Gly Glu Ser Ala Ser He Thr Pro 
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15 20 25 

Leu Glu Asp Leu Tyr Lys Arg Phe Lys He Pro Gly Ser Pro Xaa Glu 

30 35 40 

Ser Met Gly Arg Gly Arg Xaa Trp Asn Val Asp Leu He Pro Lys Phe 
45 50 55 60 

Leu Met Ala Asn Gly Gin Leu Val Lys Met Leu Leu 
65 70 

<210> 4322 
<211> 264 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -15 . . -1 
<223> score 9.6 

seq EYVLLLFLALCSA/KP 



<400> 4322 

m. Met Lys Glu Tyr Val Leu Leu Leu Phe Leu Ala Leu Cys Ser Ala Lys 

-15 -10 -5 1 

y Pro Phe Phe Ser Pro Ser His He Ala Leu Lys Asn Met Met Leu Lys 
m 5 10 15 

^ Asp Met Glu Asp Thr Asp Asp Asp Asp Asp Asp Asp Asp Asp Asp Asp 
^ 20 25 30 

^ Asp Asp Glu Asp Asn Ser Leu Phe Pro Thr Arg Glu Pro Arg Ser His 

f^. 35 40 45 

^! Phe Phe Pro Phe Asp Leu Phe Pro Met Cys Pro Phe Gly Cys Gin Cys 

^ ^0 55 60 65 

Tyr Ser Arg Val Val His Cys Ser 

70 

Q <210> 4323 

<211> 390 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 11.2 

seq GLLLLLWGSCTFG/LP 



<400> 4323 

Met Asp Gly Trp Arg Arg Met Pro 
-20 

Trp Gly Ser Cys Thr Phe Gly Leu 

-5 1 
Arg He Phe Leu Lys Arg Met Pro 
10 15 
Arg Gly Val Asp Met Ala Arg Leu 



Arg Trp Gly Leu Leu Leu Leu Leu 
-15 -10 
Pro Thr Asp Thr Thr Thr Phe Lys 
5 

Ser He Arg Glu Ser Leu Lys Glu 

20 25 
Gly Pro Glu Trp Ser Gin Pro Met 
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y 3 



30 35 40 

Lys Arg Leu Thr Leu Gly Asn Thr Thr Ser Ser Val He Leu Thr Asn 

45 50 55 

Tyr Met Asp Thr Gin Tyr Tyr Gly Glu He Gly He Gly Thr Pro Pro 

60 65 70 

Gin Thr Phe Lys Val Val Phe Asp Thr Gly Ser Ser Asn Val Trp Val 

75 80 85 

Pro Ser Ser Lys Cys Ser Arg Leu Tyr Thr Ala Cys Val Tyr His Lys 
90 95 100 105 

Leu Phe 

<210> 4324 

<211> 345 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -32 . . -1 
<223 > score 5 

seq LCLLSLLPSGFMS/LD 



y <400> 4324 

=0 Gly Ala Arg Ala Gly Pro Arg Met Pro Arg Gly 

i^. -30 -25 -20 

Trp Thr Ala Leu Cys Leu Leu Ser Leu Leu Pro Ser Gly Phe Met Ser 
7 -15 -10 -5 

^ Leu Asp Asn Asn Gly Thr Ala Thr Pro Glu Leu Pro Thr Gin Gly Thr 
pi 5 10 15 

^ Phe Ser Asn Val Ser Thr Asn Val Ser Tyr Gin Glu Thr Thr Thr Pro 
^ 20 25 30 

^ Xaa Thr Leu Gly Ser Thr Ser Leu His Pro Val Ser Gin His Gly Asn 
O 35 40 45 

O Glu Ala Thr Thr Asn He Thr Glu Thr Thr Val Xaa Phe Thr Ser Xaa 
50 55 60 

Ser Val He Xaa Ser Val Tyr Gly Asn Thr Asn Ser Ser Val Gin Ser 
65 70 75 80 

Gin Thr Ser 

<210> 4325 

<211> 240 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -35 . . -1 
<223> score 3.6 

seq LEPGLSSSAACNG/KE 



<400> 4325 

Met Pro Phe Gin Phe Gly Thr Gin Pro Arg Arg Phe Pro Val Glu Gly 
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-35 -30 -25 -20 

Gly Asp Ser Ser He Glu Leu Glu Pro Gly Leu Ser Ser Ser Ala Ala 

-15 -10 -5 

Cys Asn Gly Lys Glu Met Ser Pro Thr Arg Gin Leu Arg Arg Cys Pro 

15 10 

Gly Ser His Cys Leu Thr He Thr Asp Val Pro Val Thr Val Tyr Ala 

15 20 25 

Thr Thr Arg Lys Pro Pro Ala Gin Ser Ser Lys Glu Met His Pro Lys 

30 35 40 45 

<210> 4326 
<211> 243 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -26 . . -1 
^ <223> score 8.8 

seq AVLVLLFVSTIVS/QW 

in 

<400> 4326 

y Met Leu Leu Leu Leu Leu Ser He He Val Leu His Val Ala Val Leu 
^ -25 -20 -15 

Val Leu Leu Phe Val Ser Thr He Val Ser Gin Trp He Val Gly Asn 
J| -10 -5 15 

Gly His Ala Thr Asp Leu Trp Gin Asn Cys Ser Thr Ser Ser Ser Gly 
^ 10 15 20 

2=! Lys Cys Pro Pro Leu Phe Phe He He Thr Lys Arg Met Ala Ala Val 

2^ ^0 35 

y Cys Pro Gly His His Asp Pro Val Asp His Leu Gin His Ser Val Ser 
^ 40 45 50 

Val 
55 

<210> 4327 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -26 . . -1 
<223> score 8.8 

seq AVLVLLFVSTIVS/QW 



3== 



<400> 4327 

Met Leu Leu Leu Leu Leu Ser He He Val Leu His Val Ala Val Leu 

-25 -20 -15 

Val Leu Leu Phe Val Ser Thr He Val Ser Gin Trp He Val Gly Asn 
-10 -5 15 

Gly His Ala Thr Asp Leu Trp Gin Asn Cys Ser Thr Ser Ser Ser Gly 
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10 



Asn Ala His 
25 



15 



20 



<210> 4328 
<211> 198 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -16 . . -1 
<223> score 10.5 

seq LWRLVSLLALSQA/LP 



<400> 4328 

Met Trp Pro Leu Trp Arg Leu Val Ser Leu Leu Ala Leu Ser Gin Ala 
-15 -10 -5 

^ Leu Pro Phe Glu Gin Arg Gly Phe Trp Asp Phe Thr Leu Asp Asp Gly 
1^ 1 5 10 15 

yi Pro Phe Met Met Asn Asp Glu Glu Ala Ser Gly Ala Asp Thr Ser Gly 
^ 20 25 30 

y Val Xaa Asp Pro Asp Ser Val Thr Pro Thr His Val Thr He Asn Tyr 
m 35 40 45 

Leu Tyr 

i '° 

Z^^ <210> 4329 

y <211> 438 

fll <212> PRT 

fy <213> Homo sapiens 

Q <220> 

'p. <221> SIGNAL 

^ <222> -20 . . -1 

<223> score 6.6 

seq SALAARLLQPAHS/CS 



<400> 4329 

Met Ala Ala Thr Ser 

-20 

Pro Ala His Ser Cys 
1 

Xaa Arg Asn Glu Ala 
15 

He Lys Gin Glu Val 
30 

Asn Lys Arg Pro His 
45 

Val Thr Pro Met Ser 
65 

He Asn Ser Glu Thr 



Leu Met Ser Ala Leu Ala 
-15 -10 
Ser Leu Arg Leu Arg Pro 
5 

Val Val He Ser Gly Arg 
20 

Arg Gin Glu Val Glu Glu 
35 

Leu Ser Gly Ser Trp Leu 
50 55 
Ser Thr Lys Pro Arg Ala 
70 

He Met Lys Pro Ala Ser 



Ala Arg Leu Leu Gin 
-5 

Phe His Leu Ala Ala 
10 

Lys Leu Ala Gin Gin 
25 

Trp Val Ala Ser Gly 
40 

Ala Arg He Leu Gin 
60 

Ala Ala Val Val Gly 
75 

He Ser Glu Glu Glu 
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80 85 90 

Leu Leu Asn Leu He Asn Lys Leu Asn Asn Asp Asp Asn Val Asp Gly 

95 100 105 

Leu Leu Val Gin Leu Pro Leu Pro Glu His He Asp Glu Arg Arg He 

110 115 120 

Cys Asn 
125 

<210> 4330 
<211> 216 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 10.6 

seq LLLLLPLVHVSAT/TP 



<400> 4330 

Met Glu Arg Ala Ser Cys Leu Leu Leu Leu Leu Leu Pro Leu Val His 
-20 -15 -10 .5 

Val Ser Ala Thr Thr Pro Glu Pro Cys Glu Leu Asp Asp Glu Asp Phe 

15 10 
Arg Cys Val Cys Asn Phe Ser Glu Pro Gin Pro Asp Trp Ser Glu Ala 

15 20 25 

Phe Gin Cys Val Ser Ala Val Glu Val Glu He His Ala Gly Gly Leu 

30 35 40 

Asn Leu Glu Pro Phe Leu Lys Arg 
45 50 

<210> 4331 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -15 . . -1 
<223> score 12.6 

seq WLLLLGLVALSEC/IM 



<400> 4331 

Met Lys Trp Leu 

-15 

Met Tyr Lys Val 
5 

Ser Glu Arg Gly 
20 

Pro Ala Arg Lys 
35 

Glu Gin Pro Leu 



Leu Leu Leu Gly 
-10 

Pro Leu He Arg 

Leu Leu Lys Asp 
25 

Tyr Phe Pro Gin 
40 

Glu Asn Tyr Leu 



Leu Val Ala Leu 
-5 

Lys Lys Ser Leu 
10 

Phe Leu Lys Lys 

Trp Glu Ala Pro 
45 

Asp Met Glu Tyr 



Ser Glu Cys He 
1 

Arg Arg Thr Leu 
15 

His Asn Leu Asn 
30 

Thr Leu Val Asp 
Phe Gly Thr He 
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50 55 60 65 

Gly He Gly Thr Pro Ala Gin Asp Phe Thr Val Val Phe Xaa Thr Gly 

70 75 80 

Ser Ser Asn Leu Trp Val Pro Ser 
85 

<210> 4332 

<211> 291 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 5.9 

seq ALMYLGSLAFLGA/DT 





<400> 4332 




















Met 


Lys Leu 


Val 


Ser 


Val 


Ala 


Leu 


Met 


Tyr 


Leu Gly Ser Leu Ala Phe 










-15 










-10 


-5 




Leu 


Gly Ala 


Asp 


Thr 


Ala 


Arg 


Leu 


Asp 


Val 


Ala Ser Glu Phe Arg Lys 


I , S 






1 








5 






10 




Lys 


Trp Asn 


Lys 


Trp Ala 


Leu 


Ser 


Arg Gly Lys Arg Glu Leu Arg Met 






15 








20 








25 




Ser 


Ser Ser 


Tyr 


Pro 


Thr Gly Leu Ala 


Asp 


Val Lys Ala Gly Pro Ala 




30 








35 










40 45 




Gin 


Thr Leu 


He 


Arg 


Pro 


Gin 


Asp 


Met 


Lys 


Gly Ala Ser Arg Ser Pro 


M 








50 










55 


60 




Glu 


Asp Ser 


Ser 


Pro 


Asp 


Ala 


Ala 


Arg 


He 


Arg Val Lys Arg Tyr Arg 


f% = 






65 










70 




75 



O <210> 4333 
O <211> 249 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 10.5 

seq LVLVSMLALGTLA/EA 



<400> 4333 

Met Ala Thr Met Glu Asn Lys Val He Cys Ala Leu Val Leu Val Ser 

-20 -15 -10 

Met Leu Ala Leu Gly Thr Leu Ala Glu Ala Gin Thr Glu Thr Cys Thr 

-5 1 5 

Val Ala Pro Arg Glu Arg Gin Asn Cys Gly Phe Pro Gly Val Thr Pro 

10 15 20 

Ser Gin Cys Ala Asn Lys Gly Cys Cys Phe Asp Asp Thr Val Arg Gly 
25 30 35 40 



2701 



Val Pro Trp Cys Phe Tyr Pro Asn Thr He Asp Val Pro Pro Glu Glu 
45 50 55 

Glu Cys Glu 



<210> 4334 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -28 . . -1 
<223> score 5.3 

seq ASCLVLAARHASA/SS 





<400> 4334 






















Met 


Ala 


Leu 


Leu 


Thr 


Ala 


Ala 


Ala 


Arg Leu Leu 


Gly Thr Lys 


Asn 


Ala 










-25 










-20 


-15 








Ser 


Cys 


Leu 


Val 


Leu 


Ala 


Ala 


Arg 


His Ala Ser 


Ala Ser Ser 


Thr 


Asn 


m 






-10 










-5 




1 








Leu 


Lys 


Asp 


He 


Leu 


Ala 


Asp 


Leu 


He Pro Lys 


Glu Gin Ala 


Arg 


He 


hSz 


5 










10 






15 




20 


yj 


Lys 


Thr 


Phe 


Arg Gin 


Gin 


His 


Gly 


Lys Thr Val 


Val Gly Gin 


He 


Thr 




Val 








25 








30 


35 






Asp 


Met 


Met 


Tyr 


Gly 


Gly Met 


Arg Gly Met 


Lys Gly Leu 


Val 


Tyr 


'..ri 


Glu 


Thr 




40 










45 


50 






Ser 


Val 


Leu 


Asp 


Pro 


Asp 


Glu Gly He Arg Phe Arg Gly Phe 








55 










60 




65 








Ser 


He 


Pro 


Glu 


Cys 


Gin 


Lys 


Leu 










lU 




70 










75 













-4= 


<210> 


4335 




<211> 


195 


Ik? 


<212> 


PRT 


<213> 


Homo 



sapiens 



<220> 

<221> SIGNAL 
<222> -17 . . -1 
<223> score 11.5 

seq LLPILLLSGWAFC/SQ 



<400> 4335 

Met Leu Thr Thr Leu Leu Pro He 
-15 -10 
Cys Ser Gin Asp Ala Ser Asp Gly 

1 5 
He Ser Tyr Phe Arg Asp Pro Tyr 
20 

Ser Leu Gly Gly His Leu Thr His 
35 

Thr 



Leu Leu Leu Ser Gly Trp Ala Phe 
-5 

Leu Gin Arg Leu His Met Leu Gin 

10 15 
His Val Trp Tyr Gin Gly Asn Ala 

25 30 
Val Leu Glu Gly Pro Asp Thr Asn 
40 45 



2702 



<210> 4336 

<211> 204 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -27 . . -1 
<223> score 5.7 

seq LVSLFCSCFLADP/LN 



<400> 4336 

Met Thr Leu Ala Ala Tyr Lys Glu Lys Met Lys Glu Leu Pro Leu Val 

-25 -20 -15 

Ser Leu Phe Cys Ser Cys Phe Leu Ala Asp Pro Leu Asn Lys Ser Ser 
-10 -5 1 5 

Q Tyr Lys Tyr Glu Gly Trp Cys Gly Arg Gin Cys Arg Arg Lys Asp Glu 
^ 10 15 20 

IP Ser Gin Arg Lys Asp Ser Ala Asp Trp Arg Glu Xaa Arg Ala Gin Ala 
25 30 35 

Asp Thr Val Asp 
40 

<210> 4337 
<211> 387 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 10.6 

seq CMLLLAFSSWSLC/SD 



Met 


Met 


Ala 


Gly 


Met 


Lys 


He 


Gin 


Leu 


Val 


Cys 


Met 


Leu 


Leu 


Leu 


Ala 


Phe 






-20 










-15 










-10 






Ser 


Ser 
-5 


Trp 


Ser 


Leu 


Cys 


Ser 
1 


Asp 


Ser 


Glu 


Glu 


Glu 


Met 


Lys 


Ala 


Leu 


Glu 


Ala 


Asp 


Phe 


Leu 


Thr 


Asn 


Met 


His 


Thr 


5 

Ser 


Lys 


He 


Ser 


Lys 


10 










15 










20 








25 


Ala 


His 


Val 


Pro 


Ser 


Trp 


Lys 


Met 


Thr 


Leu 


Leu 


Asn 


Val 


Cys 


Ser 


Leu 










30 










35 








40 




Val 


Asn 


Asn 


Leu 


Asn 


Ser 


Pro 


Ala 


Glu 


Glu 


Thr 


Gly Glu Val 


His 


Glu 


Glu 






45 










50 










55 






Glu 


Leu 


Val 


Ala 


Arg 


Arg 


Lys 


Leu 


Pro 


Thr 


Ala 


Leu 


Asp Gly 


Phe 






60 










65 










70 








Ser 


Leu 


Glu 


Ala 


Met 


Leu 


Thr 


He 


Tyr 


Gin 


Leu 


His 


Lys 


Xaa 


Cys 


His 




75 










80 










85 








Ser 


Arg 


Ala 


Phe 


Gin 


His 


Trp 


Glu 


Leu 


He 


Gin 


Glu 


Asp 


He 


Leu 


Asp 


90 










95 










100 










105 



2703 



Thr 

<210> 4338 
<211> 393 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -31 . . -1 
<223> score 11.5 

seq LLLFLLGPRLVLA/IS 



<400> 4338 




















Met 


Ser Gly 


Leu 


Ser Gly Pro 


Pro Ala Arg Arg Gly Pro 


Phe 


Pro 


Leu 




-30 






-25 




-20 










Ala 


Leu Leu 


Leu 


Leu Phe 


Leu 


Leu Gly Pro Arg 


Leu 


Val 


Leu 


Ala 


He 


-15 






-10 




-5 










1 


Ser 


Phe His 


Leu 
5 


Pro He 


Asn 


Ser Arg Lys Cys 
10 


Leu 


Arg 


Glu 
15 


Glu 


He 


His 


Lys Asp 


Leu 


Leu Val 


Thr Gly Ala Tyr Glu 


He 


Ser 


Asp 


Gin 


Ser 




20 








25 




30 








Gly 


Gly Ala 


Gly Gly Leu Arg Xaa Thr Ser Arg 


Ser 


Gin 


He 


Leu 


Leu 




35 






40 




45 










Ala 


He Phe 


Ser 


Thr Pro 


Lys 


Arg Met Gin Pro 


Arg Gly Asn 


Leu 


Pro 


50 






55 




60 










65 


Leu 


Pro Leu 


Lys 


He Met 
70 


Thr 


Cys Leu Lys Cys 
75 


Val 


Leu 


Arg 


Ala 
80 


Arg 


Glu 


Gin Gly 


Thr Gly Arg 


He 


Pro Asp Gin Leu 


Val 


He 


Leu 


Asp 


Met 






85 






90 






95 




Lys 


His Gly 
100 





















<210> 4339 
<211> 321 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -13 . . -1 
<223> score 3 . 5 

seq MAATLLAARGAGP/AP 



<400> 4339 

Met Ala Ala Thr Leu Leu Ala Ala 
-10 

Trp Gly Pro Glu Gly Ser Leu Gin 

5 10 
Leu Gly Xaa Tyr He Ala Asn Arg 
20 25 
His Asp Arg He Phe Cys Cys Arg 



Arg Gly Ala Gly Pro Ala Pro Ala 
-5 1 
Thr Gly Lys Ala Glu Lys Phe Pro 
15 

Val Thr Asp Lys Leu Thr Pro He 

30 35 
Ser Gly Ser Ala Ala Asp Thr Gin 



2704 



40 45 50 

Ala Val Ala Asp Ala Val Thr Tyr Gin Leu Gly Phe His Ser lie Glu 

55 60 65 

Leu Asn Glu Pro Pro Leu Val His Thr Ala Ala Ser Leu Phe Lys Glu 

70 75 80 

Met Cys Tyr Arg Tyr Arg Glu Asp Leu Met Ala 
85 90 

<210> 4340 
<211> 270 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -14 . . -1 
<223> score 15 

seq LLPLLLLLPMCWA/VE 

<400> 4340 

Met Leu Leu Pro Leu Leu Leu Leu Leu Pro Met Cys Trp Ala Val Glu 

-10 -5 1 

Val Lys Arg Pro Arg Gly Val Ser Leu Thr Asn His His Phe Tyr Asp 
^5 10 15 

^ Glu Ser Lys Pro Phe Thr Cys Leu Asp Gly Ser Ala Thr He Pro Phe 
^- 20 25 30 

. Asp Gin Val Asn Asp Asp Tyr Cys Asp Cys Lys Asp Gly Ser Asp Glu 

35 40 45 50 

Pro Gly Thr Ala Ala Cys Pro Asn Gly Ser Phe His Cys Thr Asn Thr 

55 60 65 

Gly Tyr Lys Pro Leu Tyr He Pro Ser Asn 
t 70 75 

Q <210> 4341 

<211> 327 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 8.1 

seq LLGVLWSPDALG/ST 



^1 



<400> 4341 

Met Ala Thr Leu 

Ala Leu Gly Ser 
1 

Leu Val Ser Thr 
15 

He Thr Ser Asp 



Leu Leu Leu Leu 
-15 

Thr Thr Ala Val 
5 

Ser Glu Pro Leu 
20 

Pro Lys Ala Asp 



Gly Val Leu Val 
-10 

Gin Thr Pro Thr 

Ser Ser Lys Met 
25 

Ser Thr Gly Asp 



Val Ser Pro Asp 

-5 

Ser Gly Glu Pro 
10 

Tyr Thr Thr Ser 
Gin Thr Ser Ala 



2705 



An 



30 35 40 45 

Leu Pro Pro Ser Thr Ser He Asn Glu Gly Ser Pro Leu Trp Thr Ser 

50 55 60 

He Gly Ala Ser Thr Gly Ser Pro Leu Pro Glu Pro Thr Thr Tyr Gin 

65 70 75 

Glu Val Ser He Lys Met Ser Xaa Val Pro Gin Glu Thr 
80 85 90 

<210> 4342 
<211> 177 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -21 . . -1 
<223> score 11.2 

seq LLCLFSLLTQVTT/EP 



<400> 4342 

Met Glu Leu Trp Gly Ala Tyr Leu Leu Leu Cys Leu Phe Ser Leu Leu 

-20 -15 _10 

Thr Gin Val Thr Thr Glu Pro Pro Thr Gin Lys Pro Lys Lys He Val 
^ 1 5 10 

Asn Ala Lys Lys Asp Val Val Asn Thr Lys Met Phe Glu Glu Leu Lys 
15 20 25 

- Ser Arg Leu Asp Thr Leu Ala Gin Glu Val Ala 

a 30 35 

ns 

jf=!1 <210> 4343 

^ <211> 153 

^ <212> PRT 

^ <213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -36 . , -1 
<223> score 5.4 

seq LLCYPGWSAVAQS/QL 



<400> 4343 

Met He Gin Ala Thr Ser Leu Ser 

-35 -30 
Leu Phe Phe Glu Asp Gly Val Leu 
-20 -15 
Val Ala Gin Ser Gin Leu Thr Ala 
1 

He Leu Pro 
15 

<210> 4344 
<211> 465 



Ser Leu He Leu Gly Phe Ser Phe 
-25 

Leu Cys Tyr Pro Gly Trp Ser Ala 

-10 -5 
Ala Ser Val Phe Trp Asp Gin Val 
5 10 



2706 



<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -36 . . -1 
<223> score 10.1 

seq SFWLALFAVTQA/EE 



<400> 4344 

Met Leu Thr Leu Ser Ser Cys Leu Cys Gly Ser Gly Lys Ala Phe Glv 

-35 -30 -25 

Met Pro Thr Met Arg Leu Leu Ser Phe Val Val Leu Ala Leu Phe Ala 
-20 -15 -10 _5 

Val Thr Gin Ala Glu Glu Gly Ala Arg Leu Leu Ala Ser Lys Ser Leu 
1 5 10 

^ Leu Asn Arg Tyr Ala Val Glu Gly Arg Asp Leu Thr Leu Gin Tyr Asn 
4J 15 20 25 

^ He Tyr Asn Val Gly Ser Ser Ala Ala Leu Asp Val Glu Leu Ser Asp 
Ul 30 35 40 

1^ Asp Ser Phe Pro Pro Glu Asp Phe Gly He Val Ser Gly Met Leu Asn 
Ly ^5 50 55 60 

Val Lys Trp Asp Arg He Ala Pro Ala Ser Asn Val Ser His Thr Val 

65 70 75 

Val Leu Arg Pro Leu Lys Ala Gly Tyr Phe Asn Phe Thr Ser Ala Thr 
80 85 90 

^ He Thr Tyr Leu Ala Gin Glu Asp Gly Pro Val Val He Gly Ser Thr 
4J 95 100 105 

fU Ser Ala Leu Asp Arg Glu Glu Ser Trp Leu Ser 

ru 115 

S <210> 4345 

<211> 444 
^ <212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -36. . -1 
<223> score 10.1 

seq SFWLALFAVTQA/EE 



<400> 4345 

Met Leu Thr Leu Ser Ser Cys Leu 

-35 -30 
Met Pro Thr Met Arg Leu Leu Ser 
-20 -15 
Val Thr Gin Ala Glu Glu Gly Ala 
1 

Leu Asn Arg Tyr Ala Val Glu Gly 

15 20 
He Tyr Asn Val Gly Ser Ser Ala 



Cys Gly Ser Gly Lys Ala Phe Gly 
-25 

Phe Val Val Leu Ala Leu Phe Ala 

-10 -5 
Arg Leu Leu Ala Ser Lys Ser Leu 
5 10 
Arg Asp Leu Thr Leu Gin Tyr Asn 
25 

Ala Leu Asp Val Glu Leu Ser Asp 



2707 



30 

Asp Ser Phe Pro 
45 

Val Lys Trp Asp 

Val Leu Arg Pro 
80 

Asn Ser Ser Leu 
95 

Glu Leu Pro Ser 
110 



35 

Pro Glu Asp Phe 
50 

Arg lie Ala Pro 
65 

Leu Lys Ala Leu 

Val Thr Phe Gin 
100 



40 

Gly He Val Ser 
55 

Ala Ser Asn Val 
70 

Gly He Pro Leu 
85 

Glu Pro Pro Gly 



Gly Met Leu Asn 
60 

Ser His Thr Val 
75 

His Leu Ala Tyr 
90 

Val Asn Thr Thr 
105 



<210> 4346 

<211> 258 

<212> PRT 

<213> Homo sapiens 

<220> 

g <221> SIGNAL 

.,,f% <222> -41. . -1 



<223> score 3.9 

seq ALFLCGCYWALG/AH 



w 

=^ <400> 4346 

^fi Met Ala His Ala His He Gin Gly Gly Arg Arg Ala Lys Ser Arg Phe 

-40 -35 -30 

e Val Val Cys He Met Ser Gly Ala Arg Ser Lys Leu Ala Leu Phe Leu 

Q -25 -20 -15 -10 

m Cys Gly Cys Tyr Val Val Ala Leu Gly Ala His Thr Gly Glu Glu Ser 
Wl -5 15 

'^^ Val Ala Asp His His Glu Ala Glu Tyr Tyr Val Ala Ala Val Tyr Glu 
5 10 15 20 

M His Pro Ser He Leu Ser Leu Asn Pro Leu Ala Leu He Ser Arg Gin 
M 25 30 35 

Glu Ala Leu Glu Leu Met 

40 45 



<210> 4347 

<211> 177 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -16. . -1 
<223> score 4.3 

seq ALPAAGFLYWVGA/GT 



<400> 4347 

Met Glu Ser Ala Leu Pro Ala Ala Gly Phe Leu Tyr Trp Val Gly Ala 

-15 -10 -5 

Gly Thr Val Ala Tyr Leu Ala Leu Arg He Ser Tyr Ser Leu Phe Thr 



2708 



1 5 
Ala Leu Arg Val Trp Gly Val Gly 
20 

Ser Glu Asn Gly Gin Leu Ser Gin 
35 40 



10 15 
Asn Glu Ala Gly Val Gly Arg Gly 
25 30 
Val Val Leu 



<210> 4348 
<211> 306 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -30 . . -1 
<223> score 7.3 

seq LKLLILSMAAVLS/FS 



p <400> 4348 

Met Thr Lys Phe Gly Phe Leu Arg Leu Ser Tyr Glu Lys Gin Asp Thr 

-25 -20 -15 

1 Ala Ala Val Leu Ser Phe Ser 

la -10 -5 1 

^ Thr Arg Leu Phe Ala Val Leu Arg Phe Glu Ser Val He His Glu Phe 
5 10 15 

Asp Pro Tyr Phe Asn Tyr Arg Thr Thr Arg Phe Leu Ala Glu Glu Gly 
%D 20 25 30 

:= Phe Tyr Lys Phe His Asn Trp Phe Asp Asp Arg Ala Trp Tyr Pro Leu 

O 35 40 45 50 

Gly Arg He He Gly Gly Thr He Tyr Pro Gly Leu Met He Thr Ser 
m 55 60 65 

Ala Ala He Tyr His Val 

Q <210> 4349 

<211> 234 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -33 , . -1 
<223> score 9.5 

seq LLLGLVMPLAIIA/QV 



<400> 4349 

Met Gly Thr Met Lys Thr Gin Arg Asp Gly His Ser Leu Gly Arg Trp 

-30 -25 -20 

Ser Leu Val Leu Leu Leu Leu Gly Leu Val Met Pro Leu Ala He He 

-15 -10 -5 

Ala Gin Val Leu Ser Tyr Lys Glu Ala Val Leu Arg Ala He Asp Gly 

15 10 15 

He Asn Gin Arg Ser Ser Asp Ala Asn Leu Tyr Arg Leu Leu Asp Leu 



2709 



20 25 30 

Asp Pro Arg Pro Thr Met Val Ser Phe Gly Gly His Ser Ala 
35 40 45 

<210> 4350 
<211> 354 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -27 . . -1 
<223> score 7.2 

seq VLWLSGLSEPGAA/RQ 





<400> 4350 






























Met 


Gin Arg 


Val 


Ser 


Gly 


Leu 


Leu 


Ser 


Trp 


Thr 


Leu 


Ser 


Arg 


Val 


Leu 






-25 










-20 










-15 








Trp 


Leu Ser 


Gly 


Leu 


Ser 


Glu 


Pro 


Gly Ala Ala Arg Gin 


Pro 


Arg 


He 


y I 




-10 








-5 










1 






5 




Met 


Glu Glu 


Lys 


Ala 


Leu 


Glu 


Val 


Tyr 


Asp 


Leu 


He 


Arg 


Thr 


He 


Arg 










10 










15 










20 


yj 


Asp 


Pro Glu 


Lys 


Pro 


Asn 


Thr 


Leu 


Glu 


Glu 


Leu 


Glu 


Val 


Val 


Ser 


Glu 








25 










30 










35 








Ser 


Cys Val 


Glu 


Val 


Gin 


Glu 


He 


Asn 


Glu 


Xaa 


Glu 


Tyr 


Leu 


Val 


Xaa 






40 










45 










50 










He 


Arg Phe 


Thr 


Pro 


Xaa 


Val 


Pro 


His 


Cys 


Ser 


Leu 


Ala 


Thr 


Leu 


He 






55 








60 










65 












Gly Leu Cys 


Leu 


Arg 


Val 


Lys 


Leu 


Gin 


Arg 


Cys 


Leu 


Pro 


Phe 


Lys 


His 




70 








75 










80 








85 




Lys 


Leu Glu 


He 


Tyr 


He 






























90 

























Has? 

U <210> 4351 

<211> 318 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . , -1 
<223> score 10 

seq LLLLQALPSPLSA/RA 



<400> 4351 

Met Glu Arg Arg Arg Leu Leu Gly 
-20 

Ala Leu Pro Ser Pro Leu Ser Ala 
-5 

Glu Ala Cys Val Gly Thr Asn Asn 

10 15 
His Cys Cys Gly Gin Ser Gin Cys 



Gly Met Ala Leu Leu Leu Leu Gin 

-15 -10 
Arg Ala Glu Pro Pro Gin Asp Lys 
1 5 
Gin Ser Tyr He Cys Asp Thr Gly 
20 

Cys Asn Tyr Tyr Tyr Glu Leu Trp 



2710 



^ m 



■=5r 
~ 3=; 

Ml 



US 



25 30 35 40 

Trp Phe Trp Leu Val Trp Thr He He He He Leu Ser Cys Cys Cys 

45 50 55 

Val Cys His His Arg Arg Ala Lys His Arg Leu Gin Ala Gin Gin Arg 

60 65 70 

Gin His Glu He Asn Leu He Ala Tyr Arg 
75 80 

<210> 4352 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -21 . . -1 
<223> score 14.3 

seq LLLCAVLLSLASA/SS 



<400> 4352 

Met Arg Val Arg He Gly Leu Thr Leu Leu Leu Cys Ala Val Leu Leu 

-20 -15 -10 

Ser Leu Ala Ser Ala Ser Ser Gly Gin Tyr Pro Pro Pro Arg Ala Glu 
-Sis 10 
Gly Pro Glu Pro Pro Pro Pro Ser Leu Tyr Ser Arg Arg Gly Arg Gly 
15 20 25 

s Asp Ser Arg 

Q 30 

m 





<210> 


4353 




<211> 


432 




<212> 


PRT 


o 


<213> 


Homo sapiens 




<220> 






<221> 


SIGNAL 




<222> 


-47. .-1 




<223> 


score 7.1 



seq SLLFLLMGLRASG/KD 



<400> 4353 



Met 


Val 


Ala 


Pro 


Lys 


Ser 


His 


Thr 


Asp 


Asp 


Trp 


Ala Pro Gly Pro 


Phe 






-45 










-40 








-35 




Ser 


Ser 


Lys 


Pro 


Gin 


Arg 


Ser 


Gin 


Leu 


Gin 


He 


Phe Ser Ser Val 


Leu 




-30 










-25 










-20 




Gin 


Thr 


Ser 


Leu 


Leu 


Phe 


Leu 


Leu 


Met 


Gly Leu Arg Ala Ser Gly Lys 


-15 










-10 










-5 




1 


Asp 


Ser 


Ala 


Pro 


Thr 


Val 


Val 


Ser 


Gly He 


Leu 


Gly Gly Ser Val 


Thr 








5 










10 






15 




Leu 


Pro 


Leu 


Asn 


He 


Ser 


Val 


Asp 


Thr 


Glu 


He 


Glu Asn Val He 


Trp 






20 










25 








30 


He 


Gly 


Pro 


Lys 


Asn 


Ala 


Leu 


Ala 


Phe 


Ala 


Arg 


Pro Lys Glu Asn 


Val 



2711 



35 

Thr He Met Val 
50 

Ser Tyr Ser Leu 

Xaa Lys Ala Gin 
85 



40 

Lys Ser Tyr Leu 
55 

Cys He Ser Asn 
70 

He Asn Gin Xaa 



45 

Gly Arg Leu Asp 
60 

Leu Thr Leu Asn 
75 

Asn Phe Glu Val 
90 



He Thr Lys Trp 
65 

Asp Ala Gly Ser 
80 

Thr Thr Glu Glu 
95 



<210> 4354 

<211> 345 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 

<222> -26 . . -1 

<223> score 10 







seq LWLALVSCILTQA/SA 
















in 


<400> 4354 


























Met 


Pro 


His 


Leu 


Met 


Glu 


Arg 


Met 


Val 


Gly 


Ser Gly 


Leu 


Leu Trp Leu 


~ i i 




-25 










-20 










-15 








Ala 


Leu 


Val 


Ser 


Cys 


He 


Leu 


Thr 


Gin 


Ala 


Ser 


Ala 


Val 


Gin Arg Asp 




-10 










-5 










1 






5 




Pro 


Ser 


Thr 


Val 


Glu 


Asp 


Lys 


Cys 


Glu 


Lys 


Ala 


Cys 


Arg 


Pro Glu Glu 










10 










15 










20 


:: s 


Glu 


Cys 


Leu 


Ala 


Leu 


Asn 


Ser 


Thr 


Trp 


Gly 


Cys 


Phe 


Cys 


Arg Gin Asp 








25 










30 










35 






Leu 


Asn 


Ser 


Ser 


Asp 


Val 


His 


Ser 


Leu 


Gin 


Pro 


Gin 


Leu 


Asp Cys Gly 


mi 




40 










45 










50 






f= 


Pro 


Arg 


Glu 


He 


Lys 


Val 


Lys 


Val 


Asp 


Lys 


Cys 


Leu 


Leu 


Gly Gly Leu 


O 


55 










60 










65 






70 




Gly 


Leu 


Gly 


Glu 


Glu 


Val 


Met 


Pro 


Thr 


Cys 


Glu 


Thr 


Gin 


Leu Gin Gin 



75 80 85 



His Leu Ala 



<210> 4355 

<211> 297 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -26. . -1 
<223> score 10 

seq LWLALVSCILTQA/SA 



<400> 4355 

Met Pro His Leu Met Glu Arg Met Val Gly Ser Gly Leu Leu Trp Leu 

-25 -20 -15 

Ala Leu Val Ser Cys He Leu Thr Gin Ala Ser Ala Val Gin Arg Gly 

-10 -5 15 



2712 



Xaa Gly Xaa Pro 
10 

Gly Ala Pro Gly 
25 

Asn Tyr Thr lie 
40 

Gly Gly Val Arg 
55 

Arg Xaa Ser 



lie Glu Ala Ser 

Thr Pro Glu Ala 
30 

Leu Asp Glu Pro 
45 

Xaa Lys His Glu 
60 



Met Tyr Gly Leu 
15 

His Val Cys Phe 

Phe Arg Ser Thr 
50 

Arg Leu Val Pro 
65 



Asp Leu Asp Ser 
20 

Asp Pro Cys Gin 
35 

Glu Asn Ser Ala 

Leu Cys Arg Gly 
70 



<210> 4356 

<211> 153 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
□ <222> -15. . -1 
g <223> score 6.4 

seq RLLLSGLSPKALT/LG 



=^5 



<400> 4356 

Met Cys Arg Leu Leu Leu Ser Gly Leu Ser Pro Lys Ala Leu Thr Leu 
-15 -10 -5 1 

Gly Leu Tyr Phe Val Pro Ser Pro Pro Pro Pro Pro Val Thr Gly Leu 

5 10 15 

Val Thr Phe Thr Gin Arg Arg Pro His Gin Gly Gly Gly Arg Trp Pro 

20 25 30 

Gly Glu Asn 
35 

<210> 4357 

<211> 276 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 9.1 

seq GLLAAGFCPAVLC/HP 



<400> 4357 
Met Glu Arg Met 
-20 

Phe Cys Pro Ala 
-5 

Asn Leu Thr Gin 
10 

Leu Ala Ser Ala 
Val Arg Leu Arg 



Leu Pro Leu Leu 

Val Leu Cys His 
1 

Glu Asn Gin Asp 
15 

Asn Val Asp Phe 
30 

Asp Arg Gly Val 



Xaa Leu Gly Leu 
-15 

Pro Asn Ser Pro 
5 

Arg Gly Thr His 
20 

Ala Phe Ser Leu 
35 

Leu Gly Arg Trp 



Leu Ala Ala Gly 
-10 

Leu Asp Glu Glu 

Val Asp Leu Gly 
25 

Tyr Lys Leu Gly 
40 

Glu Ala Gin Gly 
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45 50 55 

Glu Glu Glu Ser Glu Glu Gly lie His Cys Gly Gly 
60 65 

<210> 4358 
<211> 486 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 9.1 

seq GLLAAGFCPAVLC/HP 



yy 

'4J 



. 3^ 
%3 



<400> 4358 
Met Glu Arg Met 
-20 

Phe Cys Pro Ala 
-5 

Asn Leu Thr Gin 
10 

Leu Ala Ser Ala 

Val Leu Lys Ala 
45 

Ser Thr Ala Leu 
60 

Thr Glu He Leu 
75 

Ala Glu He His 
90 

Ser Ser Asp Glu 

Arg Ala Thr Gin 
125 

Val Trp 



Leu Pro 

Val Leu 

Glu Asn 
15 

Asn Val 
30 

Pro Asp 

Ala Phe 

Lys Gly 

Gin Ser 
95 

Leu Gin 
110 

Ser Ala 



Leu Leu Xaa 
-15 

Cys His Pro 
1 

Gin Asp Arg 

Asp Phe Ala 

Lys Asn Val 
50 

Leu Ser Leu 
65 

Leu Lys Phe 
80 

Phe Gin His 

Leu Xaa Met 

Gly Gin Val 
130 



Leu Gly Leu 

Asn Ser Pro 
5 

Gly Thr His 
20 

Phe Ser Leu 
35 

He Phe Ser 

Gly Ala His 

Asn Leu Thr 
85 

Leu Leu Arg 

100 
Gly Lys Cys 
115 

His Gly Gly 



Leu Ala 
-10 
Leu Asp 

Val Asp 

Tyr Lys 

Pro Leu 

55 
Asn Thr 
70 

Glu Thr 

Thr Leu 

His Xaa 

Cys Gin 
135 



Ala Gly 

Glu Glu 

Leu Gly 

25 
Gin Leu 
40 

Ser He 

Thr Leu 

Ser Glu 

Asn Gin 
105 
Cys Xaa 
120 

Glu Ala 



<210> 4359 
<211> 276 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 9.1 

seq GLLAAGFCPAVLC/HP 



<400> 4359 

Met Glu Arg Met Leu Pro Leu Leu Thr Leu Gly Leu Leu Ala Ala Gly 
-20 -15 _-Lo 
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Phe 


Cys 


Pro 


Ala 


Val 


Leu 


Cys 


His 


Pro 


Asn Ser 


Pro 


Leu 


Asp 


Glu 


Glu 








-5 










1 






5 












Asn 


Leu 


Thr 


Gin 


Glu 


Asn 


Gin 


Asp 


Arg Gly Thr His 


Val 


Asp 


Leu 


Gly 




10 










15 








20 










25 




Leu 


Ala 


Ser 


Ala 


Asn 


Val 


Asp 


Phe 


Ala 


Phe Ser 


Leu 


Tyr 


Lys 


Leu 


Gly 












30 










35 








40 






Val 


Arg 


Leu 


Arg Asp Arg Gly Val 


Leu 


Gly Arg 


Trp 


Glu 


Ala 


Gin Gly 










45 










50 








55 








Glu 


Glu 


Glu 


Ser 


Glu 


Glu 


Gly 


He 


His 


Cys Gly 


Gly 
















60 










65 


















<210> 4360 




























<211> 486 




























<212> PRT 




























<213> Homo sapiens 
























<220> 






























<221> SIGNAL 


























<222> -23 . . - 


-1 
























:.f^ 


<223> score 


9.1 
























y. ps 
=^ 2 




seq GLLAAGFCPAVLC/HP 




















<400> 4360 


























\y 


Met 


Glu 


Arg 


Met 


Leu 


Pro 


Leu 


Leu 


Thr 


Leu Gly 


Leu 


Leu 


Ala 


Ala Gly 


'"^iJ ■ 
-f- 








-20 










-15 








-10 








Phe 


Cys 


Pro 


Ala 


Val 


Leu 


Cys 


His 


Pro 


Asn Ser 


Pro 


Leu 


Asp 


Glu 


Glu 








-5 










1 






5 












Asn 


Leu 


Thr 


Gin 


Glu 


Asn 


Gin 


Asp 


Arg Gly Thr His 


Val 


Asp 


Leu Gly 


H s 
:; ; 3 
tar 


10 










15 








20 










25 




Leu 


Ala 


Ser 


Ala 


Asn 


Val 


Asp 


Phe 


Ala 


Phe Ser 


Leu 


Tyr 


Lys 


Gin 


Leu 












30 










35 








40 






Val 


Leu 


Lys 


Ala 


Pro 


Asp 


Lys 


Asn 


Val 


He Phe 


Ser 


Pro 


Leu 


Ser 


He 










45 










50 








55 








Ser 


Thr 


Ala 


Leu 


Ala 


Phe 


Leu 


Ser 


Leu 


Gly Ala 


His 


Asn 


X 111. 


Thr 


Leu 








60 










65 








70 










Thr 


Glu 


He 


Leu 


Lys 


Gly Leu 


Lys 


Phe 


Asn Leu 


Thr 


Glu 


Thr 


Ser 


Glu 






75 










80 








85 












Ala 


Glu 


He 


His 


Gin 


Ser 


Phe 


Gin 


His 


Leu Leu 


Arg 


Thr 


Leu 


Asn 


Gin 




90 










95 








100 










105 




Ser 


Ser 


Asp 


Glu 


Leu 


Gin 


Leu 


Xaa 


Met 


Gly Lys 


Cys 


His 


Xaa 


Cys 


Xaa 












110 










115 








120 






Arg 


Ala 


Thr 


Gin 


Ser 


Ala 


Gly Gin 


Val 


His Gly Gly Cys 


Gin 


Glu 


Ala 










125 










130 








135 







Val Trp 



<210> 4361 
<211> 216 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
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<223> score 9.8 

seq LLILQALLLPSLA/DG 



<400> 4361 

Met Asp Met Trp 

Ser Leu Ala Asp 
1 

Asp Trp Gly Gly 
15 

Ala Asn Ala Lys 
30 

Phe lie Leu Ser 



Thr Ala Leu Leu 
-15 

Gly Ala Thr Pro 
5 

Val Pro Asn Ala 
20 

Glu lie Ala Arg 
35 

Leu Gly Asp Asn 
50 



lie Leu Gin Ala 
-10 

Ala Leu Arg Phe 

Pro Phe His Thr 
25 

Thr Val Gin He 
40 



Leu Leu Leu Pro 
-5 

Val Ala Val Gly 
10 

Ala Arg Glu Met 

Leu Gly Ala Asp 
45 



<210> 4362 

_ <211> 339 

O <212> PRT 

<213> Homo sapiens 

in 

M. <220> 

y <221> SIGNAL 

;S <222> -45 . . -1 

<223> score 6.8 

^ seq IMVLWAAESVWG/DE 



U <400> 4362 

ry Met Asn Trp Thr Gly Leu Tyr Thr Leu Leu Ser Gly Val Asn Arg His 
nj -45 -40 -35 -30 

Ser Thr Ala He Gly Arg Val Trp Leu Ser Val He Phe He Phe Arg 

-25 -20 -15 

He Met Val Leu Val Val Ala Ala Glu Ser Val Trp Gly Asp Glu Lys 

-10 -5 1 

Ser Ser Phe He Cys Asn Thr Leu Gin Pro Gly Cys Asn Ser Val Cys 

5 10 15 

Tyr Asp Gin Phe Phe Pro He Ser His Val Arg Leu Trp Ser Leu Gin 
20 25 30 35 

Leu He Leu Val Ser Thr Pro Ala Leu Leu Val Ala Met His Val Ala 

40 45 50 

His Gin Gin His He Glu Lys Lys Met Leu Arg Leu Glu Gly Met Gly 
55 60 65 

Thr 



<210> 4363 

<211> 171 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -16 . . -1 

<223> score 3.7 
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seq WIGAGVIGLSTA/LC 



<400> 4363 

Met Arg Val Val Val He Gly Ala 

-15 -10 
Leu Cys He His Glu Arg Tyr His 
1 5 
Lys Val Tyr Ala Asp Arg Phe Thr 
20 

Ala Gly Leu Trp Gin Pro Tyr Xaa 
35 40 



Gly Val He Gly Leu Ser Thr Ala 
-5 

Ser Val Leu Gin Pro Leu Asp He 

10 15 
Xaa Leu Thr Thr Thr Asp Val Ala 
25 30 
Ser 



<210> 4364 
<211> 363 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -22 . . -1 
<223> score 6.5 

seq SLLFLQLPLLGVG/LN 



<400> 4364 

Met Leu Lys Pro Ser Leu Pro Phe Thr Ser Leu Leu Phe Leu Gin Leu 
- -20 -15 -10 

p Pro Leu Leu Gly Val Gly Leu Asn Thr Thr He Leu Thr Pro Asn Gly 
m -5 15 10 

m Asn Glu Asp Thr Thr Ala Asp Phe Phe Leu Thr Thr Met Pro Thr Asp 
.£ 15 20 25 

^ Ser Leu Ser Val Ser Thr Leu Pro Leu Pro Glu Val Gin Cys Phe Val 
S 30 35 40 

Phe Asn Val Glu Tyr Met Asn Cys Thr Trp Asn Ser Ser Ser Glu Pro 
45 50 55 

Gin Pro Thr Asn Leu Thr Leu His Tyr Trp Tyr Lys Asn Ser Asp Asn 
60 65 70 

Asp Lys Val Gin Lys Cys Ser His Tyr Leu Phe Ser Glu Glu He Thr 

75 80 85 90 

Ser Gly Cys Gin Leu Gin Lys Lys Glu 
95 



<210> 4365 

<211> 234 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -21. . -1 
<223> score 8.6 

seq FTLCLLLSEMASG/GN 
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<400> 4365 
Met Arg Thr Ser 
-20 

Glu Met Ala Ser 
-5 

Asp His Tyr Asn 
15 

Cys Pro lie Phe 
30 

Ser Ala Ala Ser 
45 



Tyr Leu Leu Leu 
-15 

Gly Gly Asn Phe 
1 

Cys Val Ser Ser 

Thr Lys He Gin 
35 

Glu Leu Gly Val 
50 



Phe Thr Leu Cys 
-10 

Leu Thr Gly Leu 
5 

Gly Gly Gin Cys 
20 

Gly Thr Cys Tyr 

Thr Arg Arg Asn 
55 



Leu Leu Leu Ser 

Gly His Arg Ser 
10 

Leu Tyr Ser Ala 
25 

Glu Gly Arg Pro 
40 

Asp Ala 



<210> 4366 

<211> 162 

<212> PRT 

<213> Homo sapiens 



Q <220> 

^ <221> SIGNAL 

•m <222> -18 . . -1 

'fl <223> score 7.7 



seq AFLFLLGVLGALT/EM 



<400> 4366 

Met Arg His Leu Gly Ala Phe Leu Phe Leu Leu Gly Val Leu Gly Ala 

-15 -10 -5 

Leu Thr Glu Met Cys Glu He Pro Glu Met Asp Ser His Leu Val Glu 

15 10 
Lys Leu Gly Gin His Leu Leu Pro Trp Met Asp Arg Leu Ser Leu Glu 
15 20 25 30 

His Leu Asn Pro Ser He 
35 

<210> 4367 

<211> 213 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -16. . -1 
<223> score 7.4 

seq WLLSVSLRRTEA/HL 



<400> 4367 

Met Arg Pro Val Val Leu Leu Ser Val Ser Leu Arg Arg Thr Glu Ala 

-15 -10 -5 

His Leu Pro Pro Cys Leu Leu Arg Pro Gly Leu Val Thr Ala Ser Ala 
15 10 15 

Glu Glu He Thr Thr Ala Leu Glu Phe Ala Ser Leu Leu Gly Ser He 
20 25 30 
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Phe Trp Thr Cys Glu Pro Tyr Ala Phe His Leu Lys Phe Val Ser Lys 

35 40 45 

Leu Lys lie Phe Gly Ser Phe 
50 55 

<210> 4368 
<211> 426 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 5.3 

seq CLPVLAAAGRARG/RA 





<400> 4368 












Met 


Arg Leu 


Phe 


Val 


Ser 


Asp 


1 








-20 








Ala 


Ala Ala 


Gly 

_ a 


Arg Ala 


Arg 




Val 


Gly Pro Glu 


Asp 


Cys 


Val 






10 








15 




Pro 


Val Leu 


Gin 


Leu 


Asp 


Ser 




25 








30 






He 


Cys Arg 


Tyr 


Phe 


Phe 


Leu 










45 






o 


Thr 


Asn Gin 


Trp 


Leu 


Glu 


Trp 








60 










Ser 


Ala Ala 


Leu 


Tyr 


Tyr 


Leu 






75 












Val 


Leu Gly 


Ser 


Xaa 


Arg 


Arg 






90 








95 




Ser Arg Gin 


Thr 


Val 


Leu 


Ser 




105 








110 





Gly Val Pro Gly Cys Leu Pro Val Leu 

-15 -10 
Gly Arg Ala Glu Val Leu He Ser Thr 

1 5 
Val Pro Phe Leu Thr Arg Pro Lys Val 
20 

Gly Asn Tyr Leu Phe Ser Thr Ser Ala 

35 40 
Leu Ser Gly Trp Glu Gin Asp Asp Leu 

50 55 
Glu Ala Thr Glu Leu Gin Pro Ala Leu 

65 70 
Val Val Gin Gly Lys Lys Gly Glu Asp 
80 85 
Ala Leu Thr His lie Asp His Ser Leu 
100 

Trp Leu Gly Arg Gin Asn Leu 
115 



<210> 4369 
<211> 300 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 5.7 

seq GLLVLTTPLASLA/PR 



<400> 4369 

Met Ala Val Phe 

Ser Leu Ala Pro 
1 



Arg Ser Gly Leu 
-15 

Arg Leu Ala Ser 
5 



Leu Val Leu Thr 
-10 

He Leu Thr Ser 



Thr Pro Leu Ala 
-5 

Ala Ala Arg Leu 
10 
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Val Asn His Thr 
15 

Gly Pro Ala Gin 
30 

Leu Asp Phe lie 

Leu Asp Val Arg 
65 

Leu Pro Pro Leu 
80 



Leu Tyr Val His 
20 

Pro Gin Xaa Ser 
35 

Thr His Leu Tyr 
50 

lie Leu Leu Thr 



Leu Gin Pro Gly 
25 

Pro Val Gin Ala 
40 

Ala Gly Ala Asp 
55 

Asn lie Arg Thr 
70 



Met Ser Leu Glu 

Thr Phe Glu Val 
45 

Val His Arg His 
60 

Lys Ser Thr Phe 
75 



<210> 4370 
<211> 288 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 

O <222> -16 . . -1 

i^y <223> score 7.7 

m seq TLLLSLLGAVGLA/AV 

MJ 

<400> 4370 

"2 Met Gin Pro Thr Leu Leu Leu Ser Leu Leu Gly Ala Val Gly Leu Ala 
-15 -10 -5 

Ala Val Asn Ser Met Pro Val Asp Asn Arg Asn His Asn Glu Gly Met 
^ 1 5 10 15 

a Val Thr Arg Cys He He Glu Val Leu Ser Asn Ala Leu Ser Lys Ser 
rU 20 25 30 

iflJ Ser Ala Pro Pro He Thr Pro Glu Cys Arg Gin Val Leu Lys Thr Ser 
^ 35 40 45 

P| Arg Lys Asp Val Lys Asp Lys Glu Thr Thr Glu Asn Glu Asn Thr Lys 

50 55 60 

^ Phe Glu Val Arg Leu Leu Arg Asp Pro Ala Asp Ala Thr Glu Ala His 
65 70 75 80 



<210> 4371 
<211> 276 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -13 . . -1 
<223> score 3.8 

seq MAHCVTLVQLS IS/CD 



<400> 4371 

Met Ala His Cys Val Thr Leu Val 
-10 

Leu He Asp Lys Asp He Gly Ser 
5 10 



Gin Leu Ser He Ser Cys Asp His 
-5 1 
Lys Ser Asp Pro Leu Cys Val Leu 
15 
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Leu Gin Asp Val 
20 

Arg Val Arg Asn 

Glu Tyr Arg Phe 
55 

lie Asp Asn Lys 
70 



Gly Gly Gly Ser 
25 

Cys Ser Ser Pro 
40 

Glu Thr Val Gin 

Thr Pro Glu Leu 
75 



Trp Ala Glu Leu 
30 

Glu Phe Ser Lys 
45 

Lys Leu Arg Phe 
60 

Arg Asp Asp Asp 



Gly Arg Thr Glu 
35 

Thr Leu Gin Leu 
50 

Gly lie Tyr Asp 
65 



<210> 4372 
<211> 237 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 

<222> -15 , . -1 

^ <223> score 5.2 

Q seq WSCLVTGAGGLLG/QR 

. IP?! 



m 

<400> 4372 

y Met Gly Trp Ser Cys Leu Val Thr Gly Ala Gly Gly Leu Leu Gly Gin 

In -10 -5 1 

;j Arg He Val Arg Leu Leu Val Glu Glu Lys Glu Leu Lys Glu He Arg 
"2 5 10 15 

Ala Leu Asp Lys Ala Phe Arg Pro Glu Leu Arg Glu Glu Phe Ser Lys 

20 25 30 

Leu Gin Asn Arg Thr Lys Leu Thr Val Leu Glu Gly Asp He Leu Asp 

35 40 45 

Glu Pro Phe Leu Lys Arg Xaa Cys Gin Asp Val Ser Val Val lie 
50 55 60 

<210> 4373 
<211> 396 
<212> PRT 

<213> Homo sapiens 



?? 3 
- 1 r 
- r=f 

m 



<220> 

<221> SIGNAL 
<222> -21 . . -1 
<223> score 13.2 

seq VLLLSLFLLGGQA/QH 



<400> 4373 

Met Cys Ser Thr Met Arg Ala Leu 

-20 -15 
Leu Gly Gly Gin Ala Gin His Val 
-5 1 
Ala Leu Asp Glu Ala His Trp Pro 
15 

Gin Arg Gin Ser Pro He Asn Leu 
30 35 



Val Leu Leu Leu Ser Leu Phe Leu 
-10 

Ser Asp Trp Thr Tyr Ser Glu Gly 

5 10 
Gin His Tyr Pro Ala Cys Gly Gly 
20 25 
Gin Arg Thr Lys Val Arg Tyr Asn 
40 
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Pro Ser Leu Lys 
45 

Glu Phe Pro Met 
60 

Ser Thr Met Arg 

Gin Met His Phe 
95 

Glu His Thr Val 
110 



Gly Leu Asn Met 
50 

Val Asn Asn Gly 
65 

Met Thr Val Ala 
80 

His Trp Gly Gly 



Thr Gly Tyr Glu 
55 

His Thr Val Gin 
70 

Asp Gly Thr Val 
85 

Ala Ser Ser Glu 
100 



Thr Gin Ala Gly 

lie Ser Leu Pro 
75 

Tyr lie Ala Gin 
90 

lie Ser Gly Ser 
105 



<210> 4374 
<211> 189 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 5.1 

seq FILLWSAVGIAKA/AK 



<400> 4374 

Met Lys Ser Tyr Thr Pro Tyr Phe He Leu Leu Trp Ser Ala Val Gly 

^ -20 -15 -10 -5 

He Ala Lys Ala Ala Lys He He He Val Pro Pro He Met Phe Glu 

O Ser His Met Tyr He Phe Lys Thr Leu Ala Ser Ala Leu His Glu Arg 

ry 15 20 25 

Gly His His Thr Val Phe Leu Leu Ser Glu Gly Arg Asp He Ala 
30 35 40 

<210> 4375 

<211> 249 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -21. . -1 
<223> score 7.6 

seq LTPLLCVLHGACP/RA 



<400> 4375 

Met Glu Phe Glu Gly Thr Phe Ser 

-20 -15 
His Gly Ala Cys Pro Arg Ala Ser 
-5 1 
Ser Val Leu Gly Thr He Pro Gly 
15 

Val Glu Met Lys Thr Gly Cys Arg 
30 35 



Leu Thr Pro Leu Leu Cys Val Leu 
-10 

Ala Asn Ser Ser He Ser Ser His 

5 10 
Leu Cys Trp Arg Asp Glu Thr Ala 
20 25 
Gly Trp His Ser Trp Pro Ala Phe 
40 
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Leu His Leu Gly Asn Xaa Pro Thr Pro Arg Thr Leu His Thr Ser Ser 

45 50 55 

Ser His Arg 
60 

<210> 4376 
<211> 360 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 7.6 

seq LPVLLVPFLLCQA/LV 



<400> 4376 

3 Met Ala Arg Lys Ser Asn Leu Pro Val Leu Leu Val Pro Phe Leu Leu 
0 -15 -10 -5 

|1 Cys Gin Ala Leu Val Arg Cys Ser Ser Pro Leu Pro Leu Val Val Asn 
^15 10 

Thr Trp Pro Phe Lys Asn Ala Thr Glu Ala Ala Trp Arg Ala Leu Ala 

15 20 25 

Ser Gly Gly Ser Ala Leu Asp Ala Val Glu Ser Gly Cys Ala Met Cys 
30 35 40 45 

Glu Arg Glu Gin Cys Asp Gly Ser Val Gly Phe Gly Gly Ser Pro Asp 

50 55 60 

Glu Leu Gly Glu Thr Thr Leu Asp Ala Met lie Met Asp Gly Thr Thr 

65 70 75 

Met Asp Val Gly Ala Val Gly Asp Leu Arg Arg Xaa Lys Asn Ala He 

80 85 90 

Gly Val Ala Arg Lys Val Leu Glu 
95 100 

<210> 4377 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -31. .-1 
<223> score 4.5 

seq LLSLPSWASLAYS/YL 



<400> 4377 

Met Glu Pro Pro Pro Ala Asp Ser Lys Pro Ala Glu Gly Arg Arg His 

-30 -25 -20 

Pro Gly Leu Leu Ser Leu Pro Ser Trp Ala Ser Leu Ala Tyr Ser Tyr 
-15 -10 -5 1 

Leu Pro Gly Pro Leu His Ser Cys Leu Gly Gly Pro Tyr Glu Gly Ser 
5 10 15 
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Pro Ala Pro Ala Pro 
20 

<210> 4378 
<211> 228 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -39 . . -1 
<223> score 4 . 8 

seq IILFSAIVGFIYG/YV 



<400> 4378 

Met Leu Glu His Leu Ser Ser Leu Pro Thr Gin Met Asp Tyr Lys Gly 

^ -35 -30 -25 

O Gin Lys Leu Ala Glu Gin Met Phe Gin Gly lie lie Leu Phe Ser Ala 
^ -20 -15 -10 

Iji He Val Gly Phe He Tyr Gly Tyr Val Ala Glu Gin Phe Gly Trp Thr 

Val Tyr He Val Met Ala Gly Phe Ala Phe Ser Cys Leu Leu Thr Leu 
10 15 20 25 

Pro Pro Trp Pro He Tyr Xaa Arg His Pro Leu Lys 
30 35 

^ <210> 4379 

3 <211> 336 
y <212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -41. . -1 
<223> score 4 . 3 

seq RWSWLFSIWFG/SI 



<400> 4379 


















Met 


Glu 


Gly 


Gly 


Ala 


Tyr 


Gly Ala Gly Lys Ala 


Gly Gly Ala Phe 


Asp 




-40 










-35 




-30 






Pro 


Tyr 


Thr 


Leu 


Val 


Arg 


Gin Pro His Thr 


He 


Leu 


Arg Val Val 


Ser 


-25 










-20 




-15 






-10 


Trp 


Leu 


Phe 


Ser 


He 
-5 


Val 


Val Phe Gly Ser 
1 


He 


Val 


Asn Glu Gly Tyr 


Leu 


Asn 


Ser 


Ala 


Ser 


Glu 


Gly Glu Glu Phe 


Cys 


He 


Tyr Asn Arg 


Asn 






10 








15 






20 




Pro 


Asn 


Ala 


Cys 


Ser 


Tyr 


Gly Val Ala Val 


Gly Val 


Leu Ala Phe 


Leu 




25 










30 




35 






Thr 


Cys 


Leu 


Leu 


Tyr 


Leu 


Ala Leu Asp Val 


Tyr 


Phe 


Pro Gin He 


Ser 


40 










45 




50 






55 


Ser 


Val 


Lys 


Asp 


Arg 


Lys 


Lys Ala Val Leu 


Ser 


Asp 


He Gly Val 


Ser 










60 




65 






70 
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<210> 4380 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -15 . . -1 
<223> score 7 

seq LLFLLPLVMQGVS/RA 



<400> 4380 

Met Ala Leu Leu Phe Leu Leu Pro Leu Val Met Gin Gly Val Ser Arg 
-15 -10 -5 1 

Ala Glu Met Gly Thr Ala Asp Leu Gly Pro Ser Ser Val Pro Thr Pro 
_ 5 10 15 

%J Thr Asn Val Thr He Glu Ser Tyr Asn Met Asn Pro He Val Tyr Trp 
« 20 25 30 

Glu Tyr Gin He Met Pro Gin Val Pro Val Phe Thr Val Glu Val Lys 

35 40 45 

Asn Tyr Gly Val 
50 



<210> 4381 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -33 . . -1 
<223> score 11.5 

seq LLSLCCLLPSCLP/AG 



<400> 4381 

Met Asp Met Met Leu Leu Val Gin Gly Ala Cys Cys Ser Asn Gin Trp 

-30 -25 -20 

Leu Ala Ala Val Leu Leu Ser Leu Cys Cys Leu Leu Pro Ser Cys Leu 

-15 -10 -5 

Pro Ala Gly Gin Ser Val Asp Phe Pro Trp Ala Ala Val Asp Asn Met 

15 10 15 

Met Val Arg Lys Gly Asp Thr Ala Val Leu Arg Cys Tyr Leu Glu Asp 
20 25 30 

Gly Ala Ser Lys 
35 

<210> 4382 
<211> 246 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> SIGNAL 
<222> -47 . . -1 
<223> score 6.8 

seq PLGLLRLLQLVST/CV 



in 



<400> 4382 

Met Pro Val Thr Val Thr Arg Thr Thr He Thr Thr Thr Thr Thr Ser 

-45 -40 -35 

Ser Ser Gly Leu Gly Ser Pro Met He Val Gly Ser Pro Arg Ala Leu 

-30 -25 -20 

Thr Gin Pro Leu Gly Leu Leu Arg Leu Leu Gin Leu Val Ser Thr Cys 
-15 -10 -5 1 

Val Ala Phe Ser Leu Val Ala Ser Val Gly Ala Trp Thr Gly Ser Met 

5 10 15 

Gly Asn Trp Ser Met Phe Thr Trp Cys Phe Cys Phe Ser Val Thr Leu 
20 25 30 

He He 
35 

<210> 4383 
<211> 216 



.fl <212> PRT 

<213> Homo sapiens 



<220> 

!^ <221> SIGNAL 

y <222> -15 . . -1 

ry <223> score 11.7 

PJ seq SLVLLLCLAQLWG/CH 



<400> 4383 

Met Lys Ser Leu Val Leu Leu Leu Cys Leu Ala Gin Leu Trp Gly Cys 
-15 -10 -5 1 

His Ser Ala Pro His Gly Pro Gly Leu He Tyr Arg Gin Pro Asn Cys 

5 10 15 

Asp Asp Pro Glu Thr Glu Glu Ala Ala Leu Val Ala He Asp Tyr He 

20 25 30 

Asn Gin Asn Leu Pro Trp Gly Tyr Lys His Thr Leu Asn Gin He Asp 

35 40 45 

Glu Val Lys Val Trp Pro Gin Gin 
50 55 



<210> 4384 
<211> 207 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 5.4 
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seq LSHLLPSLRQVIQ/EP 



<400> 4384 

Met Ala Met Ala 

Val He Gin Glu 
1 

Val Asp Arg Ala 
15 

Ala Gly Xaa Arg 
30 

Leu Phe Gin Gin 



Gin Lys Leu Ser 
-15 

Pro Gin Leu Ser 
5 

Glu Val Pro Pro 
20 

Pro Leu His Gin 
35 

His 
50 



His Leu Leu Pro 
-10 

Leu Gin Pro Glu 

Leu Phe Trp Lys 
25 

Thr Trp Arg Phe 
40 



Ser Leu Arg Gin 
-5 

Xaa Val Phe Thr 
10 

Pro Tyr He Tyr 

Tyr Phe Arg Thr 
45 



<210> 4385 
<211> 249 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 7.9 

seq LGLWSLCWSLAIA/TP 



- <400> 4385 

Q Met Ala Arg Val Leu Gly Ala Pro Val Ala Leu Gly Leu Trp Ser Leu 
fU -20 -15 -10 

|=y Cys Trp Ser Leu Ala He Ala Thr Pro Leu Pro Pro Thr Ser Ala His 
-5 15 
Gly Asn Val Ala Glu Gly Glu Thr Lys Pro Asp Pro Asp Val Thr Glu 
S 10 15 20 25 

M Arg Cys Ser Asp Gly Trp Ser Phe Asp Ala Thr Thr Leu Asp Asp Asn 

30 35 40 

Gly Thr Met Leu Phe Phe Lys Gly Glu Xaa Val Trp Lys Ser His Lys 
45 50 55 

Trp Asp Arg 
60 



<210> 4386 

<211> 249 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 7,6 

seq FALFSCLFGICDA/VT 



<400> 4386 
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Met Ala Gly He 

Cys Asp Ala Val 
1 

Leu Leu Asp Ser 
15 

Pro Leu Glu Gly 
30 

Thr Pro He Arg 
Ala Tyr Phe 



Phe Tyr Phe Ala 
-15 

Thr Gly Ser Arg 
5 

Arg Ser Val Gin 
20 

Gly Trp Glu Glu 
35 

Thr Tyr Leu Gly 
50 



Leu Phe Ser Cys 
-10 

Val Tyr Pro Ala 

Gly Glu Leu Gly 
25 

Val Ser He Met 
40 

Gly Cys Cys Phe 
55 



Leu Phe Gly He 
-5 

Asn Glu Val Thr 
10 

Trp He Ala Ser 

Asp Glu Lys Asn 
45 

Glu Gly Ser Tyr 
60 



<210> 4387 

<211> 267 

<212> PRT 

<213> Homo sapiens 



<220> 
^ <221> SIGNAL 
^5 <222> -39. . -1 
Ul <223> score 11.6 
M= seq GLLLLQAVSWASG/AR 



<400> 4387 

Met Glu Phe Ser Ser Pro Ser Arg Glu Glu Cys Pro Lys Pro Leu Ser 

-35 -30 -25 

Arg Val Ser He Met Ala Gly Ser Leu Thr Gly Leu Leu Leu Leu Gin 
-20 -15 -10 

i^y Ala Val Ser Trp Ala Ser Gly Ala Arg Pro Cys He Pro Lys Ser Phe 
-5 15 
Gly Tyr Ser Ser Val Val Cys Val Cys Asn Ala Thr Tyr Cys Asp Ser 
10 15 20 25 

Phe Asp Pro Pro Thr Phe Pro Ala Leu Gly Thr Phe Ser Arg Tyr Glu 

30 35 40 

Ser Thr Arg Ser Gly Asp Gly Trp Ser 
45 50 



<210> 4388 
<211> 204 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -37 . . -1 
<223> score 5 

seq PACLSPSPHLSSA/AN 



<400> 4388 
Met Ala Asn Arg 
-35 

Pro Arg Arg Thr 



Tyr Thr Met Asp 
-30 

Ala Ser Pro Val 



Leu Thr Ala He 
Pro Ala Cys Leu 



Tyr Glu Val Ser 
-25 

Ser Pro Ser Pro 
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-20 -15 -10 

His Leu Ser Ser Ala Ala Asn Ser Ser Pro Gly Arg Leu Pro Pro Phe 
-5 15 10 

Ser Asn Trp Gly Ser Leu Ala Pro Arg Pro Pro Ala Trp Gly Pro Cys 

15 20 25 

Leu Pro Leu Arg 
30 

<210> 4389 

<211> 408 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -17 . . -1 
<223> score 8.7 

seq RLVCAFLLAACCC/CP 



yi <400> 4389 

1^ Met Gly Leu Pro Arg Leu Val Cys Ala Phe Leu Leu Ala Ala Cys Cys 
Lj ~15 -10 -5 

Cys Cys Pro Arg Val Ala Gly Val Pro Gly Glu Ala Glu Gin Pro Ala 

1 5 10 15 

Pro Glu Leu Val Glu Val Glu Val Gly Ser Thr Ala Leu Leu Lys Cys 
^ 20 25 30 

5^ Gly Leu Ser Gin Ser Gin Gly Asn Leu Ser His Val Asp Trp Phe Ser 
O 35 40 45 

fy Val His Lys Glu Lys Arg Thr Leu He Phe Arg Val Arg Gin Gly Gin 
rU 50 55 60 

^ Gly Gin Ser Glu Pro Gly Glu Tyr Glu Gin Arg Leu Ser Leu Gin Asp 
65 70 75 

Arg Gly Ala Thr Leu Ala Leu Thr Gin Val Thr Pro Gin Asp Glu Arg 
80 85 90 95 

He Phe Leu Cys Xaa Xaa Xaa Ala Pro Ser Val Pro Gly Val Pro His 

100 105 110 

Pro Ala Pro Arg Leu Gin Ser Ser 
115 

<210> 4390 
<211> 177 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -21. . -1 
<223> score 4 

seq AACTAAAPLQAHG/AD 



<400> 4390 

Met Met Arg Thr Thr Ala Arg Val Ala Ala Cys Thr Ala Ala Ala Pro 
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-20 -15 -10 

Leu Gin Ala His Gly Ala Asp He Gin Gin Asp Pro Asp Ser Leu Cys 
-5 1 5 10 

Ser Arg Arg Leu Ser Arg Glu Gly Leu Ser Ala Xaa Arg Xaa His Gin 

15 20 25 

Ser Glu Thr Glu Ala Glu Leu Glu Ala Pro Gly 
30 35 



<210> 4391 

<211> 369 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 3 , 5 

seq IVLGTGLTECILS/GI 



m 


<400> 4391 














Met 


Asp 


Glu Glu 


Tyr Asp Val He 


Val 


Leu 


Gly 


Thr Gly Leu Thr Glu 


s . s 


-20 






-15 






-10 


-5 




Cys 


He 


Leu Ser 


Gly He Met Ser 


Val 


Asn 


Gly 


Lys Lys Val Leu His 










1 


5 






10 




Met 


Asp 


Arg Asn 


Pro Tyr Tyr Gly 


Gly 


Glu 


Ser 


Ser Ser He Thr Pro 








15 


20 








25 




Leu 


Glu 


Glu Leu 


Tyr Lys Arg Phe 


Gin 


Leu 


Leu 


Glu Gly Pro Pro Glu 


O 




30 




35 








40 




Ser 


Met 


Gly Arg Gly Arg Asp Trp 


Asn 


Val 


Asp 


Leu He Pro Lys Phe 


= 3 S 


45 






50 






55 


60 


4= 


Leu 


Met 


Ala Asn 


Gly Gin Leu Val 


Lys 


Met 


Leu 


Leu Tyr Thr Glu Val 










65 




70 




75 




Thr 


Arg 


Tyr Leu 


Asp Phe Lys Val 


Val 


Glu 


Gly 


Ser Phe Val Tyr Lys 








80 




85 






90 




Gly Gly 


Lys lie 


Tyr Lys Val Pro 


Ser 


Thr 


Glu 





95 100 



<210> 4392 

<211> 174 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -25 . . -1 
<223> score 12.2 

seq LLTACALLPFAQG/QT 



<400> 4392 

Met Leu Pro Ala Ala Thr Ala Ser 

-25 -20 

Cys Ala Leu Leu Pro Phe Ala Gin 



Leu Leu Gly Pro Leu Leu Thr Ala 
-15 -10 
Gly Gin Thr Pro Asn Tyr Thr Arg 
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-5 15 
Pro Val Phe Leu Cys Gly Gly Asp Val Lys Gly Glu Ser Gly Tyr Val 

10 15 20 

Ala Ser Glu Gly Phe Pro Asn Leu Tyr Pro 
25 30 

<210> 4393 
<211> 195 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -43 . . -1 
<223> score 4 . 1 

seq VLITQLCLGKGQS/EP 



m <400> 4393 

Met Leu Trp Glu Thr Asp Leu Ser Thr Asn Lys Thr Pro Val Ser Cys 
yi -40 -35 -30 

Thr Ala Gly Ser Ala Cys Ala Leu Ser Leu Leu Gin Phe Pro Val Leu 
l.l -25 -20 -15 

He Thr Gin Leu Cys Leu Gly Lys Gly Gin Ser Glu Pro He Gly Pro 
^ -10 -5 1 5 

Leu Gin Asp Phe Val Ser Leu Glu Ser Thr Ser His Phe Tyr Ser Phe 
10 15 20 





Phe 




Q 


<210> 


4394 




<211> 


243 




<212> 


PRT 


<213> 


Homo sapiens 


- ' c 


<220> 






<221> 


SIGNAL 




<222> 


-16. . -1 




<223> 


score 6 



seq LTALPLFWIMISA/SR 



<400> 4394 

Met He Phe Leu Thr Ala Leu Pro Leu Phe Trp He Met He Ser Ala 

-15 -10 -5 

Ser Arg Gly Gly His Trp Gly Ala Trp Met Pro Ser Ser He Ser Ala 
15 10 15 

Phe Glu Gly Thr Cys Val Ser He Pro Cys Arg Phe Asp Phe Pro Asp 

20 25 30 

Glu Leu Arg Pro Ala Val Val His Gly Val Trp Tyr Phe Asn Ser Pro 

35 40 45 

Tyr Pro Lys Asn Tyr Pro Pro Val Val Phe Lys Ser Arg Thr Gin Val 

50 55 60 

Val 
65 
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<210> 4395 
<211> 255 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -18. . -1 
<223> score 11.9 

seq ALLFLILANGAQA/FR 



<400> 4395 

Met His Tyr Pro Thr Ala Leu Leu Phe Leu lie Leu Ala Asn Gly Ala 

-15 -10 -5 

Gin Ala Phe Arg lie Cys Ala Phe Asn Ala Gin Arg Leu Thr Leu Ala 
15 10 
Q Lys Val Ala Arg Glu Gin Val Met Asp Thr Leu Val Arg He Leu Ala 
:ip 20 25 30 

Arg Cys Asp He Met Val Leu Gin Glu Val Val Asp Ser Ser Gly Ser 
H 35 40 45 

Ala He Pro Leu Leu Leu Arg Glu Leu Asn Arg Phe Asp Gly Ser Gly 
50 55 60 

'■^ Pro Tyr Ser Thr Leu 
%S 65 
••^ 

H <210> 4396 

p <211> 330 
^ <212> PRT 

<213> Homo sapiens 

i <220> 

O <221> SIGNAL 

O <222> -18. . -1 

<223> score 9.9 

seq SLLLAALLLLLSG/DG 



<400> 4396 
Met Gly Ala Gly 
-15 

Ser Gly Asp Gly 
1 

Leu Asp Leu Leu 
15 

Gin Arg Asp Val 

Val Val Tyr Leu 
50 

Ser Gly His Phe 
65 

Asn Asp Tyr Lys 
80 



Pro Ser Leu Leu 

Ala Val Arg Cys 
5 

Gly Thr Trp Val 
20 

Asn Cys Ser Val 
35 

Gin Lys Leu Asp 

Thr He He Tyr 
70 

Trp Phe Ala Phe 
85 



Leu Ala Ala Leu 
-10 

Asp Thr Pro Ala 
10 

Phe Gin Val Gly 
25 

Met Gly Pro Gin 
40 

Thr Ala Tyr Asp 
55 

Asn Gin Gly Phe 

Phe Lys Tyr Lys 
90 



Leu Leu Leu Leu 
-5 

Asn Cys Thr Tyr 

Ser Ser Gly Ser 
30 

Glu Lys Lys Val 
45 

Asp Leu Gly Asn 
60 

Glu He Val Leu 
75 

Glu Glu 
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<210> 4397 

<211> 240 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -16 . . -1 

<223> score 4 . 6 

seq LFPLIFPAEPAQA/SG 



<400> 4397 

Met Asp Glu Leu Phe Pro Leu lie Phe Pro Ala Glu Pro Ala Gin Ala 

-15 -10 -5 

Ser Gly Pro Tyr Val Glu lie lie Glu Gin Pro Lys Gin Arg Gly Met 
15 10 15 

O Arg Phe Arg Tyr Lys Cys Glu Gly Arg Ser Ala Gly Ser lie Pro Gly 
^ 20 25 30 

Glu Arg Ser Thr Asp Thr Thr Lys Thr Xaa Pro Xaa Xaa Lys lie Asn 

35 40 45 

Gly Tyr Thr Gly Pro Gly Thr Val Arg lie Xaa Leu Val Thr Lys Asp 
50 55 60 



m 



<210> 4398 

<211> 324 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -32 . . -1 

<223> score 7.2 

seq YMLVSLLLIGVAA/WG 



<400> 4398 

Met Val Cys Gly Gly Phe Ala Cys Ser Lys Asn Ala Leu Cys Ala Leu 

-30 -25 -20 

Asn Val Val Tyr Met Leu Val Ser Leu Leu Leu He Gly Val Ala Ala 

-15 -10 -5 

Trp Gly Lys Gly Leu Gly Leu Val Ser Ser He His He He Gly Gly 
15 10 15 

Val He Ala Val Gly Val Phe Leu Xaa Xaa He Ala Val Ala Gly Leu 

20 25 30 

Val Gly Ala Val Asn His Xaa Gin Val Leu Leu Phe Phe Tyr Met He 

35 40 45 

He Leu Gly Leu Val Phe He Phe Gin Phe Val He Ser Cys Ser Cys 

50 55 60 

Leu Ala He Asn Glu Ala Asn Arg Gin Met Ser Ser 
65 70 75 

<210> 4399 
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9^ m 



<211> 216 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -41. . -1 
<223> score 4.3 

seq VASFFHLFFRVSA/II 



<400> 4399 

Met Met Thr Leu Lys Met Phe His Cys Phe Asp Ala Glu Glu Glu Thr 

-40 -35 -30 

Thr Asn Arg Pro Arg Lys Ala Lys lie Arg His Pro Val Ala Ser Phe 
-25 -20 -15 .10 

Phe His Leu Phe Phe Arg Val Ser Ala He He Val Tyr Leu Leu Cys 
^ -5 1 5 

U Gly Leu Leu Ser Ser Ser Phe He Thr Cys Met Val Thr He He Leu 
^ 10 15 20 

y] Leu Leu Ser Cys Asp Phe Trp Ala 
H 25 30 

yy 





<210> 


4400 




<211> 


162 




<212> 


PRT 




<213> 


Homo sapiens 




<220> 




jfl 3 


<221> 


SIGNAL 


fU 


<222> 


-29. . -1 




<223> 


score 3 . 6 






seq VMLLVALPCFLQN/CP 



<400> 4400 

Met Tyr Val He Val Asp Lys Thr 
-25 

Val Met Leu Leu Val Ala Leu Pro 
-10 

Ser Ser Arg Val Leu Glu Thr Leu 

5 10 
Leu Cys Cys Ala Leu Asp 
20 25 



Pro Arg Asp Ser Phe Gin Gin Lys 

-20 -15 
Cys Phe Leu Gin Asn Cys Pro Trp 
-5 1 
Cys Leu Leu Asn Gly Pro Leu Phe 
15 



<210> 4401 
<211> 309 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 4.3 
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seq LXFLGMFLSGMVA/QI 



=3 » 



<400> 4401 
















Met 


Phe 


Val 


Ser 


Xaa 


Thr 


Xaa 


Phe 


Phe 


Phe 










-20 










- lb 


Met 


Phe 


Leu 


Ser 


Gly 


Met 


Val 


Ala 


Gin 


He 








-5 










1 




Leu 


Asp 


Phe 


Ala 


Tyr 


His 


Phe 


Thr 


Val 


Phe 




10 










15 








Phe 


Leu 


Leu 


Glu 


Ala 


Ala 


Ala 


Thr 


Ser 


Leu 


25 










30 










Thr 


Thr 


lie 


Thr 


Xaa 


Gin 


Pro 


Leu 


Leu 


Ser 










45 










50 


Asn 


Val 


Ala 


Ala 


Ser 


He 


Phe 


Ala 


Phe 


Met 








60 










65 




Cys 


Ser 


Leu 


Gly 


Leu 


Ala 


Leu 












75 
















<210 


> 4402 

















-10 

Asp Ala Asn Trp Asn Ph( 
5 

Val Phe Tyr Phe Gly Ale 
20 

His Asp Leu His Cys Asr 
35 40 
Asp Asn Gin Tyr Asn lie 
55 

Thr Thr Ala Cys Tyr Gl> 
70 



<211> 174 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.6 

seq FCILLAAVSGAEG/WG 



<400> 4402 

Met Met His Leu Arg Leu Phe Cys He Leu Leu Ala Ala Val Ser Gly 

-15 -10 .5 

Ala Glu Gly Trp Gly Tyr Tyr Gly Cys Xaa Glu Glu Leu Val Gly Pro 

15 10 
Leu Tyr Ala Arg Ser Leu Gly Ala Ser Ser Tyr Tyr Ser Leu Leu Thr 

15 20 25 

Ala Pro Arg Phe Ala Arg Leu His Gly He 
30 35 



<210> 4403 
<211> 276 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -28 . . -1 
<223> score 5.5 

seq FLAIVYFCTIVQG/QV 



<400> 4403 
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Met Lys lie Phe 
-25 

Leu Ala lie Val 
-10 

Pro Thr Arg Leu 
5 

Ser Trp Lys Ala 

Thr Pro Thr Ser 
40 

Ala Thr Lys Ala 
55 



Gin Arg Lys Met 

Tyr Phe Cys Thr 
-5 

Arg Tyr Asn Val 
10 

Pro Arg Gly Lys 
25 

Gly Gly Lys Thr 

He He Gin Gly 
60 



Arg Tyr Trp Leu 
-20 

He Val Gin Gly 

He Ser His Asp 
15 

Phe Gly Gly Tyr 
30 

Asn Gin Leu Asn 
45 

Leu Met Pro Asp 



Xaa Pro Pro Phe 
-15 

Gin Val Ala Pro 
1 

Ser He Gin He 
20 

Lys Leu Leu Val 
35 

Leu Gin Asn Thr 
50 



<210> 4404 
<211> 285 
<212> PRT 

<213> Homo sapiens 



<220> 
Q <221> SIGNAL 
% <222> -17 . . -1 
V <223> score 3.7 
^ seq ACLAGWLAWLAWL/AV 



<400> 4404 

Met Ala Trp Leu Ala Cys Leu Ala Gly Trp Leu Ala Trp Leu Ala Trp 

-15 -10 -5 

Leu Ala Val Trp Leu Asp Trp Gin Ala Trp Leu Asp Gly Trp Leu Gly 

15 10 15 

Trp Leu Gly Trp Leu Trp Arg Trp Leu His Gin Val Cys Arg Val Gin 

20 25 30 

Cys Pro Val Ala Val Arg Pro Gly Gly Ala Ala Val Met Pro Gly Val 

35 40 45 

Gin Trp Gin Asp Ser Ser Thr Phe Pro Gin Ala Ser Ser Val Ala Trp 

50 55 60 

Leu Gin Phe Gly Leu Ala Ala Ala Ala Ser Pro Leu Phe Leu Leu 



65 70 

<210> 4405 
<211> 183 
<212> PRT 
<213> Homo sapiens 



75 



<220> 

<221> SIGNAL 
<222> -14 . . -1 
<223> score 3.8 

seq LLVSAAPLGFGQG/VW 



<400> 4405 

Met Leu Leu Val Ser Ala Ala Pro Leu Gly Phe Gly Gin Gly Val Trp 
-10 -5 1 



2736 



Asn Arg Ala Ser Gin Leu Gin Gin Gly Xaa Asp Pro Leu Gly Leu Glu 

5 10 15 

Gly Ala Gly Glu Ala Ser Ala Ser Cys His Arg Leu Leu Val Leu Ala 

20 25 30 

Leu Ala Gin Ala Phe Thr His Thr His Ala His Thr His 
35 40 45 



<210> 4406 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -36 . . -1 
<223> score 4.4 

seq WLLFCTNQSLSLS/PP 



111 



<400> 4406 

J Met Ser Thr Ser Ala Pro Pro Leu Ser Leu He Leu Gly Gly Cys Pro 
-35 -30 -25 

He Leu Phe Leu Gin Phe Tyr Trp Leu Leu Phe Cys Thr Asn Gin Ser 

- -20 -15 -10 -5 
Leu Ser Leu Ser Pro Pro His Leu Ser Pro Leu Pro Ser Pro Ser Pro 

15 10 

Ser Pro Ala 

- 15 

^ <210> 4407 

^ <211> 198 

<212> PRT 

^ <213> Homo sapiens 

p <220> 

<221> SIGNAL 
<222> -26 . . -1 
<223> score 12 

seq LLLALLLPTQIYS/SE 



<400> 4407 

Met Gly Arg Ala Met Val Ala Arg 

-25 -20 
Ala Leu Leu Leu Pro Thr Gin He 
-10 -5 
Thr Ser Ser Asn Ser Ser Gin Ser 
10 

Asn Pro Thr Asn Ala Thr Thr Lys 
25 30 

Thr Ala 
40 

<210> 4408 



Leu Gly Leu Gly Leu Leu Leu Leu 
-15 

Tyr Ser Ser Glu Thr Thr Thr Gly 

1 5 
Thr Ser Asn Ser Gly Leu Ala Pro 
15 20 
Ala Ala Gly Gly Ala Leu Gin Ser 
35 
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<211> 267 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -40 . . -1 
<223> score 6.4 

seq RGSLLLAVAGATS/LV 



<400> 4408 

Met Lys Ala Pro Cys Ser Gly Ser Gly Ser Val Ser Met Gly Ala Leu 

"^^ -30 -25 

Gly Leu Glu Gly Arg Gly Gly Arg Leu Gin Gly Arg Gly Ser Leu Leu 

-20 _i5 
Leu Ala val Ala Gly Ala Thr Ser Leu Val Thr Leu Leu Leu Ala Val 

1 5 
Pro He Thr Val Leu Ala Val Leu Ala Leu Val Pro Gin Asp Gin Gly 

15 20 
Gly Leu Val Thr Glu Thr Ala Asp Pro Gly Ala Gin Ala Gin Gin Gly 
25 30 35 4/ 

Leu Gly Phe Gin Lys Leu Pro Glu Glu 
45 

<210> 4409 
<211> 195 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -34 . . -1 
<223> score 7.5 

seq FVFFVFFLRQSLA/LL 



<400> 4409 

Met Ala His Xaa Ala Thr Leu Pro Cys Asp His Val Ser Gin Phe Ser 

-30 -25 -20 

Leu He Asn Phe Phe Phe Val Phe Phe Val Phe Phe Leu Arg Gin Ser 

-15 -10 _5 

Leu Ala Leu Leu Pro Arg Leu Glu Cys Arg Gly Thr He Ser Ala His 

Cys Asn Leu His Leu Pro Gly Ser Arg His Ser Pro Ala Ser Ala Pro 
Ma 

<210> 4410 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<220> 
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<221> SIGNAL 
<222> -42 . . -1 
<223> score 8.1 

seq LFCFLLLCLSAAS/LL 



<400> 4410 

Met Val Pro Trp Val Arg Thr Met Gly Gin Lys Leu Lys Gin Arg Leu 

-40 -35 -30 

Arg Leu Asp Val Gly Arg Glu lie Cys Arg Gin Tyr Pro Leu Phe Cys 

-25 -20 -15 

Phe Leu Leu Leu Cys Leu Ser Ala Ala Ser Leu Leu Leu Asn Arg Tyr 
-10 -5 1 5 

lie His lie Leu Met lie Phe Trp Ser Phe Val Ala Gly Val Val Thr 

10 15 20 

Phe Tyr Cys Ser Leu Gly Pro Asp Ser Leu Leu Pro Asn He Phe Phe 

25 30 35 

Thr He Lys Tyr Lys Pro Lys Gin Leu Gly Leu Gin Glu Leu Phe Pro 
O 40 45 50 

Gin Gly His Ser Cys Ala Val Cys Gly 
iff 55 60 



yj 



<210> 4411 
<211> 153 
<212> PRT 



<213> Homo sapiens 

L <220> 

O <221> SIGNAL 

ry <222> -47. . -1 

pj <223> score 3.5 

V seq CLXFGILASEVYS/WN 



<400> 4411 

Met Tyr His Asn Leu Phe Ala Leu Leu Leu He Asp He His Val Val 

-45 -40 -35 

Leu Val Phe Tyr Cys Leu Asp Leu Leu Met He His He Phe Tyr Cys 

-30 -25 -20 

Lys Tyr Cys Leu Xaa Phe Gly He Leu Ala Ser Glu Val Tyr Ser Trp 
-15 -10 -5 1 

Asn He Tyr 



<210> 4412 
<211> 216 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -21. . -1 
<223> score 3.5 

seq WLCVCVFSCVGFL/KK 



2739 



<400> 4412 

Met Phe Leu Leu Gly Asn Lys Arg Trp Leu Cys Val Cys Val Phe Ser 

-20 -15 -10 

Cys Val Gly Phe Leu Lys Lys Trp Glu Glu Glu Lys Lys He Leu Arg 
-5 1 5 10 

Pro Phe Pro Arg Ser Arg Ser Pro Leu Arg Phe Phe Arg Pro Val Pro 

15 20 25 

Pro Pro Phe Phe Val Leu Phe Cys Phe Val Leu Leu Arg Val His He 

30 35 40 

Pro Val Cys Asn Pro Trp Phe Ala 

45 50 

<210> 4413 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 7.9 

seq FLFFIYFLRWSLA/LS 



<400> 4413 

Met Ala Tyr Leu Val Val Tyr Phe Leu Phe Phe He Tyr Phe Leu Arg 
-20 -15 -10 -5 

Trp Ser Leu Ala Leu Ser Pro Arg Leu Glu Cys Ser Gly Ala He Leu 

1 5 10 

Ser His Cys Asn Leu Cys His Leu Gly Xaa Arg Asn Ser Pro Ala Ser 

15 20 25 

Ala Tyr Leu Val Ala Gly Cys 
30 35 

<210> 4414 
<211> 234 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -36. . -1 
<223> score 7.2 

seq FCFFGFFLRQSFA/LV 



<400> 4414 

Met Pro Ala Phe Phe Pro Ser Phe 

-35 -30 
Ala Leu Pro Gly Phe Phe Val Phe 
-20 -15 
Gin Ser Phe Ala Leu Val Ala Gin 
1 



Ser Ala Leu Pro Tyr Ser Pro Pro 
-25 

Cys Phe Phe Gly Phe Phe Leu Arg 

-10 -5 
Ala Gly Val Gin Trp Tyr Asp He 
5 10 
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Ser Gly Leu Gin Pro Pro Pro Pro 

15 20 
Ser Leu Pro Ser Ser Trp He Thr 
30 35 

<210> 4415 

<211> 195 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -45 . . -1 
<223> score 4.6 

seg LIFCIFSRGGVSQ/CW 



Arg Phe Lys Arg Leu Ser Tyr Leu 
25 

Gly Met His His Tyr Ala 
40 



<400> 4415 

Met Ala His Cys Ser Leu Asp Phe Pro Gly Ser Ser Asn Ser Cys Ala 

-40 -35 .30 

Ser Ala Thr Gin Val Ala Glu He Thr Gly Val Cys His His Ala Gin 
-25 -20 -15 

: Leu He Phe Cys He Phe Ser Arg Gly Gly Val Ser Gin Cys Trp Leu 

^ -10 -5 1 

^ Gly Lys Leu Glu Ser Cys Trp Leu Gly Ser Cys Trp Pro Glu Ser Leu 
^5 10 15 

Asn 



ry 



20 



<210> 4416 
<211> 489 
<212> PRT 
J <213> Homo sapiens 

y 

O <220> 

<221> SIGNAL 
<222> -28 . . -1 
<223> score 4.2 

seq CLETLAVPSECSA/FS 



<400> 4416 
Met Leu He Met 
-25 

Leu Glu Thr Leu 
-10 

He Glu Asp Pro 
5 

Gin Asn Gin Pro 

Gly Ser Cys Ser 
40 

Val Trp Asp Tyr 
55 



Pro Lys Ala Leu 

Ala Val Pro Ser 
-5 

Gly Glu Gly Pro 
10 

Ser Met Glu Ser 
25 

Arg Glu Cys Glu 

Ser His Leu Met 
60 



Lys Glu Glu Ser 
-20 

Glu Cys Ser Ala 

Ser Asn Pro Cys 
15 

Glu Met Gly Ala 
30 

Val Ser Phe Ser 
45 

Ser Ser Glu Arg 



Glu Asp Thr Cys 
-15 

Phe Ser Glu Asn 
1 

Leu Asp Thr Ser 
20 

Ala Ala Cys Pro 
35 

Ala Ser Asn Pro 
50 

Asn Phe Gin Arg 
65 
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Leu Asp Phe Glu Glu Leu Glu Glu Glu Gly Gin Ala Ser Asp Lys Ser 

70 75 80 

Leu Leu Pro Ser Arg He Asn Leu Ser Leu Leu Asp Asp Asp Glu Glu 

90 95 100 

Asp Glu Glu Leu Pro Arg Phe He Leu His Tyr Glu Thr His Pro Phe 

105 110 115 

Glu Thr Gly Met He Val Trp Phe Lys Tyr Gin Lys Tyr Pro Phe Trp 
120 125 130 

Xaa Ala Glu 
135 

<210> 4417 

<211> 231 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -31 . . -1 

<223> score 4.5 

=^ seq VAFGLYNPSLCHA/CT 

I 

^ <400> 4417 

Met Pro Leu Pro Lys Pro Ser Phe Ser Asn Asn His Leu He Arg Leu 

-30 -25 -20 

He Thr Val Ala Phe Gly Leu Tyr Asn Pro Ser Leu Cys His Ala Cys 
-15 -10 -5 1 

□ Thr Arg Cys Ser Thr Ala Ser Val Ser His Gin He Ala His Ser Pro 

m ^ 10 15 

Lys Gin Lys Pro Ser Asn Leu Gly Ala He Gin Gly Leu Ala Gin Cys 

20 25 30 

Leu Val Glu His Met Cys Cys Arg He Asn He Asp Thr 
35 40 45 

<210> 4418 
<211> 207 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -32 . . -1 
<223> score 3.8 

seq IRTATLVISLARG/WQ 



- -sr 



<400> 4418 

Met Ala Pro Gly Glu Lys Glu Ser 
-30 -25 
Leu Arg Lys He Arg Thr Ala Thr 

-15 -10 
Trp Gin Gin Trp Ala Asn Glu Asn 
1 5 



Gly Glu Gly Pro Ala Lys Ser Ala 
-20 

Leu Val He Ser Leu Ala Arg Gly 
-5 

Ser He Arg Gin Ala Gin Glu Pro 
10 15 
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Thr Gly Trp Leu Pro Gly Gly Thr Gin Asp Ser Pro Gin Ala Pro Lys 

20 25 30 

Pro lie Thr Pro Arg 
35 

<210> 4419 
<211> 216 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -36 . . -1 
<223> score 6.7 

seq LELLSSGCLPASA/SQ 



<400> 4419 

Q Met Glu Ser His Leu Ser lie Phe Val Phe Leu Val Glu Thr Ser Phe 

-35 -30 -25 

m Cys His Val Gly Gin Ala Gly Leu Glu Leu Leu Ser Ser Gly Cys Leu 
U -10 -5 

Pro Ala Ser Ala Ser Gin Ser Ala Gly He Thr Gly Val Ser His Arg 
% 1 5 10 

Thr Gin Pro Asp Trp Leu Lys Lys He Phe Leu He Lys Lys Arg Lys 

15 20 25 

Glu Asn Tyr He Glu Lys Gly Arg 
30 35 



<210> 4420 
<211> 273 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 7.9 

seq TVTLALVLAVAWA/ME 



<400> 4420 












Met Arg Ala 


Gly 


Pro 


Gly Pro Thr 


-20 






-15 






Val Ala Trp 


Ala 


Met 
1 


Glu 


Leu 


Lys 


Gly Arg Pro 


Phe 


Val 


Val 


Ala 


Trp 


15 










20 


Pro Arg Leu 


Lys 


Val 


Pro 


Leu 


Asp 


30 








35 




Ser Pro Asn 


Glu 


Gly 


Phe 


Val 


Asn 


45 






50 






Asp Arg Leu 


Gly 


Leu 


Tyr 


Pro 


Arg 






65 









Val Thr Leu Ala Leu Val Leu Ala 

-10 -5 
Pro Thr Ala Pro Pro He Phe Thr 
5 10 
Asp Val Pro Thr Gin Asp Cys Gly 
25 

Leu Asn Ala Phe Asp Val Gin Ala 
40 

Gin Asn He Thr He Phe Tyr Arg 

55 60 
Phe Asp Ser 
70 
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<210> 4421 
<211> 276 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -26. . -1 
<223> score 6.5 

seq LALGSAGLLWCLA/GF 



<400> 4421 

Met Val Phe Ala Thr He Gly Phe Ser Leu Lys Ser Gly Leu Ala Leu 

-25 -20 -15 

Gly Ser Ala Gly Leu Leu Trp Cys Leu Ala Gly Phe Phe Gly Tyr Asp 
-10 -5 15 

Thr Gin Gin Pro Thr Ala Pro Asn Ala He Glu Gly Tyr Arg Val Met 

10 15 20 

Ser Ser Phe Gly Val Gly Ala Leu Phe Ala Ala Cys Thr He Cys Leu 

25 30 35 

Leu Ala Xaa Lys Leu Asn Lys Gin Thr Thr Leu Lys Met Ala Asp Asp 

40 45 50 

--^ Leu Ala Gin Arg Arg Gin Gin Ala Asp Leu Ala Pro 
55 60 65 

s <210> 4422 

□ <211> 171 

ry <2i2> PRT 

a= <213> Homo sapiens 

; -J 

X <220> 

y <221> SIGNAL 

Cl <222> -20 . . -1 

<223> score 4.3 

seq FNFLFLVQLCILA/CD 



<400> 4422 

Met Leu Thr Asn Arg Asn Tyr Phe Asn Phe Leu Phe Leu Val Gin Leu 
-20 -15 -10 .5 

Cys He Leu Ala Cys Asp Asn Ala Tyr Leu Gin Ser Cys Pro Leu Thr 

15 10 
Ser Lys Thr Pro Leu Leu Gin Thr His Ser Ala Leu Phe Tyr Asn Ser 

15 20 25 

Thr Tyr Gly He Phe Leu Leu Leu Gly 
30 35 

<210> 4423 
<211> 333 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> SIGNAL 
<222> -28 . . -1 
<223> score 9.8 

seq LLPLSLLVTSIQG/HL 



<400> 4423 

Met Cys Ser Arg Gly Trp Asp Ser Cys Leu Ala Leu Glu Leu Leu Leu 

-25 -20 -15 

Leu Pro Leu Ser Leu Leu Val Thr Ser He Gin Gly His Leu Val His 

-10 -5 1 

Met Thr Val Val Ser Gly Ser Asn Val Thr Leu Asn He Ser Glu Ser 
5 10 15 20 

Leu Pro Glu Asn Tyr Lys Gin Leu Thr Trp Phe Tyr Thr Phe Asp Gin 

25 30 35 

Lys He Val Glu Trp Asp Ser Arg Xaa Ser Lys Tyr Phe Glu Ser Lys 
40 45 50 

g Phe Lys Gly Arg Val Arg Leu Asp Pro Gin Ser Gly Ala Leu Tyr He 
55 60 65 

Ser Lys Val Gin Lys Glu Asp Asn Ser Xaa Tyr He Met Arg Val 
fl 70 75 80 



m 



<210> 4424 
<211> 168 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 4.8 

seq ATYLVQSSACCPA/IV 



<400> 4424 

Met Ala Ser Pro Ala Ala Ala Thr Tyr Leu Val Gin Ser Ser Ala Cys 

-15 -10 -5 

Cys Pro Ala He Val Arg His Leu Cys Gin Xaa Tyr Arg Ser Met Pro 

15 10 
Val Phe Leu Asp Pro Ala Xaa He Ala Thr Leu Glu Gly He Ser Trp 

15 20 25 

Arg Leu Pro Ser Ala Pro Ser Asp 
30 35 

<210> 4425 
<211> 192 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -14 . . -1 
<223> score 4.4 
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seq HIFFLSFFIETDS/HS 



<400> 4425 

Met His lie Phe Phe Leu Ser Phe Phe He Glu Thr Asp Ser His Ser 

-10 -5 1 

Val Ala Gin Ala Gly Val Gin Xaa Arg Asp Leu Gly Ser Leu Gin Ala 

5 10 15 

Pro Leu Pro Gly Phe Thr Pro Phe Ser Cys Xaa Ser Leu Pro Ser Ser 

20 25 30 

Trp Asp Tyr Arg Cys Pro Xaa Pro Cys Pro Ala Asn Phe Phe Cys He 
35 40 45 50 

<210> 4426 
<211> 345 
<212> PRT 

<213> Homo sapiens 

ri <220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 3.7 

seq FLPPLXRAFACRG/CQ 



yS <400> 4426 

^ Met Val Val Leu Arg Ala Gly Lys Lys Thr Phe Leu Pro Pro Leu Xaa 

B -20 -15 -10 

P Arg Ala Phe Ala Cys Arg Gly Cys Gin Leu Ala Pro Glu Arg Gly Ala 

p"; Glu Arg Arg Asp Thr Ala Pro Ser Gly Val Ser Arg Phe Cys Pro Pro 
^ 10 15 20 25 

:i Ser Cys His Asp Trp He Gly Pro Pro Asp Lys Tyr Ser Asn 

30 35 40 

O Leu Arg Pro Val His Phe Tyr He Pro Glu Asn Glu Ser Pro Leu Glu 
45 50 55 

Gin Lys Leu Arg Lys Leu Arg Gin Glu Thr Gin Glu Trp Asn Gin Gin 

60 65 70 

Phe Trp Ala Asn Gin Asn Leu Thr Phe Ser Lys Glu Lys Glu Glu Phe 

75 80 85 

He His Ser 
90 

<210> 4427 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -34 . . -1 
<223> score 3.8 

seq RWASSCLHPSARS/SN 
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<400> 4427 

Met Glu Ala Ala Thr Thr Leu His Pro Gly Pro Arg Pro Ala Leu Pro 

-30 -25 -20 

Leu Gly Ala Arg Ala Arg Trp Ala Ser Ser Cys Leu His Pro Ser Ala 

-15 -10 -5 

Arg Ser Ser Asn Pro Ala Gly Lys Ser Ser Arg Thr Pro Xaa Leu Ser 

15 10 
Ser Thr Arg Ser Gly Pro Gly 
15 20 

<210> 4428 

<211> 306 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -37. . -1 
<223> score 8.5 

seq LLVLLLYAPVGFC/LL 



m <400> 4428 

i^O Met Glu Leu Pro Ser Gly Pro Gly Pro Glu Arg Leu Phe Asp Ser His 

-35 -30 -25 

^ Arg Leu Pro Gly Asp Cys Phe Leu Leu Leu Val Leu Leu Leu Tyr Ala 
-20 -15 -10 

Pro Val Gly Phe Cys Leu Leu Val Leu Xaa Leu Phe Leu Gly lie His 
-5 15 10 

Val Phe Leu Val Ser Cys Ala Leu Pro Asp Ser Val Leu Arg Arg Phe 

15 20 25 

Val Val Arg Thr Met Cys Ala Val Leu Gly Leu Val Ala Arg Gin Glu 
U 30 35 40 

O ^sp Ser Gly Leu Arg Asp His Ser Val Arg Val Leu He Ser Asn His 
45 50 55 

Val Thr Pro Phe Asp His 
60 65 

<210> 4429 

<211> 183 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -20 . . -1 

<223> score 10.5 

seq PLALCLLAAPASA/LV 



<400> 4429 

Met Gin Pro Ser Ser Leu Leu Pro Leu Ala Leu Cys Leu Leu Ala Ala 
-20 -15 -10 -5 
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Pro Ala Ser Ala Leu Val Arg He Pro Leu His Lys Phe Thr Ser He 

15 10 
Arg Arg Thr Met Ser Glu Val Gly Gly Ser Val Glu Asp Leu He Ala 

15 20 25 

Lys Gly Pro Ser His Thr His Pro His Thr Arg Pro Pro 
30 35 40 

<210> 4430 
<211> 156 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -25 . . -1 
<223> score 6.5 

seq LGSLSXXVWPAWP/CR 



<400> 4430 

Met Ala His Leu Gly Ala Glu Ser Gin Ala Ser Ser Leu Gly Ser Leu 
-25 -20 -15 _10 

Ser Xaa Xaa Val Trp Pro Ala Trp Pro Cys Arg Ser Pro Met Lys Ala 
W -5 1 5 

Thr Pro Trp Ser Asp Gly His Glu Ala Ser Xaa Xaa Pro Trp Gin Lys 

m 10 15 20 

Thr Glu Ser Ala 
25 



S a fe 

n - E 



<210> 4431 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -14 . . -1 
<223> score 3.8 

seq YCFFAKFVSLSHS/LP 



<400> 4431 

Met Tyr Cys Phe Phe Ala Lys Phe Val Ser Leu Ser His Ser Leu Pro 

-10 -5 1 

Asp Glu Lys His Pro Leu Phe Thr Arg Lys Ser Lys Pro Arg Val Ser 

5 10 15 

Pro Gin Thr Phe Pro Thr Tyr Thr Ser Met Ser Phe Leu Pro Ser Pro 

20 25 30 

Pro Val Gin Pro Gin 
35 

<210> 4432 
<211> 300 
<212> PRT 
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<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -16. . -1 
<223> score 10.9 

seq RVLLLTALTLCHG/FN 



<400> 4432 

Met Ala Leu Arg Val Leu Leu Leu Thr Ala Leu Thr Leu Cys His Gly 

-15 -10 -5 

Phe Asn Leu Asp Thr Glu Asn Ala Met Thr Phe Gin Glu Asn Ala Arg 
15 10 15 

Gly Phe Gly Gin Ser Val Val Gin Leu Gin Gly Ser Arg Val Val Val 

20 25 30 

Gly Ala Pro Gin Glu He Val Ala Ala Asn Gin Arg Gly Ser Leu Tyr 
35 40 45 

p Gin Cys Asp Tyr Ser Thr Gly Ser Cys Glu Pro He Arg Leu Gin Val 
50 55 60 

Pro Val Glu Ala Val Asn Met Ser Leu Gly Leu Ser Leu Ala Ala Thr 
f! ^5 70 75 80 

^ Thr Ser Pro Pro 

y 

<210> 4433 

^ <211> 324 

^ <212> PRT 

2 <213> Homo sapiens 



<220> 



<221> SIGNAL 
<222> -20 . . -1 
<223> score 8.4 

seq FSLTVLFLRQSFA/HV 



<400> 4433 


















Met Ser Arg 


Thr 


Gin 


Leu 


Gin Phe Ser Leu Thr 


Val 


Leu 


Phe 


Leu Arg 


-20 






-15 


-10 








-5 


Gin Ser Phe 


Ala 


His 


Val 


Thr Gin Ala Gly Val 


Gin 


Trp 


His 


Gly Leu 






1 




5 






10 




Gly Ser Leu 


Gin 


Pro 


Pro 


Pro Pro Arg Phe Lys 


Leu 


Leu 


Ser 


Cys Leu 


15 








20 




25 




Ser Pro Gin 


Val 


Gly Gly 


He Thr Gly Thr Cys 


His 


His 


Ala 


Gin Leu 


30 








35 


40 








He Phe Val 


Phe 


Leu 


He 


Glu Met Gly Phe His His 


Val 


Gly Gin Ala 


45 






50 


55 








60 


Gly Leu Glu 


Leu 


Leu 


Thr 


Ser Gly Asp Pro Pro 


Thr 


Ser 


Ala 


Ser Gin 






65 




70 








75 


Pro Ala Gly 


He 


He 


Gly Met Asn His His Ala 


Gin 










80 






85 











<210> 4434 
<211> 168 
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<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 8.4 

seq FSLTVLFLRQSFA/HV 



in 



^=0 



ni 



<400> 4434 

Met Ser Arg Thr Gin Leu Gin Phe Ser Leu Thr Val Leu Phe Leu Arg 
-20 -15 -10 -5 

Gin Ser Phe Ala His Val Thr Gin Ala Gly Val Gin Xaa Ala Trp Ser 

15 10 
Trp lie Thr Xaa Thr Ser Thr Ser Gin Val Gin Ala lie Val Leu Pro 

15 20 25 

Gin Pro Pro Ser Arg Trp Asp Thr 
30 35 

<210> 4435 
<211> 261 
<212> PRT 

<213> Homo sapiens 
<220> 



<221> SIGNAL 
- <222> -23 . . -1 

Q <223> score 4.6 

seq LELLTSGGSPASA/SQ 



5=! 

2 <400> 4435 

y Met Gly Phe Leu His Val Gly Gin Ala Gly Leu Glu Leu Leu Thr Ser 
O -20 -15 -10 

Gly Gly Ser Pro Ala Ser Ala Ser Gin Asn Ala Gly lie Thr Gly Met 

-5 15 
Ser His Arg Thr Trp Pro His Phe Leu Phe Leu lie Gin Asn Leu Thr 
10 15 20 25 

Leu Ser Pro Arg Leu Glu Tyr Ser Gly Ala Val Ser Ala His Cys Asn 

30 35 40 

Phe Cys Leu Trp Asn Ser Ser Ser His Leu Ser Leu Leu Ser Ser Trp 

45 50 55 

Asp Tyr Arg Tyr Val Pro Pro 
60 

<210> 4436 
<211> 186 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -25. . -1 
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<223> score 4 

seq LLQELGLCMCLLS/AE 



<400> 4436 

Met Ser His Cys Ala Gin Pro Lys Ala Cys Pro Glu Leu Leu Gin Glu 
-25 -20 -15 -10 

Leu Gly Leu Cys Met Cys Leu Leu Ser Ala Glu Pro Ser Leu His Pro 

-5 15 
Trp Arg Trp Leu Arg Pro Leu His Thr His Asn Leu Leu Gly Pro Pro 

10 15 20 

Gly Glu Val Phe Phe Pro Phe Leu Ser Ala Lys Pro Pro Leu 
25 30 35 

<210> 4437 
<211> 174 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -29. . -1 
<223> score 5.9 

seq FSYISXFLSPVCG/CS 



<400> 4437 

Met Lys Cys Leu Lys Val Asn Pro Phe Leu Phe Leu Val Phe Asn Phe 

-25 -20 -15 

Phe Ser Tyr lie Ser Xaa Phe Leu Ser Pro Val Cys Gly Cys Ser Val 

-10 -5 1 

Cys Asn Leu Lys His Trp Glu Asn Glu Leu Leu Phe Pro Ser Pro His 

5 10 15 

Phe Leu Pro Tyr Lys Phe Xaa Phe Leu Phe 
20 25 

<210> 4438 
<211> 249 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -36. . -1 
<223> score 7.4 

seq LCLLGSSDSPASA/SR 



<400> 4438 

Met Gly Gly Trp lie Leu Ala Leu Ser Ser Lys Leu Glu Cys Ser Ser 

-35 -30 -25 

Xaa lie Leu Ala His Cys Asn Leu Cys Leu Leu Gly Ser Ser Asp Ser 
-20 -15 -10 -5 

Pro Ala Ser Ala Ser Arg Val Ala Gly lie Thr Gly Met Cys His His 
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15 10 
Ala Trp Leu He Phe Val Phe Leu Val Glu Met Gly Phe His His Val 

15 20 25 

Ser Gin Ser Gly Leu Lys Leu Leu Thr Ser Ser Asn Leu Pro Ala Ser 

30 35 40 

Ala Ser His 
45 

<210> 4439 
<211> 177 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 8.2 

seq QVLALVLVAALWG/GT 



<400> 4439 

Met Ala Ala Ser Leu Gly Gin Val Leu Ala Leu Val Leu Val Ala Ala 

-15 -10 -5 

Leu Trp Gly Gly Thr Gin Pro Leu Leu Lys Arg Ala Ser Ala Gly Leu 
C" 15 10 

^ Gin Arg Val His Glu Pro Thr Trp Ala Gin Gin Leu Leu Gin Glu Met 

15 20 25 

„ Lys Thr Leu Phe Leu Asn Thr Glu Tyr Leu Met 

n 30 35 40 



n 



<210> 4440 

<211> 165 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -24. . -1 

<223> score 3.8 

seq XVFXFXFLXRXLX/XX 



<400> 4440 

Met He Ser Asn Gly Lys Phe Phe 
-20 

Xaa Phe Leu Xaa Arg Xaa Leu Xaa 
-5 

Gly Lys Xaa Ser Ala His Xaa Asn 

10 15 
Ser Leu Ala Ser Ala Pro Arg 
25 30 

<210> 4441 
<211> 156 



Cys Phe Phe Xaa Val Phe Xaa Phe 

-15 -10 
Xaa Xaa Pro Arg Leu Glu Cys Asn 
1 5 
Leu Arg Leu Leu Ser Xaa Ser Asn 
20 
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<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -37 . . -1 
<223> score 4.3 

seq LELMASSDLPASA/SQ 



<400> 4441 

Met Arg His His Thr Gin Leu He Phe Val Phe Leu Val Glu Met Gly 

-35 -30 -25 

Phe His Tyr He Gly Gin Ala Asp Leu Glu Leu Met Ala Ser Ser Asp 

-20 -15 -10 

Leu Pro Ala Ser Ala Ser Gin Ser Ala Gly He Thr Gly Val Thr Thr 
-5 15 10 

Met Pro Arg Arg 

15 





<210> 


4442 


m 


<211> 


156 




<212> 


PRT 




<213> 


Homo sapiens 






<220> 




. ?^ 


<221> 


SIGNAL 




<222> 


-22. . -1 




<223> 


score 4 .4 



seq LVIPALWEAEVGG/SP 



<400> 4442 

Met Phe Gly Arg Ala Trp Trp Leu Met Leu Val He Pro Ala Leu Trp 

-20 -15 -10 

Glu Ala Glu Val Gly Gly Ser Pro Glu Leu Thr Ser Ser Ser Asn Pro 

-5 15 10 

Ser Val Ser Ala Ser Xaa Ser Ala Gly He Ala Gly Met Ser His His 
15 20 25 

Ala Gin Thr Leu 
30 

<210> 4443 
<211> 162 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -34 . . -1 
<223> score 9.2 

seq WWCLFLRQSLA/LS 
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if? 

^3 



<400> 4443 

Met Val Leu Tyr Leu Phe Val Phe He Phe He His Leu Asn Leu Phe 

-30 -25 -20 

Phe Ser Gly Ser Phe Val Val Val Val Cys Leu Phe Leu Arg Gin Ser 

-15 -10 -5 

Leu Ala Leu Ser His Arg Leu Lys Cys Ser Gly Met lie Ser Ala His 

15 10 
Cys Asn Leu Cys Leu Pro 
15 20 

<210> 4444 

<211> 156 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -37 . . -1 
<223> score 4.3 

seq LELMASSDLPASA/SQ 



<400> 4444 

U Met Arg His His Thr Gin Leu He Phe Val Phe Leu Val Glu Met Gly 
0 -35 -30 -25 

g Phe His Tyr He Gly Gin Ala Asp Leu Glu Leu Met Ala Ser Ser Asp 
0 -20 -15 -10 

^ Leu Pro Ala Ser Ala Ser Gin Ser Ala Gly He Thr Gly Val Xaa Thr 

=^ -5 1 5 10 

J= Met Pro Arg Arg 

= 15 



<210> 4445 

<211> 231 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -39. . -1 
<223> score 4.2 

seq SLALASLRLGITG/TR 



<400> 4445 

Met Leu Leu Ser Pro Arg Leu Glu 
-35 

Cys Asn Leu Arg Leu Leu Gly Ser 
-20 

Leu Arg Leu Gly He Thr Gly Thr 

-5 1 
Val Phe Leu Val Glu Thr Xaa Phe 
10 15 
Glu Leu Leu Thr Ser Gly Asp Pro 



Cys Ser Asp Ala He Ser Ala His 

-30 -25 
Asn Asp Ser Leu Ala Leu Ala Ser 
-15 -10 
Arg Arg His Pro Trp Leu He Phe 
5 

Arg His Val Ser Gin Ala Gly Leu 

20 25 
Pro Thr Ser Ala Ser 
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30 35 

<210> 4446 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -32 . . -1 
<223> score 4 . 7 

seq FVCLFVFKTESHS/VT 



2 H 



<400> 4446 

Met Thr Phe Lys Thr Pro Gin Asn Gin Glu Arg Thr Ala Leu Pro Gin 

-30 -25 -20 

Phe Cys Phe Phe Val Cys Leu Phe Val Phe Lys Thr Glu Ser His Ser 

-15 -10 -5 

Val Thr Gin Ala Gly Val Gin Trp Cys Asp Leu Gly Ser Leu Gin Pro 
15 10 15 

Leu Pro Pro Gly Phe 
20 



^5 <210> 4447 
^ <211> 171 
<212> PRT 



<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -43 . . -1 
<223> score 4.5 

seq LELLTSGDPPALA/SQ 



<400> 4447 

Met His His His Ala Trp Leu Phe lie Tyr Leu Phe Leu Phe Leu Phe 

-40 -35 -30 

Phe Phe Ser Arg Asp Arg Phe Phe His Val Gly Gin Ala Gly Leu Glu 

-25 -20 -15 

Leu Leu Thr Ser Gly Asp Pro Pro Ala Leu Ala Ser Gin Thr Ala Gly 

-10 -5 15 

lie lie Gly Met Ser His Arg Ala Arg 
10 

<210> 4448 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -33 . . -1 
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<223> score 5.5 

seq SLCLLTVAVLVLT/FK 



<400> 4448 
Met Gly Lys Lys 
-30 

His Lys His Val 
-15 

Thr Phe Lys Ser 
1 

Gly Val Gin 



Lys lie Trp Thr 

Ser Leu Cys Leu 
-10 

Leu lie His Phe 
5 



Pro Ser Ser Tyr 
-25 

Leu Thr Val Ala 

Glu Xaa lie Phe 
10 



Pro Met Pro Ser 
-20 

Val Leu Val Leu 
-5 

Ala Tyr Glu lie 
15 



<210> 4449 
<211> 210 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -35 . . -1 
<223> score 6.3 

seq LFFLDGVSLRAQA/GV 



<400> 4449 

^ Met Ser His His Ala Arg Pro Val Met Pro Phe Cys Phe He Phe Phe 

a -35 -30 -25 -20 

Val Phe Gin He Phe Phe Leu Phe Phe Leu Asp Gly Val Ser Leu Arg 

Ala Gin Ala Gly Val Gin Trp His Asp He Gly Ser Leu Xaa Xaa Pro 

15 10 
Pro Pro Trp Phe Lys Gin Phe Ala Cys Leu Ser Leu Pro Ser Ser Trp 

15 20 25 

Asp Tyr Xaa Arg Thr Pro 
30 35 

<210> 4450 
<211> 159 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -13 . . -1 
<223> score 4.9 

seq MWCACSSSCLRG/LR 



<400> 4450 

Met Val Val Cys Ala Cys Ser Ser 
-10 

Glu Asn His Leu Asn Leu Gly Ser 
5 10 



Ser Cys Leu Arg Gly Leu Arg Arg 
-5 1 
Gly Ser His Ser Glu Pro Arg Ser 
15 
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Cys His Tyr Thr Ser Xaa Xaa Gly Xaa Gin Asn Glu Thr Pro Ser Gin 
20 25 30 35 

Lys Lys Lys Lys Lys 
40 

<210> 4451 
<211> 162 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -43 . . -1 
<223> score 3.7 

seq VWCLXLKLVPALC/IS 



<400> 4451 

Met Arg Gly Trp Xaa Ala Pro Ala Trp Arg Xaa Leu Xaa Thr Arg Arg 

-40 -35 -30 

Leu Pro Met Gly Ser Arg His Gly Ala Ser Pro Ala Ser Ala Val Trp 

-25 -20 -15 

Cys Leu Xaa Leu Lys Leu Val Pro Ala Leu Cys lie Ser Gly Leu Thr 

-10 -5 15 

Leu Gly lie Gin Gly Phe 



10 

J" <210> 4452 
"f^^ <211> 162 
J{ <212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -35 . . -1 
<223> score 8.7 

seq LLLSVAFNQLVFA/LY 



<400> 4452 

Met Asp Phe Thr Gin Cys His Ser 
-35 -30 
Pro Val Ser Val Cys Phe Leu Leu 
-15 

Val Phe Ala Leu Tyr Pro lie Gin 

1 5 
Ser Leu Pro Phe Pro Ala 
15 

<210> 4453 
<211> 177 
<212> PRT 

<213> Homo sapiens 



Leu Leu Leu Arg Val Glu Tyr Ser 
-25 -20 
Leu Ser Val Ala Phe Asn Gin Leu 

-10 -5 
Ala Thr Xaa Cys Phe Ser Xaa Val 
10 
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<220> 

<221> SIGNAL 
<222> -40. . -1 
<223> score 3 . 5 

seq SLAHCSLCLPGSS/DS 



<400> 4453 

Met Val Met Leu Met 

-40 

Ala Leu Leu Xaa Arg 
-20 

Ser Leu Cys Leu Pro 
-5 

Val Ala Glu He He 
10 



Leu He Tyr He Tyr Xaa 
-35 -30 
Leu Glu Trp Gin Asp Leu 
-15 

Gly Ser Ser Asp Ser Pro 
1 

Gly Met His His His Ala 
15 



Xaa Xaa Arg Ser Leu 
-25 

Ser Leu Ala His Cys 
-10 

Ala Ser Ala Ser Trp 
5 



<210> 4454 

_^ <211> 183 

y <212> PRT 

=^ <213> Homo sapiens 

y i 

1=,^ <220> 

y <221> SIGNAL 

ffl <222> -15. . -1 

<223> score 5.4 

seq LLEALAPSGGSRG/KK 



O <400> 4454 



PJ Met Lys Leu Leu Glu Ala Leu Ala Pro Ser Gly Gly Ser Arg Gly Lys 
ry -15 -10 -5 1 

£ Lys Tyr Val Ser Leu Thr Phe Gin Pro Xaa Gin Ala His Ser He Pro 
Q 5 10 15 

g Ala Cys Ser Pro Met Ser Cys His Leu Ser Ser Trp Cys Cys His Cys 
20 25 30 

His Asn Ala Phe Phe Leu Thr Leu Ser Phe Leu Ala Ser 
35 40 45 



<210> 4455 
<211> 186 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -17. . -1 
<223> score 3.6 

seq VIFVSLXXYSIYS/RX 



<400> 4455 

Met He Xaa Xaa Val He Phe Val Ser Leu Xaa Xaa Tyr Ser He Tyr 
-15 -10 -5 
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Ser Arg Xaa Phe Xaa Val Xaa Phe Ser Xaa Gin Ser Phe Ala Leu Val 

15 10 15 

Thr Arg Leu Glu Xaa Asn Gly Thr He Ser Ala His Cys Asn Leu His 

20 25 30 

Leu Xaa Gly Ser Ser Asp Ser Pro Ala Ser Ala Ser Gin Val 
35 40 45 

<210> 4456 

<211> 156 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -48 . . -1 
<223> score 5 

seq VWWSSSPCVPG/EV 



^ <400> 4456 

Met Asp Ser He Thr Pro Glu Leu Lys Lys His His Lys Phe Ser Gly 
yi -45 -40 -35 

M Ser Thr Leu Asp Gly Leu Val Gin Lys His Trp Gly Asn Gly Phe Trp 
U -30 -25 -20 

m Glu Phe Val Val Val Val Val Val Ser Ser Ser Pro Cys Val Pro Gly 
.?i -15 -10 -5 

'% Glu Val Ala Val 

1 

^ <210> 4457 

iU <211> 252 

HJ <212> PRT 

^ <213> Homo sapiens 

S <220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 4.5 

seq LELLTSGDPPALA/SQ 



<400> 4457 
























Met 


Gly 


Phe 


His 


His 


Val 


Ser 


Gin 


Ala 


Gly Leu 


Glu 


Leu 


Leu Thr 


Ser 








-20 










-15 








-10 




Gly 


Asp 


Pro 

-5 


Pro 


Ala 


Leu 


Ala 


Ser 
1 


Gin 


Ser Ala Gly 


He 


Thr Asp Val 


Ser 


His 


Arg 


Ala 


Arg 


Pro 


Gin 


Asn 


Lys 


Asn Val 


Glu 


Asn 


He Asp 


Phe 


10 










15 








20 






25 


Gly 


Gly 


Ser 


He 


Leu 


Thr 


Thr 


He 


Phe 


Leu Arg 


Glu 


Lys 


Leu Gin 


Leu 










30 










35 




40 




Phe 


Leu 


Leu 


Leu 


Arg 


Val 


His 


Leu 


Leu 


Lys Cys 


Pro 


Val 


Gly He 


He 








45 










50 








55 




Val 


Gin 


Asn 


His 


























60 
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<210> 4458 
<211> 189 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 5.4 

seq LELLTSTDPPASA/SQ 



<400> 4458 

Met Gly Phe His His Val Gly Gin Ala Gly Leu Glu Leu Leu Thr Ser 

-20 -15 -10 

Thr Asp Pro Pro Ala Ser Ala Ser Gin Ser Ala Gly He Thr Cys Val 

-5 15 
Xaa His Cys Ala Pro Pro Phe Cys Phe Val Tyr Glu Phe Asp Cys Ser 
10 15 20 25 

Gly Tyr Leu Thr Lys Ala Glu Leu Val Gly Arg Ser Gly Ser Arg 
30 35 40 





<210> 


4459 




<211> 


222 




<212> 


PRT 




<213> 


Homo sapiens 






<220> 






<221> 


SIGNAL 




<222> 


-31. . -1 


Hs 


<223> 


score 4 



seq FLSFLKILRQGLA/LS 



<400> 4459 

Met Cys Ser He Phe Leu Thr Lys He Glu He Ser His Leu Leu Leu 

-30 -25 -20 

Gly He Phe Leu Ser Phe Leu Lys He Leu Arg Gin Gly Leu Ala Leu 
-15 -10 -5 1 

Ser Leu Arg Leu Glu Cys Arg Gly Ala He Met Ala Gin Cys Asn He 

5 10 15 

His Leu Pro Gly Ser Ser Asp Pro Ala Pro Ser Pro Ser Gly Val Xaa 

20 25 30 

Gly Pro Gin Val Arg Thr Thr Met Pro Gly 

35 40 

<210> 4460 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
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<222> -33 . . -1 
<223> score 8.1 

seq LFCFVLFCFVLFC/FV 



<400> 4460 

Met Ala Thr Val Thr Arg lie Pro Cys Glu Cys Gin Leu Leu Val Leu 

-30 -25 -20 

His Trp Cys Val Leu Phe Cys Phe Val Leu Phe Cys Phe Val Leu Phe 

-15 -10 -5 

Cys Phe Val Leu Phe Glu Thr Gly Ser Gin Ser Val Ala Gin Ala Gly 

15 10 15 

Val Gin Ser Cys Asp Leu Cys Ser Leu Gin Pro Pro Pro Pro Gly Leu 

20 25 30 

Lys Arg Phe Ser Gin Leu Ser Leu Pro 
35 40 

<210> 4461 

<211> 243 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -40 . . -1 
<223> score 4.4 

seq LNLGVLMCIECSG/IH 



2; <400> 4461 

^ Met Ala Leu Gin Ser He Gin Asn Met Arg Gly Asn Ser His Cys Val 
iU -40 -35 -30 -25 

J Asp Cys Glu Thr Gin Asn Pro Lys Trp Ala Ser Leu Asn Leu Gly Val 
O -20 -15 _X0 

Q Leu Met Cys He Glu Cys Ser Gly He His Arg Ser Leu Gly Thr Arg 
-5 15 

Leu Ser Arg Val Arg Ser Leu Glu Leu Asp Asp Trp Pro Val Glu Leu 
10 15 20 

Arg Lys Val Met Ser Ser He Gly Asn Asp Leu Ala Asn Ser He Arg 

25 30 35 40 

Glu 

<210> 4462 

<211> 168 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -28. .-1 
<223> score 7.6 

seq LLFLLTXPHSCXP/PS 
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<400> 4462 

Met Pro Val Met Ser Gin Leu Leu Ser Val His Ser Glu Pro Ser Leu 

-25 -20 -15 

Leu Phe Leu Leu Thr Xaa Pro His Ser Cys Xaa Pro Pro Ser Leu Pro 

-10 -5 1 

Ser Ser Ser Leu Ser Xaa Ser Leu Thr His Thr His Thr His Thr His 
5 10 15 20 

Thr His Thr His Thr His Thr His 
25 

<210> 4463 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 3.6 

seq VLFVAVCFLVLFX/IY 



<400> 4463 

Met He Asn Ser Gly Ser Thr Pro Pro Arg Val Leu Phe Val Ala Val 

-20 -15 -10 

Cys Phe Leu Val Leu Phe Xaa He Tyr Xaa Phe He Tyr Phe Phe Glu 
# -5 15 

Thr Xaa Xaa Thr Leu Val Pro Gin Ala Gly Val Gin Trp Cys Asn Leu 
_ 10 15 20 25 

^ Ser Ser Leu Gin Pro Pro Pro Pro Gly Phe Arg Gin Phe Ser Cys Leu 

30 35 40 

Lys Pro Pro Glu 
45 

<210> 4464 
<211> 372 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -30 . . -1 
<223> score 5.2 

seq SLCFIFWDGVSLC/RS 



<400> 4464 

Met Glu Cys Ser Val Tyr Gly Met Pro Gly Asp Gly Lys Arg Arg Glu 
-30 -25 -20 -15 

Lys Ser Leu Cys Phe He Phe Trp Asp Gly Val Ser Leu Cys Arg Ser 

-10 -5 1 

Gly Trp Ser Leu Ala Met Ser Leu Arg Leu Glu Cys Ser Ser Thr Val 

5 10 15 

Leu Ala His Cys Asn Leu His Leu Leu Ser Ser Gly Glu Phe Pro Ala 



5 tr 
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m 



20 25 30 

Ser Ala Ser Glu Val Ala Glu He Thr Gly Ala Cys His His Thr Gin 
35 40 45 50 

Gin He Phe Val Xaa Leu Leu Glu Met Gly Phe His His Val Gly Gin 

55 60 65 

Ala Val Leu Lys Leu Leu Met Thr Ser Asp Leu Leu Ser Trp Pro Pro 

70 75 80 

Lys Val Leu Glu Leu Pro Ala Gly Val Ser His Arg 
85 90 

<210> 4465 
<211> 408 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 7.8 

seq VALLLAAAGTAVG/DR 



<400> 4465 

Met Gly Pro Trp Gly Trp Lys Leu Arg Trp Thr Val Ala Leu Leu Leu 

-20 -15 _io 

Ala Ala Ala Gly Thr Ala Val Gly Asp Arg Cys Glu Arg Asn Glu Phe 

-5 15 
Gin Cys Gin Asp Gly Lys Cys He Ser Tyr Lys Trp Val Cys Asp Glv 

10 15 20 

Ser Ala Glu Cys Gin Asp Gly Ser Asp Glu Ser Gin Glu Thr Cys Leu 
25 30 35 40 

Ser Val Thr Cys Lys Ser Gly Asp Xaa Ser Cys Gly Gly Arg Val Asn 

45 50 55 

Arg Cys He Pro Gin Phe Trp Arg Cys Asp Gly Gin Val Asp Cys Asp 

60 65 70 

Asn Gly Ser Asp Glu Gin Gly Cys Pro Pro Lys Thr Cys Ser Gin Asp 

'75 80 85 

Glu Phe Arg Cys His Asp Gly Lys Cys He Ser Arg Gin Phe Val Cys 

90 95 100 

Asp Ser Asp Arg Asp Cys Leu Asp 
105 110 

<210> 4466 
<211> 231 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 11 

seq LVLLFTLVQRSNG/EC 
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<400> 4466 

Met Lys Ala Pro Ala Val Leu Ala Pro Gly He Leu Val Leu Leu Phe 

-20 -15 -10 

Thr Leu Val Gin Arg Ser Asn Gly Glu Cys Lys Glu Ala Leu Ala Lys 

-5 1 5 

Ser Glu Met Asn Val Asn Met Lys Tyr Gin Leu Pro Asn Phe Thr Ala 

10 15 20 

Glu Thr Pro He Gin Asn Val He Leu His Glu His His He Phe Leu 
25 30 35 40 

Gly Ala Thr Asn Tyr He Xaa Val Leu Asn Glu Glu Asp 
45 50 

<210> 4467 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -48 . . -1 
<223> score 4 . 1 

seq FTTLSNLSLPSQT/KD 



<400> 4467 

^ Met Cys Tyr Leu Ala Glu Leu Ser Leu Thr Thr Phe Xaa Xaa Gly Tyr 
^ -45 -40 -35 

^' He Val Thr Ser Arg Ala Thr Thr Thr Thr Thr Leu Ala He Gin Pro 
r-- -30 -25 -20 

Gly Leu Pro Phe Thr Thr Leu Ser Asn Leu Ser Leu Pro Ser Gin Thr 

-15 -10 -5 

Lys Asp Glu Leu His Pro Pro 
1 5 

<210> 4468 
<211> 162 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 4.6 

seq SLLLYSLPLNIIG/LN 



m 



<400> 4468 

Met Tyr Pro Ser Leu Leu Val Asp 
-20 

Ser Leu Pro Leu Asn He He Gly 
-5 

Asn Asn Phe Leu Lys Asn Asn Ser 

10 15 
Ala Phe Pro Ser Met Pro 



Tyr Phe Pro Ser Leu Leu Leu Tyr 

-15 -10 
Leu Asn Cys Ala Tyr Pro Leu He 
1 5 
Tyr Thr Cys Val Xaa Val Pro Leu 
20 
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25 30 

<210> 4469 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -40 . . -1 
<223> score 6.1 

seq ICIGILVLPFIRC/CC 



<400> 4469 

Met lie His Leu Arg He He Gin Arg Cys Tyr Met Ala Gly Leu Glu 
-40 -35 -30 -25 

Asn Lys Lys Asn Val Val Phe Glu Ala Lys Gin He Cys He Gly He 

-20 -15 -10 

Leu Val Leu Pro Phe He Arg Cys Cys Cys Leu Val Gin He Thr Phe 
^ -5 1 5 

Ser Leu Ser Leu His Phe Leu He Tyr Asn Met Arg 

f: 15 20 

<210> 4470 
:,f| <211> 270 

."S <212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
iU <222> -26 . . -1 

<223> score 5.5 

seq AMFLLSYAXPSCG/RS 



HI 



<400> 4470 

Met Thr Met Gin Arg Arg Leu Val Gin Gin Trp Ser Val Ala Met Phe 

-25 -20 -15 

Leu Leu Ser Tyr Ala Xaa Pro Ser Cys Gly Arg Ser Val Glu Gly Leu 
-10 -5 1 5 ^ 

Ser Arg Arg Leu Lys Arg Ala Val Ser Glu His Gin Leu Leu His Asp 

10 15 20 

Lys Gly Lys Ser He Gin Asp Leu Arg Arg Arg Phe Phe Leu His His 

25 30 35 

Leu He Ala Glu He His Thr Ala Glu He Arg Ala Thr Ser Glu Val 

40 45 50 

Ser Pro Asn Ser Lys Pro Ser Pro Asn Asn 
55 60 

<210> 4471 
<211> 183 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> SIGNAL 
<222> -44 . . -1 
<223> score 3.8 

seq AIASLTLNEEILA/RV 

<400> 4471 

Met Glu He Cys Ala Asp Pro Gin Phe He He Gly Gly Ala Thr Arg 

-40 -35 _3Q 

Thr Asp He Cys Gin Gly Ala Leu Gly Asp Xaa Trp Leu Leu Ala Ala 

-25 -20 -15 

He Ala Ser Leu Thr Leu Asn Glu Glu He Leu Ala Arg Val Val Pro 

-10 -5 1 

Leu Asn Gin Ser Phe Gin Glu Asn Tyr Ala Gly He Phe 
5 10 15 

<210> 4472 
^ <211> 291 

<212> PRT 
p5 <213> Homo sapiens 

U <220> 

^ <221> SIGNAL 

^ <222> -22 . . -1 

<223> score 5.9 

seq LIYILWQLTGSAA/SG 

n 

nJ <400> 4472 

!U Met Ala Gly Ser Pro Thr Cys Leu Thr Leu He Tyr He Leu Trp Gin 

i 

O Leu Thr Gly Ser Ala Ala Ser Gly Pro Val Lys Glu Leu Val Gly Ser 
U 1 5 10 

Val Gly Gly Ala Val Thr Phe Pro Leu Lys Ser Lys Val Lys Gin Val 

15 20 25 

Asp Ser He Val Trp Thr Phe Asn Thr Thr Pro Leu Val Thr He Gin 

30 35 40 

Pro Glu Gly Gly Thr He He Val Thr Gin Asn Arg Asn Arg Glu Arg 

45 50 55 

Val Asp Phe Pro Asp Gly Gly Tyr Ser Leu Lys Leu Ser Lys Leu Lys 
60 65 70 

Lys 
75 

<210> 4473 
<211> 264 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -37. . -1 
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<223> score 6.5 

seq LLVFFLIVRTLSC/RS 



<400> 4473 
Met Met Val Thr 
-35 

Ala Val Asp Ala 
-20 

Arg Thr Leu Ser 
-5 

Asp Pro Val Cys 
15 

Leu Gin Asn Ser 
30 

Ser Gin Arg Gly 
45 



Tyr Arg Trp Gly 
-30 

lie Pro Phe Cys 
-15 

Cys Arg Ser Val 
1 

Leu Gly lie Thr 

Lys Cys Cys Ser 
35 

Thr Glu Cys Met 
50 



Phe Gly Val Asp 

Leu Leu Val Phe 
-10 

Gly Val Cys Trp 
5 

Ser Arg Gly Cys 
20 

Leu lie Leu Pro 



Val Xaa Phe Val 
-25 

Phe Leu lie Val 

Arg Ser Thr Pro 
10 

Arg Thr Glu He 
25 

Leu Glu Ala Ser 
40 



<210> 4474 
<211> 396 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -27 . . -1 
<223> score 4.4 

seq TSLLSPAAGPSFC/IV 



<400> 4474 



Met 


Cys 


His 


Cys 






-25 




Leu 


Leu 


Ser 


Pro 




-10 






Ser 


Trp 


Met 


Gly 


Glu Gly 


Met 


Ala 








25 


He 


Pro 


Phe 


His 






40 




Ala 


Pro 


Thr 


Arg 




55 






Pro 


Ala 


Ser 


Ser 


70 








Phe 


Pro 


Glu 


Arg 


Pro 


Pro 


Leu 


Ala 



His Gly Gly He 
-20 

Ala Ala Gly Pro 
-5 

Arg Phe Ser Tyr 
10 

Gly Thr Gly Gin 

Thr Phe Gly Cys 
45 

Gly Thr Glu Glu 
60 

Gly Leu Gin Gly 
75 

Val Ala Val Ala 
90 



Arg Gin Glu Pro 

Ser Phe Cys He 
1 

Ala Thr Cys Cys 
15 

Thr Val Asn Leu 
30 

Leu Ser Gly He 

Lys Arg Asp Ala 
65 

Ala Pro Ser Gly 
80 

Pro Trp Gly Pro 
95 



Thr Trp Thr Ser 
-15 

Val Tyr He Ala 
5 

Ser Gin Glu Glu 
20 

Pro Arg Asp Ala 
35 

Arg Leu Ala Ala 
50 

Thr Gly His Cys 

Ala Pro Ala Cys 
85 

Glu Leu Leu Trp 
100 



<210> 4475 
<211> 192 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 5.2 

seq LLVAFRVFLGLFS/LP 



<400> 4475 

Met Tyr Met Trp Ser Lys Leu Leu Val Ala Phe Arg Val Phe Leu Gly 

-15 -10 -5 

Leu Phe Ser Leu Pro Ser Asn His Asn Thr Tyr Cys Pro Phe Gin Pro 

15 10 
Trp Gly He Pro Cys Ser Leu Arg He Gly Gly Leu Leu His Leu Gin 

15 20 25 

Cys Pro Leu Pro Pro Ser Leu His Pro Leu Pro Ser Leu Leu Thr Ser 
^0 35 40 45 

<210> 4476 
<211> 153 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -26 . . -1 
<223> score 4.7 

seq TALSLVSSAFSFC/DM 



5?= 



m 



<400> 4476 

Met Pro Leu Ala Phe Leu Arg Pro Cys Glu Asn His Gly Thr Ala Leu 

-25 -20 -15 

Ser Leu Val Ser Ser Ala Phe Ser Phe Cys Asp Met Pro Ser Ser Gin 
-10 -5 1 5 

He Asn Tyr Arg Tyr Leu Phe Arg Arg Glu Glu Asp Phe Thr Ser Gin 
10 15 20 

Arg Val Arg 
25 

<210> 4477 
<211> 195 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -32 . . -1 
<223> score 5.9 

seq WTAMLISLAIVIA/LP 



<400> 4477 

Met Asn Trp Gin Lys Lys Leu Arg Gly Thr Leu Glu Pro His Trp Ser 
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-30 -25 -20 

Gly Leu Leu Trp Thr Ala Met Leu He Ser Leu Ala He Val He Ala 

-15 -10 -5 

Leu Pro Lys Pro His Gly He Arg Ala Leu He Ala Ser Thr He Leu 
15 10 15 

Arg Leu He Phe Ser Val Gly Leu Gin Pro Thr Leu Phe Leu Leu Gly 
20 25 30 

Ala 

<210> 4478 
<211> 222 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -37 . . -1 
<223> score 4 . 4 

seq LELLTSGDPPASA/SQ 



<400> 4478 

H Met His His His Thr Arg Leu He Phe Val Phe Leu Val Glu Met Gly 

U3 -35 -30 -25 

-^0 Phe His His He Gly Gin Ala Ser Leu Glu Leu Leu Thr Ser Gly Asp 

-20 -15 -10 

m Ser Ala Ser Gin Ser Ala Gly He Thr Gly Val Lys His 
s -5 15 10 

p-. His Ala Gin Pro Glu He He Phe Tyr Leu Leu Leu Cys Ala Phe Cys 
Wl 20 25 

Val Leu Leu Arg Lys Ser Ser Pro Thr Leu 
30 35 



3ts 



<210> 4479 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -15. . -1 
<223> score 8 

seq FISFLCLIALAGT/SS 



<400> 4479 

Met Pro Phe He Ser Phe Leu Cys Leu He Ala Leu Ala Gly Thr Ser 
-15 -10 -5 1 

Ser Thr Met Leu Arg Ser Ala Leu Ala Gly Thr Ser Ser Thr Met Xaa 

5 10 15 

Xaa Arg Ser Gly Xaa Ser Gly Xaa Pro Xaa Leu Val Xaa Val Leu Arg 

20 25 30 

Gly Asn Ala Phe Ser Phe Phe Pro Phe Ser Leu Met Xaa Ala Met Gly 
35 40 45 
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Cys His Arg Trp 
50 

<210> 4480 
<211> 183 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -26 . . -1 
<223> score 7.9 

seq RVCLLSLSLFLWA/NR 

<400> 4480 

Met Leu Arg Thr Trp Ser Ser Leu Pro Trp Thr Arg Phe Arg Val Cys 

-25 -20 -15 

Leu Leu Ser Leu Ser Leu Phe Leu Trp Ala Asn Arg Leu Glu Asp Ser 
% -10 -5 1 5 

Arg Ser Cys Gin Pro Asn Pro Met Ser Leu Thr Thr Leu Pro Gly His 
10 15 20 

r^- Arg Leu Lys Glu Ala Val Trp Leu Pro Ala Pro Ser Leu 
y 25 30 35 

^fi <210> 4481 
X <211> 153 
<212> PRT 
^ <213> Homo sapiens 

0^ <220> 

TU <221> SIGNAL 

^ <222> -42 . . -1 

Q <223> score 7 

p seq LFLYSLFTENVLA/HP 

<400> 4481 

Met His Asp Ser Ser Gly Lys Asn Asn Phe Arg Lys He Pro Val Val 

-40 -35 -30 

Asn Leu He Tyr Leu Tyr Val Asp He His He His Lys Leu Phe Leu 

-25 -20 -15 

Tyr Ser Leu Phe Thr Glu Asn Val Leu Ala His Pro Cys He Val Leu 
-10 -5 1 5 

Arg Arg Leu 

<210> 4482 

<211> 183 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -28 . . -1 
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<223> score 8.3 

seq ILFLINILPGTTG/QG 



<400> 4482 

Met He He Thr Gin Thr Ser His Cys Tyr Met Thr Ser Leu Gly He 

-25 -20 -15 

Leu Phe Leu He Asn He Leu Pro Gly Thr Thr Gly Gin Gly Glu Ser 

-10 -5 1 

Arg Arg Gin Glu Pro Gly Asp Phe Val Lys Gin Asp He Gly Gly Leu 
I 10 15 20 

Ser Pro Lys His Ala Pro Asp He Pro Asp Asp Ser Thr 
25 30 

<210> 4483 
<211> 228 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 



"f- <222> -20. . -1 



<223> score 5.4 



^ seq WFVHSSALGLVLA/PP 



<400> 4483 

^ Met Asn Leu His Phe Pro Gin Trp Phe Val His Ser Ser Ala Leu Gly 

m -15 -10 -5 

Leu Val Leu Ala Pro Pro Phe Ser Ser Pro Gly Thr Asp Pro Thr Phe 

1 5 10 

Pro Cys He Tyr Cys Arg Leu Leu Asn Met He Met Thr Arg Leu Ala 

15 20 25 

Phe Ser Phe He Thr Cys Leu Cys Pro Asn Leu Lys Glu Val Cys Leu 

30 35 40 

He Leu Pro Glu Lys Asn Cys Asn Ser Arg His Ala 
45 50 55 

<210> 4484 
<211> 219 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -34 . . -1 
<223> score 4.4 

seq SLHLLWSRTVTTG/ET 



<400> 4484 

Met His Gly Pro Ser Pro Arg Lys Ala Ala Phe Cys He Met Asn Pro 

-30 -25 _20 

Thr Gly Arg Ala Pro Ser Leu His Leu Leu Trp Ser Arg Thr Val Thr 
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-15 -10 -5 

Thr Gly Glu Thr Gly Phe His Tyr Val Gly Arg Ala Gly Leu Glu Leu 

15 10 
Leu Thr Ser Xaa Ser Ala Cys Leu Gly Leu Pro Asn Cys Trp Asp Tyr 
15 20 25 30 

Arg Arg Glu Pro Pro His Pro Asp He 
35 

<210> 4485 
<211> 288 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -29 . . -1 
<223> score 11.2 

seq GLLWLLVGGCAA/EE 



<400> 4485 

yi Met Ala Pro Thr Trp Gly Pro Gly Met Val Ser Val Val Gly Pro Met 

-25 -20 -15 

y.j Gly Leu Leu Val Val Leu Leu Val Gly Gly Cys Ala Ala Glu Glu Pro 
^ -10 -5 1 

Pro Arg Phe He Lys Glu Pro Lys Asp Gin He Gly Val Ser Gly Gly 

5 10 15 

Val Ala Ser Phe Val Cys Gin Ala Thr Gly Asp Pro Lys Pro Arg Val 
20 25 30 35 

Thr Trp Asn Lys Lys Gly Lys Lys Val Asn Ser Gin Arg Phe Glu Thr 

40 45 50 

He Glu Xaa Asp Glu Ser Ala Gly Ala Val Leu Arg He Gin Pro Leu 
55 60 65 

<210> 4486 
<211> 324 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -26. . -1 
<223> score 3.6 

seq TQAFGALLSGAGS/QV 

<400> 4486 

Met Tyr Leu Thr Cys Leu Gin Pro Cys Leu Lys Ser Leu Thr Gin Ala 

-25 -20 -15 

Phe Gly Ala Leu Leu Ser Gly Ala Gly Ser Gin Val Leu Ala Pro Thr 
-10 -5 1 5 

Ser Ser Thr Leu Asn Trp Pro Leu Ser Ser Gin Met Gly Arg Leu Pro 

10 15 20 

Gin Ala Ala Pro Ala Gly Thr Gin Gin Leu Pro Gly Val Gin Ala Ala 



■ntr 



?95 



2772 



25 30 
Pro Thr Ala Leu His Pro Pro Leu 

40 45 
Glu Ala Leu Ser Tyr Ala Arg His 
55 60 
Gin Arg Gly Glu Cys Pro Gly Ser 
75 

<210> 4487 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -49 . . -1 
<223> score 4 .4 

seq CLFSILFPLFIIS/AK 



35 

Gly Arg Arg Xaa Arg Glu Glu Leu 
50 

Phe Gin Pro Phe Ala Arg Xaa His 

65 70 
Trp Gly Cys Ala 
80 



<400> 4487 

Ul Met His Gin Arg Leu Ser Asn lie Glu Arg Asn Trp Pro Tyr Tyr Phe 

Uz -45 -40 -35 

y Arg Phe Gly Leu Pro Leu Ala Phe Leu Thr Ala Met Gin Ser Ser Tyr 

-30 -25 -20 

% lie lie Ser Gly Cys Leu Phe Ser lie Leu Phe Pro Leu Phe He He 
X -15 -10 -5 

Ser Ala Lys 
" 1 

ry <210> 4488 

fy <211> 159 

£ <212> PRT 

fH <213> Homo sapiens 

^ <220> 

<221> SIGNAL 
<222> -39. .-1 
<223> score 4.4 

seq LELLTSGDPPASA/SQ 



<400> 4488 

Met Gly Met Cys His His Ala Gin Leu He Phe Val Phe Leu Val Glu 

-35 -30 -25 

Thr Gly Phe His His Val Gly Gin Ala Gly Leu Glu Leu Leu Thr Ser 

-20 -15 -10 

Gly Asp Pro Pro Ala Ser Ala Ser Gin Ser Ala Gly He Thr Gly Leu 

-5 1 5 

Ser His His Ala Thr 
10 

<210> 4489 
<211> 261 



2773 



<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19 . . -1 
<223> score 10.8 

seq SLCCLLVLANARS/RP 



<400> 4489 

Met Trp Gin Leu Trp Ala Ser Leu Cys Cys Leu Leu Val Leu Ala Asn 

-15 -10 _5 

Ala Arg Ser Arg Pro Ser Xaa His Pro Val Ser Asp Glu Leu Val Asn 

1 5 10 

Tyr Val Asn Lys Arg Asn Thr Thr Trp Gin Ala Gly His Asn Phe Tyr 

15 20 25 

Asn Val Asp Met Gly Tyr Leu Lys Arg Leu Cys Gly Thr Phe Leu Gly 
30 35 40 45 

Gly Pro Lys Pro Pro Gin Arg Val Met Phe Thr Glu Asp Leu Lys Leu 

50 55 go 

Pro Ala Ser Phe Asp Ala Arg 
65 

<210> 4490 
<211> 372 
<212> PRT 

<213> Homo sapiens 



U <220> 

fy <221> SIGNAL 

ly <222> -30 . . -1 

^ <223> score 6.6 

Q seq LVWVMAAWLCTA/QV 



<400> 4490 

Met Glu Arg Leu Val He Arg Met Pro Phe Cys His Leu Ser Thr Tyr 
-30 -25 -20 -15 

Ser Leu Val Trp Val Met Ala Ala Val Val Leu Cys Thr Ala Gin Val 

-10 -5 1 

Gin Val Val Thr Gin Asp Glu Arg Glu Gin Leu Tyr Thr Pro Ala Ser 

5 10 15 

Leu Lys Cys Ser Leu Gin Asn Ala Gin Glu Ala Leu He Val Thr Trp 

20 25 30 

Gin Lys Lys Lys Ala Val Ser Pro Glu Asn Met Val Thr Phe Ser Glu 
35 40 45 50 

Asn His Gly Val Val He Gin Pro Ala Tyr Lys Asp Lys He Asn He 

55 60 65 

Thr Gin Leu Gly Leu Gin Asn Ser Thr He Thr Phe Trp Asn He Thr 

70 75 80 

Leu Glu Asp Glu Gly Cys Tyr Met Cys Leu Phe Asn 
85 90 
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<210> 4491 

<211> 213 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -47. . -1 
<223> score 4.5 

seq PIFGLLVPSQIFS/SL 



<400> 4491 

Met Cys Thr Leu Thr Asp Thr His Thr His Val Gin Val His Lys Ser 

-45 -40 -35 

Lys Pro Cys Gin Leu Leu Ser Pro Pro Pro Pro Xaa His Gly Pro Leu 

-30 -25 -20 

Leu Leu Pro He Phe Gly Leu Leu Val Pro Ser Gin He Phe Ser Ser 
-15 -10 -5 1 

Leu Leu Asn Ser Leu His Leu Gly Leu Pro Ser Phe Pro Lys Met Pro 

5 10 15 

Leu Met He Phe Leu Pro Arg 
20 

<210> 4492 
<211> 225 
<212> PRT 

<213> Homo sapiens 



^ <220> 

fU <221> SIGNAL 

nj <222> -19. . -1 

^ <223> score 8 

ifH seq LLLLVATAWHGQG/IP 



<400> 4492 

Met Gly Pro Gly Val Leu Leu Leu Leu Leu Val Ala Thr Ala Trp His 
-15 -10 -5 

Gly Gin Gly He Pro Val He Glu Pro Ser Val Pro Glu Leu Val Val 
15 10 

Lys Pro Gly Ala Thr Val Thr Leu Arg Cys Val Gly Asn Gly Ser Val 
15 20 25 

Glu Trp Asp Gly Pro Pro Ser Pro His Trp Thr Leu Tyr Ser Asp Gly 

30 35 40 45 

Ser Ser Ser He Leu Ser Thr Asn Asn Ala Thr 
50 55 

<210> 4493 
<211> 189 
<212> PRT 

<213> Homo sapiens 
<220> 
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<221> SIGNAL 
<222> -18 . . -1 
<223> score 4 . 7 

seq LFFCFCFCFVLRQ/SL 



<400> 4493 

Met Val Gin Gly Asp Leu Phe Phe Cys Phe Cys Phe Cys Phe Val Leu 

-15 -10 -5 

Arg Gin Ser Leu Pro Leu Ser Pro Arg Leu Glu Cys Ser Gly Ala He 

15 10 
Ser Ala His Cys Asn Leu Tyr Leu Leu Asp Ser Asp Asp Ser Tyr Ala 
15 20 25 30 

Leu Val Ser Leu Val Ala Gly Thr Thr Gly He Cys His His Thr 
35 40 45 





<210> 


4494 




<211> 


189 




<212> 


PRT 




<213> 


Homo sapiens 


y 1 


<220> 






<221> 


SIGNAL 


yj 


<222> 


-24. . -1 




<223> 


score 5 . 1 



seq IFIYLLFSRQGLA/LS 



<400> 4494 

Met Tyr Val Cys Asp Met Gin Val Val Gly Glu He Phe He Tyr Leu 

-20 -15 -10 

Leu Phe Ser Arg Gin Gly Leu Ala Leu Ser Pro Arg Leu Glu Cys Ser 

-5 15 
Cys Val Asn He Ala His Tyr Ser Leu Gin Xaa Leu Gly Ser Asn Asn 

10 15 20 

Pro Pro He Ser Ala Ser Gin Val Ser Ser Gly Thr Thr Gly Met 
25 30 35 

<210> 4495 
<211> 201 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -34 . . -1 
<223> score 4 

seq VIFLSIFVIIVTC/LM 



<400> 4495 

Met Phe Tyr Lys Gly Ser Met Lys Gin Asp Lys He Trp Ser Lys Glu 

-30 -25 -20 

Gly Phe Tyr Ala Val Val He Phe Leu Ser He Phe Val He He Val 
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-15 -10 -5 

Thr Cys Leu Met He Leu Tyr Arg Leu Lys Glu Arg Phe Gin Leu Ser 

15 10 
Leu Arg Gin Asp Lys Glu Lys Asn Gin Glu He His Leu Ser Pro He 
15 20 25 30 

Thr Phe Gin 

<210> 4496 

<211> 270 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -28 . . -1 
<223> score 4.2 

seq LACGXGXXHPTXA/FV 



<400> 4496 

Met Asn Phe Val Lys Leu Leu His Ala Tyr Asn Arg Thr His Leu Leu 

-25 -20 -15 

Ala Cys Gly Xaa Gly Xaa Xaa His Pro Thr Xaa Ala Phe Val Glu Xaa 
Ul -10 -5 1 

m Gly His Arg Ala Glu Glu Pro Val Leu Arg Leu Asp Pro Gly Arg He 
# 5 10 15 2 0 

^ Glu Asp Gly Lys Gly Lys Ser Pro Tyr Asp Pro Arg His Arg Ala Ala 
7 25 30 35 

Ser Val Leu Val Gly Glu Glu Leu Tyr Ser Gly Val Ala Ala Asp Leu 

40 45 50 

Arg Thr Arg Leu Tyr His Leu Ser Gin Pro 
55 60 

<210> 4497 

<211> 159 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -18 . . -1 
<223> score 6.3 

seq LFLLFFFFHFSFL/NW 



<400> 4497 

Met Leu Phe Leu Phe Leu Phe Leu Leu Phe Phe Phe Phe His Phe Ser 

-15 -10 -5 

Phe Leu Asn Trp Ser Leu Thr Leu Leu Pro Arg Leu Glu Cys Ser Gly 

15 10 
Ala He Leu Ala His Cys Ser Leu His Leu Leu Gly Ser Ser Asp Ser 
15 20 25 30 

Pro Ala Ser Ala Pro 
35 



m 
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<210> 4498 
<211> 387 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -17 . . -1 
<223> score 9.2 

seq PALLLAFLPLASQ/KS 



<400> 4498 

Met Arg Trp Ala Pro Ala Leu Leu Leu Ala Phe Leu Pro Leu Ala Ser 

-15 -10 -5 

Gin Lys Ser Ser Asn Leu Gin Gly Arg Arg Lys Ser Val Thr Arg Pro 
I 5 10 15 

g Ala Gly Ser Ser Ala Val He Thr Cys Asp Leu Thr Val He Asn Thr 
S 20 25 30 

J Phe Tyr He His Trp Tyr Leu His Gin Ala Gly Lys Ala Pro Gin His 
=; 35 40 45 

Leu Pro Tyr Tyr Asp Pro Tyr Tyr Ser Arg Val Val Leu Glu Ser Arg 
W SO 55 60 

He Ser Arg Gly Lys Tyr Phe Thr Tyr Ala Ser Met Arg Arg Ser Trp 
65 70 75 

He Leu Gin Asn Leu He Glu Asn Asp Ser Gly Ser He Thr 
80 85 90 95 

Q Val Pro Pro Gly Thr Gly Thr Val He His Thr Cys Pro Thr Pro His 
m 100 105 110 

Trp 

hit 

<210> 4499 
Q <211> 282 

p <212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -33 . . -1 
<223> score 5 

seq LELLGLSGPPASG/SL 



<400> 4499 

Met Gly Ser Leu Leu Cys Cys Pro Ser Trp Ser Ala Val Val He He 

-30 -25 -20 

Val His Cys Asn Leu Glu Leu Leu Gly Leu Ser Gly Pro Pro Ala Ser 

-15 -10 -5 

Gly Ser Leu Val Gly Arg Thr Thr Gly Val Cys Gin His Ala Pro Leu 

15 10 15 

He Lys Lys Asn Phe Phe Phe Val Glu Thr Gly Val Ser Leu Cys Leu 

20 25 30 

Thr Arg Leu Val Trp Asn Ser Gly Pro Gin Ala Lys His Trp Asp Tyr 
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ru 

fu 



35 40 45 

Arg Ser Lys Pro Leu Cys Gin Val Gin Glu Glu Cys Ala Pro 
50 55 60 

<210> 4500 
<211> 327 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -43 . . -1 
<223> score 11 

seq VFVLLLVLSLAIG/LY 



<400> 4500 
























Met Ser Val 


Gly Val 


Ser 


Xaa Xaa 


Ala 


Pro 


Leu 


Ser 


Pro 


Thr 


Ser 


Gly 




-40 






-35 










-30 




Thr Ser Val 


Gly Met 


Ser 


Thr Phe 


Ser 


He 


Met 


Asp 


Tyr 


Val 


Val 


Phe 


-25 






-20 










-15 








Val Leu Leu 


Leu Val 


Leu 


Ser Leu 


Ala 


He 


Gly 


Leu 


Tyr 


His 


Ala 


Cys 


-10 






-5 








1 








5 


Arg Gly Trp Gly Arg 


His 


Thr Val 


Gly Xaa 


Leu 


Leu 


Met 


Ala 


Asp Arg 




10 








15 










20 




Lys Met Gly 


Cys Leu 


Pro 


Val Ala 


Leu 


Ser 


Leu 


Leu 


Ala 


Thr 


Phe 


Gin 




25 






30 










35 






Ser Ala Val 


Ala He 


Leu 


Gly Val 


Pro 


Ser 


Glu 


Xaa 


Tyr Arg 


Phe 


Gly 


40 






45 










50 






Thr Xaa Tyr 


Trp Phe 


Leu Gly Cys 


Cys 


Tyr 


Phe 


Leu 


Gly 








55 






60 








65 









<210> 4501 
<211> 264 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -47 . . -1 
<223> score 5.8 

seq LMCFGALIGLCAC/IC 



<400> 4501 

Met Glu Lys Phe Val Asp Pro Gly Asn His Asn Ser Gly He Asp Leu 

-45 -40 -35 

Leu Arg Thr Tyr Leu Trp Arg Cys Gin Phe Leu Leu Pro Phe Val Ser 

-30 -25 -20 

Leu Gly Leu Met Cys Phe Gly Ala Leu He Gly Leu Cys Ala Cys He 
-15 -10 -5 1 

Cys Arg Ser Leu Tyr Pro Thr He Ala Thr Gly He Leu His Leu Leu 

5 10 15 

Ala Gly Leu Cys Thr Leu Gly Ser Val Ser Cys Tyr Val Ala Gly He 
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20 25 30 

Glu Leu Leu His Gin Lys Leu Glu 
35 40 

<210> 4502 
<211> 306 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -25 . . -1 
<223> score 7.1 

seq LFVMAFLLSGAAP/LK 



<400> 4502 

Met Asp Pro Gin Cys Thr Met Gly Leu Ser Asn lie Leu Phe Val Met 
-25 -20 -15 -10 

Ala Phe Leu Leu Ser Gly Ala Ala Pro Leu Lys lie Gin Ala Tyr Phe 

-5 15 
Asn Glu Thr Ala Asp Leu Pro Cys Gin Phe Ala Asn Ser Gin Asn Gin 
10 15 20 

W Ser Leu Ser Glu Leu Val Val Phe Trp Gin Asp Gin Glu Asn Leu Val 
25 30 35 

Leu Asn Glu Val Tyr Leu Gly Lys Glu Lys Phe Asp Ser Val His Ser 
40 45 50 55 

Lys Tyr Met Gly Arg Thr Ser Phe Asp Ser Asp Ser Trp Thr Leu Arg 

60 65 70 

Leu His Asn Leu Gin lie 
75 

<210> 4503 
<211> 162 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -36. .-1 
<223> score 4.4 

seq LWFFLPSLXCPEC/CP 



<400> 4503 

Met Trp Thr Leu Pro Ser Leu Ser Ala Ser Phe Gin Pro Phe Leu Gly 

-35 -30 -25 

Ser Leu Arg Pro Ser His lie Leu Trp Phe Phe Leu Pro Ser Leu Xaa 
-20 -15 -10 -5 

Cys Pro Glu Cys Cys Pro Pro Asp Pro Gly Ser Pro Ala Ser Arg Asp 

15 10 
Pro Asn Val Ala Cys Glu 
15 



5 y 
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<210> 4504 
<211> 177 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19 . . -1 
<223> score 4.1 

seq FLWLSSIPSYIYT/HT 



<400> 4504 

Met Pro Leu lie His Ser Phe Leu Trp Leu Ser Ser lie Pro Ser Tyr 

-15 -10 -5 

He Tyr Thr His Thr His Met Tyr Val Tyr Thr Tyr He Tyr Thr Arg 

15 10 
Thr Tyr Met Tyr Val Tyr Thr Tyr Thr His Thr Asn Thr Pro Thr His 
f-^ 15 20 25 

% His Ser Phe Phe He Leu Ser Leu He Ala Gly 
30 35 40 

y i 

N- <210> 4505 

U <211> 207 

-J <212> PRT 

1^ <213> Homo sapiens 



m 



<220> 

<221> SIGNAL 
<222> -18. . -1 
<223> score 5.7 

seq AFFSLAALAEVAA/ME 



<400> 4505 

Met Pro Ala Val Ser Ala Phe Phe Ser Leu Ala Ala Leu Ala Glu Val 

-15 -10 -5 

Ala Ala Met Glu Asn Val His Arg Gly Gin Arg Ser Thr Pro Leu Thr 

is 10 
His Asp Gly Gin Pro Lys Glu Met Pro Gin Val Leu Tyr Leu Phe Pro 
15 20 25 30 

Ala Leu Thr Ser Glu Ala Pro Phe His Cys Lys Thr Leu Cys Phe Thr 

35 40 45 

Tyr Tyr Pro Ser Thr 
50 

<210> 4506 
<211> 216 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -17. . -1 
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<223> score 4.2 

seq LAFLLVSLYWSHM/HP 



<400> 4506 

Met Asp Trp Ser Leu Ala Phe Leu Leu Val Ser Leu Tyr Trp Ser His 

-15 -10 -5 

Met His Pro Cys Tyr Trp Ser Trp Pro Cys Ser Cys Gly Phe Val Asp 

15 10 15 

Ser Pro Cys He Cys Thr Ala Ser Thr Arg Cys Cys Cys Ser Ser Leu 

20 25 30 

Cys Cys Leu Trp Arg Leu Ala Leu Trp Asp Trp Thr Ser Asn Gly Ser 

35 40 45 

Arg Ser Gly He Ala Cys Val Cys 
50 55 

<210> 4507 

<211> 198 

<212> PRT 

<213> Homo sapiens 

f} <220> 

<221> SIGNAL 

W <222> -14 . . -1 

^ <223> score 3 . 7 

^5 seq CSLLSGWGQLLRC/VQ 

■5 

Q <400> 4507 

J Met Cys Ser Leu Leu Ser Gly Trp Gly Gin Leu Leu Arg Cys Val Gin 

-10 -5 1 

Thr Pro Ala Glu Pro Arg Asp Val Asn Lys Lys Xaa Glu Lys Lys Glu 

5 10 15 

Lys Tyr Met Pro Leu Val Asp Ser Leu Cys Gly Gly Leu Gly Thr Arq 

20 25 30 

Asn Ser Asp Cys Leu Arg Gly Gly Ala Gly Arg Gly Arg Asp Gly Arg 
35 40 45 50 

Arg He 

<210> 4508 
<211> 192 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -48 . . -1 
<223> score 5.8 

seq LHLLGSSNSPASA/SS 



<400> 4508 

Met Thr Phe Tyr Leu Phe Val Cys Xaa Xaa He Tyr Xaa Leu Arg Trp 
-45 -40 _35 



r1£ 
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Ser Leu Ala Leu Ser Pro Arg Leu Glu Cys Ser Gly Ala lie Ser Ala 

-30 -25 -20 

His Cys Ser Leu His Leu Leu Gly Ser Ser Asn Ser Pro Ala Ser Ala 

-15 -10 -5 

Ser Ser Ala Asn Phe Cys He Phe Ser Arg Asp Gly He Ser Leu Cys 
1 5 10 15 

<21G> 4509 

<211> 201 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -22 . . -1 
<223> score 7.2 

seq IIYALQFLFLVFA/PS 



<400> 4509 

Met Asn Arg Ser Cys Arg Asn Thr Gly He He Tyr Ala Leu Gin Phe 
f! -20 -15 _1Q 

Leu Phe Leu Val Phe Ala Pro Ser Ser Leu Gly Tyr Phe Glu Trp He 
^ -S 1 5 10 

Val Ala He Asn Gin Asp Leu Val Leu Phe Val Phe Cys Leu Ser Phe 
15 20 25 

g Ser Leu Arg He Ser He He Gin Gly Lys Arg Lys Ala Ala Phe Pro 
30 35 4Q 

Thr Pro Pro 

H 

U <210> 4510 
C <211> 180 
3 <212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -43 . . -1 
<223> score 4 

seq AAWCSLVLSFCRL/HK 



<400> 4510 

Met Ala Met Ser Phe Glu Trp Pro 
-40 

Phe Thr Leu Gin Pro Asn Val Asp 
-25 -20 
Trp Cys Ser Leu Val Leu Ser Phe 

-10 -5 
Met Thr Val Met Glu Ala Gin Glu 
10 

<210> 4511 



Trp Gin Tyr Arg Phe Pro Pro Phe 
-35 -30 
Thr Arg Gin Lys Gin Leu Ala Ala 
-15 

Cys Arg Leu His Lys Gin Ser Ser 

1 5 
Ser Pro Leu Arg 
15 
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<211> 153 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -33 . . -1 
<223> score S 

seq LAHFLIGLTVCFG/EG 

<400> 4511 

Met Tyr Leu Tyr Leu Leu Ser He Cys Met Ser Ser Leu Lys Lys Cys 

-30 -25 -20 

Leu Phe Lys Phe Leu Ala His Phe Leu He Gly Leu Thr Val Cys Phe 

-15 -10 -5 

Gly Glu Gly Xaa Leu Met Ser Tyr Arg Ser Ser Tyr Leu Leu Leu Lys 
^5 10 15 

™i Gly Pro Pro 

. 

<210> 4512 
m <211> 162 

<212> PRT 
yj <213> Homo sapiens 

<220> 

<221> SIGNAL 



<222> -27 . . -1 
<223> score 5 

seq CVLTASSWAVLWS/AR 



<400> 4512 

Met Phe Ala Asp Ala Asp Arg Arg Asp Pro Asn Glu Ser Gin Cys Val 

-25 -20 -15 

Leu Thr Ala Ser Ser Trp Ala Val Leu Trp Ser Ala Arg Cys Glu Gly 

-10 -5 1 5 

Leu Ala Trp Gly His Thr Ala Asp Ser Xaa Arg Gly Met Pro Met Val 

10 15 20 

Leu Ser He Gly Arg Thr 
25 

<210> 4513 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -17 . . -1 
<223> score 3.6 

seq WIYAFISLGYILG/SG 
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<400> 4513 

Met Xaa Xaa Cys Trp lie Tyr Ala Phe He Ser Leu Gly Tyr He Leu 

-15 -10 ,5 

Gly Ser Gly He Val Gly Leu Phe Gly Asn Phe Met Phe Lys Leu Leu 

1 5 10 15 

Arg Asn Cys Gin Thr Val Phe Gin Asp Gly Tyr Ala He Leu Pro Phe 
20 25 30 

Pro Pro Thr 

<210> 4514 
<211> 162 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -28 . . -1 
<223> score 4.5 

seq FLPFLLSLPLDQT/LP 

<400> 4514 

Met Xaa Xaa Lys Ala Cys Arg Thr Leu Ala Trp Leu Pro Xaa Pro Phe 

-25 -20 -15 

Leu Pro Phe Leu Leu Ser Leu Pro Leu Asp Gin Thr Leu Pro Arg Gin 
-10 -5 1 

^ Gly Pro Gly Gin Ser Leu Ser Phe Pro Glu Asn Tyr Gin Thr Leu Pro 
5 10 15 20 

Lys Ser Thr Arg His Pro 



<210> 4515 
•^^^ <211> 228 

O <212> PRT 

O <213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -13 . . -1 
<223> score 4.9 

seq MLTASLAFQLVDG/VS 



<400> 4515 

Met Leu Thr Ala Ser Leu Ala Phe Gin Leu Val Asp Gly Val Ser Trp 

-10 -5 1 

Asn Phe Ser Val Ser Lys Met Leu Ala Ser Pro Ser Thr Ser Gly Gin 

5 10 15 

Leu ser Gin Phe Gly Ala Ser Leu Tyr Gly Gin Gin Ser Ala Leu Gly 
20 25 30 35 

Leu Pro Met Arg Gly Met Ser Asn Asn Thr Pro Gin Leu Asn Arg Ser 

40 45 50 

Leu Ser Gin Xaa Leu Ser Tyr Arg Ala Thr Ser Arg 
55 60 
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fU 



<210> 4516 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -48 . . -1 
<223> score 5.2 

seq EWTLPLTSHCLA/QV 



<400> 4516 

Met Gly Leu His He Ser Leu He Lys Phe Leu Leu Ala Asn Gly Pro 

-45 -40 -35 

His He Pro Ser His Gin Arg Pro Phe Glu Pro Lys Gly Glu Lys Ser 

-30 -25 -20 

Cys Arg He Glu Val Val Thr Leu Pro Leu Thr Ser His Cys Leu Ala 

-15 -10 -5 

Gin Val Ala Ser Ser Asp Leu He His Arg Met Arg Thr He Thr Gly 
^5 10 15 

Thr Ser Ser His 
20 

<210> 4517 
<211> 297 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -46. .-1 
<223> score 6.9 

seq VTMLMGFLGCIGA/VN 



<400> 4517 

Met Ser Glu Leu Glu Thr Ala Cys Gly Lys Pro Met Arg His Lys Thr 

-45 -40 -35 

Ser Ser Ser Ser Leu Arg Met Gly Ala Tyr Val Phe He Gly Val Gly 
-30 -25 -20 -15 

Ala Val Thr Met Leu Met Gly Phe Leu Gly Cys He Gly Ala Val Asn 

-10 -5 1 

Glu Val Arg Cys Leu Leu Gly Leu Tyr Phe Ala Phe Leu Leu Leu He 

5 10 15 

Leu He Ala Gin Val Thr Ala Gly Ala Leu Phe Tyr Phe Asn Met Gly 

20 25 30 

Lys Leu Lys Gin Glu Met Gly Gly He Val Thr Glu Leu He Arg Asp 
35 40 45 50 

Tyr Asn Ser 

<210> 4518 
<211> 198 



2786 




<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -25 . . -1 
<223> score 4.6 

seq GFFCLFVLRQSFT/LS 



<400> 4518 

Met Phe Pro Phe Pro His Thr Gin Cys Leu His Leu Gly Phe Phe Cys 
-25 -20 -15 -10 

Leu Phe Val Leu Arg Gin Ser Phe Thr Leu Ser Pro Arg Leu Glu Cys 

-5 1 5 

Ser Gly Ala lie Leu Ala His Cys Asn Leu Cys Leu Pro Arg Ser Ser 

10 15 20 

Ser Thr Pro Ala Ser Ala Ser Gin Glu Leu Gly Leu Gin Met Arg Thr 
25 30 35 





Thr Val 


y j 


40 






<210> 


4519 




<211> 


198 




<212> 


PRT 




<213> 


Homo sapiens 










<220> 






<221> 


SIGNAL 




<222> 


-36. . -1 




<223> 


score 5.5 



seq LHFVYCFLCCAEA/FL 



<400> 4519 

Met Phe Gin Leu Leu lie Leu Cys Gin Met Asn Ser Leu Lys lie Phe 

-35 -30 -25 

Ser Pro lie Leu Gly Trp Ser Leu His Phe Val Tyr Cys Phe Leu Cys 
-20 -15 -10 -5 

Cys Ala Glu Ala Phe Leu Leu Asp Met lie Pro Phe Met Gin Phe Tyr 

15 10 
Phe Gly Tyr Leu Cys Leu Trp Gly He Thr Leu Lys He Phe Ala Gin 
15 20 25 

Ser Asn 
30 

<210> 45.20 
<211> 168 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -32 . . -1 
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'•has? 



<223> score 10.6 

seq WFLLLLVSTLSS/W 



<400> 4520 

Met Thr Tyr Phe Pro Leu Gly Arg Tyr Pro Val Met Gly Leu Leu Asp 

-30 -25 -20 

Gin Met Val Val Val Phe Leu Leu Leu Leu Val Ser Thr Leu Ser Ser 

-15 -10 -5 

Val Val Val Leu Leu Val Cys lie Pro Thr Ser Ser Val Lys Leu Phe 
15 10 15 

Pro Phe His His He His Thr Asn 
20 

<210> 4521 
<211> 204 
<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 

^ <222> -31. . -1 

<223> score 6.4 

W seq GFMVLLMIPWGSA/AK 

^ <400> 4521 

Met Gly Cys Ser Leu Pro Leu Ser Cys He Met Val Arg Ser Val Ala 
m -30 -25 -20 

Trp Ala Gly Phe Met Val Leu Leu Met He Pro Trp Gly Ser Ala Ala 
yi -15 -10 -5 1 

-^^ Lys Leu Val Cys Tyr Phe Thr Asn Trp Ala Gin Tyr Arg Gin Gly Glu 
£ ^ 10 15 

O Ala Arg Phe Xaa Ala Gin Xaa Xaa Gly Pro Gin Pro Leu Xaa Pro Pro 
O 20 25 30 

His Leu Arg Leu 
35 

<210> 4522 

<211> 159 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -48. . -1 
<223> score 3.5 

seq LIIHLMGTTGLCA/SL 



<400> 4522 

Met Arg Val Cys Leu Xaa Lys Lys Glu Gin Ser Cys Val Cys Val Cys 

-45 -40 -35 

Ala His Val Phe Val Gly He He Leu Thr Gin Ser Leu Lys Leu Thr 
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-30 -25 -20 

Leu Lys Ser Leu He He His Leu Met Gly Thr Thr Gly Leu Cys Ala 

-15 -10 _5 

Ser Leu Ser Gly Leu 
1 5 

<210> 4523 

<211> 174 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -22 . . -1 
<223> score 4.3 

seq LFFETGSPSVAQS/GV 



<400> 4523 

Met Val Val Val Ser Ala Phe He Tyr Leu Phe Phe Glu Thr Gly Ser 

m '^^ -15 -10 

Pro Ser Val Ala Gin Ser Gly Val Gin Trp Cys Asp Leu Gly Leu Leu 

-5 1 5 10 

Gin Pro Pro Pro Pro Gly Phe Lys Arg Phe Ser Cys Leu Ser Leu Leu 

15 20 25 

Gly Xaa Xaa Asp Cys Arg Arg Ala Pro Pro 
30 35 



s c 


<210> 


4524 




<211> 


168 


iiy 

^ : 


<212> 


PRT 




<213> 


Homo sapiens 










<220> 






<221> 


SIGNAL 




<222> 


-36. . -1 




<223> 


score 5.3 



seq SLLIATSTSRVQA/TL 



<400> 4524 

Met Leu Val Arg Cys Phe Phe Leu Arg Trp Ser Leu Thr Leu Ser Pro 

-35 -30 .25 

Asp Trp Ser Thr Val Ala Gin Ser Leu Leu He Ala Thr Ser Thr Ser 
-20 -15 -10 .5 

Arg Val Gin Ala Thr Leu Leu Pro Gin Pro Cys Glu Tyr Leu Glu Leu 

15 10 
Gin Ala Cys Ala Thr Thr Pro Gly 
15 20 

<210> 4525 
<211> 201 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> SIGNAL 
<222> -40 . . -1 
<223> score 4.9 

seq SLKICGLVFGILA/LT 



<400> 4525 

Met Ala Lys Asn Pro Pro Glu Asn Cys Glu Asp Cys His He Leu Asn 
-40 -35 -30 -25 

Ala Glu Ala Phe Lys Ser Lys Lys He Cys Lys Ser Leu Lys He Cys 

-20 -15 _10 

Gly Leu Val Phe Gly He Leu Ala Leu Thr Leu He Val Leu Phe Trp 

-5 15 
Gly Ser Lys His Phe Trp Pro Glu Val Pro Lys Lys Ala Tyr Asp Met 

10 15 20 

Glu His Thr 
25 

. 

<210> 4526 
<211> 237 
H= <212> PRT 

ly <213> Homo sapiens 

. *~ 

0 <220> 

<221> SIGNAL 

^ <222> -45 . . -1 

<223> score 14 

r! seq LLLLLLLPSPLHP/HP 

s 

:£ <400> 4526 

p Met Gly Leu Glu Glu Arg Arg Thr Glu Ser Ser Gly Thr Leu Glu Asp 
O -40 -35 -30 

Ala Leu Cys Leu Arg Arg Ser Phe Cys Leu Pro Val Leu Met Pro Leu 

-25 -20 -15 

Leu Leu Leu Leu Leu Leu Leu Pro Ser Pro Leu His Pro His Pro He 

-10 -5 1 

Cys Glu Val Ser Lys Val Ala Ser His Leu Glu Val Asn Cys Asp Lys 

5 10 15 

Arg Asn Leu Thr Ala Leu Pro Pro Asp Leu Pro Lys Asp Thr Asn 
20 25 30 

<210> 4527 
<211> 168 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -30 . . -1 
<223> score 7.4 

seq LFPLLTHSEPSQG/QS 
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<400> 4527 

Met Cys Arg He Ser Cys Ser Asn Leu Ser Asn Thr Leu Met Arg Asn 
-30 -25 -20 -15 

Leu Leu Phe Pro Leu Leu Thr His Ser Glu Pro Ser Gin Gly Gin Ser 

-10 -5 1 

Ala Lys He Ala Gly He Val Cys Ser Cys Leu Gly Phe Met Pro Leu 

5 10 15 

Asn Phe Thr Phe Tyr Tyr Thr Ala 
20 25 

<210> 4528 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -38. . -1 
<223> score 4 

seq FKPXSCLSLLSNX/DY 



<400> 4528 

Met Glu Ser His Ser Val Ala Gin Ala Arg Met Arg Xaa Xaa Asn Leu 

-35 -30 -25 

Ser Ser Leu Gin Pro Leu Pro Pro Gly Phe Lys Pro Xaa Ser Cys Leu 

-20 -15 -10 

Ser Leu Leu Ser Asn Xaa Asp Tyr Arg His Ala Pro Pro Phe Leu Ala 

-5 1 5 10 

Asn Phe Xaa He Phe His Arg Asp Gly Val Ser Pro 
15 20 

<210> 4529 
<211> 252 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -20. . -1 
<223> score 6.9 

seq LYLLGMLVPGGLG/YD 



<400> 4529 

Met Lys Pro Leu Leu Glu Thr Leu Tyr Leu Leu Gly Met Leu Val Pro 
-20 -15 -10 -5 

Gly Gly Leu Gly Tyr Asp Arg Ser Leu Ala Gin His Arg Gin Glu He 

15 10 
Val Asp Lys Ser Val Ser Pro Trp Ser Leu Glu Thr Tyr Ser Tyr Asn 

15 20 25 

He Tyr His Pro Met Gly Glu He Tyr Glu Trp Met Arg Glu He Ser 
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30 35 40 

Glu Lys Tyr Lys Glu Val Val Thr Gin His Phe Leu Gly Val Thr Tyr 
45 50 55 60 

Glu Thr Gin Pro 

<210> 4530 
<211> 237 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 4.6 

seq FFIFCSLNTLLLG/GV 



<400> 4530 

p Met Lys Ser Ala Lys Leu Gly Phe Leu Leu Arg Phe Phe lie Phe Cys 
^ -20 -15 -10 

Ser Leu Asn Thr Leu Leu Leu Gly Gly Val Asn Lys lie Ala Glu Lys 

-5 15 

He Cys Gly Asp Leu Lys Asp Pro Cys Lys Leu Asp Met Asn Phe Gly 

^ 10 15 20 

-5 Ser Cys Tyr Glu Val His Phe Arg Tyr Phe Tyr Asn Arg Thr Ser Lys 
^ 25 30 35 40 

^ Arg Cys Glu Thr Phe Val Phe Ser Ser Cys Asn Gly Asn Leu Asn 
B 45 50 55 



<210> 4531 

<211> 219 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -39. . -1 

<223> score 5.9 

seq SAWWCVLLEWSQG/AS 



<400> 4531 

Met Glu Leu Thr Asn Lys Gin Thr 
-35 

Leu Arg Arg Val Lys Gin Asp Lys 
-20 

Leu Leu Glu Trp Ser Gin Gly Ala 

-5 1 
Glu Thr Ser Pro Lys Ser Gly Glu 
10 15 
Gin Lys Pro Gin Met Ser Asp Lys 
30 

<210> 4532 



Gly Thr Asp Arg His Glu Gin Val 

-30 -25 
Arg He Ser Ala Trp Trp Cys Val 
-15 -10 
Ser Leu Arg Arg Gin His Arg Gly 
5 

Arg Leu Ser Arg Gin Arg Glu Gin 
20 25 

Ser 
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iiu 



<211> 165 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 9.4 

seq SLLFICFFGESFC/IC 



<400> 4532 

Met Ser Asn Gin Arg Leu Pro Leu He Phe Ser Leu Leu Phe He Cys 

-20 -15 
Phe Phe Gly Glu Ser Phe Cys He Cys Asp Gly Thr Val Trp Thr Xaa 

-5 15 
Val Xaa Trp Glu He Leu Pro Glu Glu Val His Tyr Trp Lys Val Lys 
10 15 20 25 

Gly Ser Pro Ser His Cys Leu 
30 

<210> 4533 

<211> 198 

<212> PRT 

<213> Homo sapiens 



.r^ <220> 



<221> SIGNAL 
<222> -35. . -1 
^ <223> score 7.3 



seq LDLLGSSSPPTSA/SQ 



<400> 4533 

Met Met Leu Asp Phe Ala Leu Ser Pro Arg Leu Glu Arg Ser Gly Leu 

-30 -25 -20 

He Met Ala Cys Cys Thr Leu Asp Leu Leu Gly Ser Ser Ser Pro Pro 

-15 -10 ,5 

Thr Ser Ala Ser Gin Val Ala Gly Thr Gly His Val Pro Pro His Pro 

Ala Ser Phe Phe Tyr Phe Xaa Val Xaa Gin Val Tyr Tyr Val Ser Gin 

15 20 25 

Leu He 
30 

<210> 4534 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -21 . . -1 
<223> score 9.5 
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seq LLVLFVLLANVQG/PG 



<400> 4534 

Met Gly Ser Ser Gly Leu Leu Ser Leu Leu Val Leu Phe Val Leu Leu 

-20 -15 _io 

Ala Asn Val Gin Gly Pro Gly Leu Thr Asp Trp Leu Phe Pro Arg Arg 
-5 1 5 10 

Cys Pro Lys He Arg Glu Glu Cys Glu Phe Gin Glu Arg Asp Val Cys 

15 20 25 

Thr Lys Asp Arg Gin Cys Arg 
30 



<210> 4535 
<211> 264 
<212> PRT 

<213> Homo sapiens 



<220> 
^ <221> SIGNAL 

<222> -45 . . -1 
U1 <223> score 4.2 

seq FLIFYLFIFETES/HS 

-f% 

<400> 4535 

.J Met Ala Val Ser Val Val Leu Glu Thr Gly Lys Pro Gin Leu Ser He 
-45 -40 -35 -30 

r-?r Tyr Thr Ala Leu Thr Val Thr Arg Leu Leu He Phe Phe His Phe Phe 
^" -25 -20 -15 

Phe Leu He Phe Tyr Leu Phe He Phe Glu Thr Glu Ser His Ser Leu 

-10 -5 1 

Thr Gin Ala Ala Val Gin Trp Cys Asp Leu Gly Ser Leu Arg Pro Leu 

5 10 15 

Pro Pro Gly Leu Ser Asp Ser Ser Val Ser Ala Ser Arg Val Ala Gly 
20 25 30 35 

He Thr Gly Val Cys Arg His Ala 
40 



ft r 

m 



<210> 4536 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -43 . . -1 
<223> score 6.8 

seq ALSAXTFVSFLHA/AP 



<400> 4536 

Met Lys Gin Trp Leu Cys Trp Val Leu Arg Leu Glu Gly Arg Gin Gly 
-40 -35 -30 
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s J : 



Leu Gly Val Gly Glu Pro Arg Gly Leu Arg Leu Cys Leu Gly Ala Leu 

-25 -20 -15 

Ser Ala Xaa Thr Phe Val Ser Phe Leu His Ala Ala Pro His Ser His 

-10 -5 15 

Pro Ala Leu 



<210> 4537 

<211> 246 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -16 . . -1 
<223> score 10.1 

seq LVLTLCTLPLAVA/SA 



<400> 4537 

Met Glu Arg Leu Val Leu Thr Leu Cys Thr Leu Pro Leu Ala Val Ala 

-15 -10 -5 

Ser Ala Gly Cys Ala Thr Thr Pro Ala Arg Asn Leu Ser Cys Tyr Gin 
1 5 10 15 ■ 

Cys Phe Lys Val Ser Ser Trp Thr Glu Cys Pro Pro Thr Trp Cys Ser 
^ 20 25 30 

Pro Leu Asp Gin Val Cys He Ser Asn Glu Val Val Val Ser Phe Lys 
^ 35 40 45 

Trp Ser Val Arg Val Leu Leu Ser Lys Arg Cys Ala Pro Arg Cys Pro 

50 55 60 

Asn Ser 
65 



<210> 4538 

<211> 153 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -30. . -1 
<223> score 4.8 

seq CLFLNARLAGTLC/QL 



<400> 4538 

Met Arg Val Gly Arg Arg Glu Gly His Pro Leu Phe Pro Asn Val Pro 
-30 -25 -20 -15 

Arg Cys Leu Phe Leu Asn Ala Arg Leu Ala Gly Thr Leu Cys Gin Leu 

-10 -5 1 

Lys Leu Leu Gin Phe Gly Arg Leu Gly Asn Thr Glu Ser His Leu His 

5 10 15 

Gly Leu Ala 
20 
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<210> 4539 
<211> 192 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 3.9 

seq SVCLCPCLNKGQS/EN 



<400> 4539 

Met Phe Ser Cys Cys He Ser Val Cys Leu Cys Pro Cys Leu Asn Lys 

-15 -10 -5 

Gly Gin Ser Glu Asn Leu Ser Arg Asp Cys Gly His Trp Leu Asn Pro 

15 10 
His His Arg Arg Leu Trp Pro Phe Gly Arg Arg His Pro Gin Asp Cys 

15 20 25 

Gly Leu Phe Gin Asp Ser Gin Xaa Tyr Gly Glu Ser Lys Asp Trp Asn 
30 35 40 45 



f: <210> 4540 

<211> 153 
^■B <212> PRT 

<213> Homo sapiens 



ru 



<220> 

<221> SIGNAL 
<222> -37. . -1 
<223> score 5.6 

seq LVASFLMSSWRT/SS 



<400> 4540 

Met Thr Asn Thr Val Lys Thr Phe Val His His His Leu Leu Met Glu 

-35 -30 -25 

Asp Pro Arg Leu Ser Leu Gin Lys Leu Val Ala Ser Phe Leu Met Ser 

-20 -15 -10 

Ser Val Val Arg Thr Ser Ser Leu Glu Glu Asn Val Lys Val His Pro 
-5 15 10 

He Pro Thr 

<210> 4541 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -18 . . -1 
<223> score 3.7 

seq VCWGHLLPARVST/RS 
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<400> 4541 

Met Cys Gly Tyr Trp Val Cys Trp Gly His Leu Leu Pro Ala Arq Val 

-15 -10 -5 

Ser Thr Arg Ser Ser Glu Gin Pro Arg Val Thr Pro Arg Asp Glu Asp 

1 5 10 

Ala Met Met Ser Ala Ser Leu Leu Thr Trp Arg Tyr Val Thr Phe Met 

20 25 30 

Val Pro Met Pro Leu Ser Pro Cys Arg Ser Val Trp Val Cys Phe Arg 

35 40 45 

Gin Lys He Leu Glu Tyr Val Xaa Ala 
50 55 

<210> 4542 
<211> 375 
<212> PRT 

<213> Homo sapiens 

f^, <220> 
^ <221> SIGNAL 
<222> -30. . -1 



<223> score 13.2 

seq LLLLSTLVIPSAA/AP 

<400> 4542 



m Met Gly Glu Ala Ser Pro Pro Ala Pro Ala Arg Arg His Leu Leu Val 

-25 -20 -15 

p Leu Leu Leu Leu Leu Ser Thr Leu Val He Pro Ser Ala Ala Ala Pro 

m -5 1 

- He His Asp Ala Asp Ala Gin Glu Ser Ser Leu Gly Leu Thr Gly Leu 
\- 5 10 15 

2 Gin Ser Leu Leu Gin Gly Phe Ser Arg Leu Phe Leu Lys Gly Asn Leu 
S 25 30 

O Leu Arg Gly He Asp Ser Leu Phe Ser Ala Pro Met Asp Phe Arq Glv 

40 45 50 

Leu Pro Gly Asn Tyr His Lys Glu Glu Asn Gin Glu His Gin Leu Gly 

55 60 65 

Asn Asn Thr Leu Ser Ser Xaa Leu Gin He Asp Xaa Met Thr Asp Asn 

70 75 80 

Lys Thr Gly Glu Val Leu He Ser Glu Asn Val Val Ala 
85 90 95 

<210> 4543 
<211> 234 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 11.8 

seq CLFVCLFLSQSFA/FV 
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<400> 4543 

Met Pro Ser Tyr Lys Val Cys Gly Val Phe Cys Leu Phe Val Cys Leu 

-20 -15 -10 

Phe Leu Ser Gin Ser Phe Ala Phe Val Leu Gin Ala Gly Val Gin Trp 

-5 15 
Arg Asp Leu Cys Ser Leu Gin Pro Gin Leu Pro Arg Phe Gly Pro Ser 
10 15 20 25 

Ser Cys Leu Ser Leu Pro Ser Gly Trp Asp Cys Arg Arg Pro Pro Pro 

30 35 40 

Arg Leu Ala Asn Ser Cys Val Phe Gly Gly Asp Gly Val Ser 
45 50 55 

<210> 4544 
<211> 303 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 11 

seq SLVLLLCLTCSYA/FM 





<400> 4544 






























Met 


Trp 


Thr 


Leu 


Lys 


Ser 


Ser 


Leu 


Val 


Leu 


Leu 


Leu 


Cys 


Leu 


Thr 


Cys 












-15 










-10 










-5 




Ser 


Tyr 


Ala 


Phe 


Met 


Phe 


Ser 


Ser 


Leu 


Arg 


Gin 


Lys 


Thr 


Ser 


Glu 


Pro 










1 








5 










10 








Gin 


Gly 


Lys 


Val 


Gin 


Tyr 


Gly Glu His 


Phe 


Arg 


He 


Arg 


Gin 


Asn 


Leu 


nJ 




15 










20 










25 








Pro 


Glu 


His 


Thr 


Gin 


Gly 


Trp 


Leu 


Gly 


Ser 


Lys 


Trp 


Leu 


Trp 


Leu 


Leu 




30 










35 










40 










45 




Xaa 


Val 


Val 


Val 


Pro 
50 


Phe 


Val 


He 


Leu 


Gin 
55 


Cys 


Gin 


Arg 


Asp 


Ser 
60 


Glu 




Lys 


Asn 


Lys 


Glu 


Gin 


Ser 


Pro 


Pro 


Gly Leu Arg Gly Gly Gin 


Leu 


His 










65 










70 










75 








Ser 


Pro 


Leu 
80 


Lys 


Lys 

























<210> 4545 
<211> 240 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -44 . . -1 
<223> score 3.7 

seq RFLLFCVHGDGHA/EN 



<400> 4545 
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Met Lys Thr Thr 

Arg Lys Val Leu 
-25 

Phe Leu Leu Phe 
-10 

Gin Trp Glu Met 
5 

Val Arg Phe Lys 



Ser Ser Met Asp 
-40 

Asp Ala Asn Asn 

Cys Val His Gly 
-5 

Glu Val Cys Lys 
10 

Arg lie Ser Gly 
25 



Pro Gly Asp Met 
-35 

Cys Asp Tyr Glu 
-20 

Asp Gly His Ala 

Leu Pro Arg Leu 
15 

Thr Ser He Ala 
30 



Met Arg Glu He 
-30 

Gin Arg Glu Arg 
-15 

Glu Asn Leu Val 
1 

Ser Leu Asn Gly 
20 

Phe Xaa Asn lie 
35 



<210> 4546 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -30 . . -1 
<223> score 4 . 3 

seq LLPTLPWLPSTRL/LS 



<400> 4546 

Met Gin Arg Asn Ala Thr Phe He His Leu Gin Leu Ala He Arg Pro 
-30 -25 -20 -15 

Ser Leu Leu Pro Thr Leu Pro Trp Leu Pro Ser Thr Arg Leu Leu Ser 

-10 -5 1 

Pro Thr Pro Leu Gly Gin Leu Arg Gly Pro Pro Gly Xaa Gin Arg Ala 

5 10 15 

Met Pro Thr Ala His Leu Arg 
20 25 

<210> 4547 
<211> 213 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -27. . -1 
<223> score 8.8 

seq VLLLLPFTTTSLC/EL 



<400> 4547 
Met Lys Val Lys 
-25 

Leu Leu Leu Pro 
-10 

He Leu Thr Gin 

Ala Val Met Arg 
25 



Glu Asp Phe Pro 
-20 

Phe Thr Thr Thr 
-5 

Leu Xaa Thr Xaa 
10 

Val Ala Leu Ser 



Leu Leu Ser Arg 

Ser Leu Cys Glu 
1 

Xaa Arg Xaa Gly 
15 

Ser Cys Val Pro 
30 



Lys Ser Val Leu 
-15 

Leu Gly Phe Ser 
5 

Leu Asn Cys Ala 
20 

Asp Trp Asn Glu 
35 
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Xaa Met Asn Arg Gin Ala His 
40 

<210> 4548 

<211> 180 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -43 . . -1 
<223> score 4.7 

seq GIFLVIFCSESFS/LL 



<400> 4548 

Met lie Asn Leu Leu Val Gly Asn Cys He Tyr Leu Leu Gly Ala He 
-40 -35 -30 

Arg Ala Ser Cys Met Cys Arg Xaa Met Ser Phe Ala Lys Phe Gly He 
G -25 -20 -15 

Phe Leu Val He Phe Cys Ser Glu Ser Phe Ser Leu Leu Leu Trp Asn 
m -5 1 5 

1^ Phe Ser Ser He Tyr Val Lys Thr Phe Trp Pro Val 

w 

<210> 4549 

<211> 192 
^5 <212> PRT 
5 <213> Homo sapiens 

m <220> 
pi <221> SIGNAL 
<222> -24 . . -1 



<223> score 7.8 

seq FLLCLCIAYWAST/AV 



<400> 4549 

Met Cys Ser Leu Leu Tyr Pro Leu Val Thr Phe Phe Leu Leu Cys Leu 

-20 -15 -10 

Cys He Ala Tyr Trp Ala Ser Thr Ala Val Phe Leu Ser Thr Ser Asn 

-5 15 
Glu Ala Val Tyr Lys He Phe Asp Asp Ser Pro Cys Pro Phe Thr Ala 

10 15 20 

Lys Thr Cys Asn Pro Glu Thr Phe Pro Ser Ser Asn Glu Pro Arg His 
25 30 35 40 

<210> 4550 
<211> 303 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 



2800 



<222> -46. . -1 
<223> score 7.8 

seq LVLLGTRVPLSGG/GP 



<400> 4550 

Met Lys Gin Ser Lys Arg Xaa Met Val Lys Arg Arg Arg Ser Pro Ala 

-45 -40 -35 

Leu Gly Glu Glu Arg Phe Ser Pro Ser Ser He Leu His Pro Arg Leu 
-30 -25 -20 -15 

Pro Leu Val Leu Leu Gly Thr Arg Val Pro Leu Ser Gly Gly Gly Pro 

-10 -5 1 

Gly Glu Pro Asp Gin Gly Arg Ser Ala Pro Ser Trp Lys Ser Leu Ala 

5 10 15 

Ser Thr His Xaa His Ser Arg Pro Ala Ala Gly Ala Thr Pro Ala Arg 

20 25 30 

Pro Ala Thr Gin Ser Gin Leu Gly Pro Phe Ala Pro Pro Leu Pro Gly 
35 40 45 50 

^ Val Arg Pro Ala Pro 
M 55 

m <210> 4551 

<211> 165 
y <212> PRT 
^fl <213> Homo sapiens 



<220> 

<221> SIGNAL 

- <222> -33 . . -1 

<223> score 5.4 

HJ seq AACHTLSLSLTTA/HN 

rU 

Q <400> 4551 

p Met Glu Thr Phe Ala Ser Tyr Ser Gly He Gly Phe He Gin Leu Arg 
-30 -25 -20 

Gly Gly Gly Lys Ala Ala Cys His Thr Leu Ser Leu Ser Leu Thr Thr 

-15 -10 -5 

Ala His Asn Phe Lys Asp Gly Gly Pro His Ser Asp Thr Trp Pro Cys 

1 5 10 15 

Lys Glu Lys Thr Gly Pro Cys 
20 

<210> 4552 

<211> 174 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -17 . . -1 
<223> score 7.5 

seq FLFLFLLXXLIVA/VT 
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2 Fs 



<400> 4552 

Met Asn Lys His Phe Leu Phe Leu Phe Leu Leu Xaa Xaa Leu He Val 

-15 -10 -5 

Ala Val Thr Ser Leu Gin Cys He Thr Cys His Leu Arg Thr Arg Thr 

15 10 15 

Asp Arg Cys Arg Arg Gly Phe Gly Xaa Cys Thr Ala Gin Lys Gly Glu 

20 25 30 

Ala Cys Met Leu Leu Arg He His Gin Arg 
35 40 

<210> 4553 
<211> 249 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -41. . -1 
<223> score 3.6 

seq LHTSVTLFLLSYC/DC 



y <400> 4553 

Met Lys Ala He Lys Lys Ser Leu Thr Glu Glu Glu Tyr Leu Tyr Leu 

JS -40 -35 -30 

^ Asp Phe Ser His Gin Thr Glu Gly Cys He Phe Pro Leu His Thr Ser 

7 -25 -20 -15 -10 

1,, Val Thr Leu Phe Leu Leu Ser Tyr Cys Asp Cys Lys He Phe Lys He 

y -5 15 

Cys Leu Val Val Thr Lys Glu Val Ser Arg Asp Xaa Ser Leu Leu Arg 

10 15 20 

Asp Asp Leu He Gin Asp Val Glu He Gin He He Ser Arg Gin Glu 

25 30 35 

Leu Pro Pro 
40 

<210> 4554 
<211> 201 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -36. . -1 
<223> score 5.6 

seq SFLLFXXVLKTES/CS 



<400> 4554 

Met Lys Leu Gly Ala Glu Glu Glu Glu Arg Leu Glu Ser Gly Leu Ser 

-35 -30 -25 

Ser Ser He Lys Xaa Xaa Thr Ser Phe Leu Leu Phe Xaa Xaa Val Leu 
-20 -15 -10 -5 
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Lys Thr Glu Ser Cys Ser Val Ala Gin Ala Gly Leu Gin Trp Cys Asp 

15 10 
Leu Ser Ser Leu Gin Leu Pro Ala Xaa Trp Val Gin Ser Asp Ser Pro 

15 20 25 

Ala Ser Ala 
30 

<210> 4555 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -15 . . -1 
<223> score 10.9 

seq LSVCLLLVTLALC/CY 



■■'=^" <400> 4555 

Met Lys Leu Ser Val Cys Leu Leu Leu Val Thr Leu Ala Leu Cys Cys 
yi -15 -10 -5 1 

H Tyr Gin Ala Asn Ala Glu Phe Cys Pro Ala Leu Val Ser Glu Leu Leu 
yj 5 10 15 

Asp Phe Phe Phe He Ser Glu Pro Leu Phe Lys Leu Ser Leu Ala Lys 

20 25 30 

Phe Asp Ala Pro Arg 
35 



m 



<210> 4556 
<211> 183 



HJ <212> PRT 



<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -36 . . -1 
<223> score 4.7 

seq SCFVPSLVTGALQ/QS 



<400> 4556 

Met Ala Leu His He Leu Glu Cys Glu Arg Asn Val Cys Phe Val Ala 

-35 -30 -25 

Val Arg Gin Pro Ala His Glu Ser Cys Phe Val Pro Ser Leu Val Thr 
-20 -15 -10 -5 

Gly Ala Leu Gin Gin Ser Gin Thr Gin His Pro Pro Trp Val Cys Pro 

15 10 
Gin Val Gin Gly Ser Tyr Pro Ser Trp Lys Asn Arg Gly 
15 20 25 

<210> 4557 
<211> 153 
<212> PRT 
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<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 6.9 

seq SLILVCLPIYCRS/LF 



<400> 4557 

Met Met Gin Met Xaa Xaa Leu Gly Ala He Ser Leu He Leu Val Cys 

-20 -15 _10 

Leu Pro He Tyr Cys Arg Ser Leu Phe Trp Arg Ser Glu Pro Ala Asp 

-5 15 
Asp Leu Gin Arg Gin Asp Asn Arg Val Val Thr Gly Leu Lys Lys Gin 
10 15 20 25 

Arg Arg Asn 

^ <210> 4558 
^ <211> 192 
<212> PRT 

<213> Homo sapiens 

yJ <220> 

<221> SIGNAL 
^ <222> -15 . . -1 

<223> score 3 . 9 

seq ILVFLCRRLLLEA/SI 



<400> 4558 

Met Phe He Leu Val Phe Leu Cys Arg Arg Leu Leu Leu Glu Ala Ser 
-15 -10 -5 1 

He Gin Leu Phe Cys Ser Thr Ser Ser Ser Arg Thr Arg Phe Leu Glu 

5 10 15 

Met Glu Ser He Ser Asp Glu Asp Ala Met Ser He Val Glu Met Thr 

20 25 30 

Thr Lys Asp Leu Glu Tyr Tyr He Asn Leu Val Asp Lys Met Ala Ala 
35 40 45 

<210> 4559 
<211> 276 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -44 . . -1 
<223> score 4.8 

seq SGLMQMLLLKVSA/HI 



<400> 4559 

Met Leu Lys Met Asp Glu Ser Thr Leu Leu Arg Glu Ala Gin Glu Leu 



2804 




ifl 



-40 -35 -30 

Ser Leu Glu Lys Leu Gin Gin Ala Val Arg Xaa Asn Gly Leu Met Ser 

-25 -20 -15 

Gly Leu Met Gin Met Leu Leu Leu Lys Val Ser Ala His lie Xaa Glu 

-10 -5 1 

Gin Leu Gly Met Ala Pro Gly Gly Glu Phe Arg Glu Xaa Phe Lys Glu 
5 10 15 20 

Ala Ser Lys Val Pro Phe Cys Lys Xaa His Leu Gly Asp Arg Pro lie 

25 30 35 

Pro Val Thr Phe Lys Arg Ala lie Ala Ala Xaa Ser 
40 45 

<210> 4560 
<211> 174 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 7.5 

seq LISELLLLRSVTS/HN 



^ <400> 4560 

kQ Met Val Phe Trp Glu lie Ser Val Gin lie lie Leu He Ser Glu Leu 
^ -20 -15 -10 

^ Leu Leu Leu Arg Ser Val Thr Ser His Asn Thr Met Met Arg Ala Leu 

p _5 15 

Ser Ser Gin Met Leu Ser Gin Ser Phe Pro Arg Pro Ser Phe Gly Phe 
^ 10 15 20 

He Ser Lys He His Pro Ser His Pro Pro 
25 30 



<210> 4561 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -40 . . -1 
<223> score 9.1 

seq RLMLSLCLPPILS/GT 



<400> 4561 

Met Ser Gin Pro Ala Gin Pro Gly Ser Leu Cys Pro Gly Arg Lys Cys 
-40 -35 -30 -25 

Pro He Pro His Ala Pro Tyr Gly Glu Gly Gly Arg Leu Met Leu Ser 

-20 -15 -10 

Leu Cys Leu Pro Pro He Leu Ser Gly Thr Gly Asp Gly Gly Ser Pro 

-5 15 
Xaa Glu Pro Phe Ser Cys Cys 
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10 15 

<210> 4562 

<211> 198 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -35 . . -1 
<223> score 8.5 

seq FVLFCSVLRRSLA/RS 



<400> 4562 

Met Glu Ala Gly Lys Xaa Trp Pro Met Gly Lys Ser Cys Pro Pro His 
-35 -30 -25 -20 

Phe Phe Val Leu Phe Cys Phe Val Leu Phe Cys Ser Val Leu Arg Arg 

-15 -10 -5 

Ser Leu Ala Arg Ser Pro Arg Leu Glu Cys Ser Gly Ala lie Leu Ala 
15 10 
yi His Cys Asn Leu Cys Thr Leu Gly Ser Ser Asp Tyr Pro Ala Ser Ala 

15 20 25 

yj Ser Leu 
3 0 

<210> 4563 
y <211> 153 
%, <212> PRT 
^ <213> Homo sapiens 

rJ 

ly <220> 
£ <221> SIGNAL 

p <222> -34 . . -1 
m <223> score 3 . 8 

seq FHQMALXPGTSRA/QA 



<400> 4563 

Met Cys Pro Ala Trp Leu Pro Cys 
-30 

Asp Arg Tyr Arg Lys Phe His Gin 
-15 

Arg Ala Gin Ala Leu Leu Tyr Asn 

1 5 
Thr Arg Leu 
15 

<210> 4564 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<220> 



Trp Thr Ala Gin Thr Glu His Leu 

-25 -20 
Met Ala Leu Xaa Pro Gly Thr Ser 
-10 -5 
Glu Val Leu Glu Arg Phe Met Phe 
10 
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:=3 : 



<221> SIGNAL 
<222> -35 . . -1 
<223> score 4.8 

seq PWVLDIFLTLVFA/LG 



<400> 4564 

Met Glu Asn Leu Pro Phe Pro Leu Lys Leu Leu Ser Ala Ser Ser Leu 
"^^ -30 -25 -20 

Asn Thr Pro Ser Ser Thr Pro Trp Val Leu Asp He Phe Leu Thr Leu 

-15 -10 ,5 

Val Phe Ala Leu Gly Phe Phe Phe Leu Leu Leu Pro Tyr Phe Ser Tyr 

^5 10 
Leu Arg Cys Asp Asn Pro Pro 
15 20 

<210> 4565 
<211> 195 
<212> PRT 

<213> Homo sapiens 



<220> 



<221> SIGNAL 
yj <222> -19. . -1 

<223> score 6.6 
^ seq MLMWLLCQVLLG/GA 



<400> 4565 



Met He Pro Gly Asn Arg Met Leu Met Val Val Leu Leu Cys Gin Val 

-15 -10 _5 

Leu Leu Gly Gly Ala Ser His Ala Ser Leu lie Pro Glu Thr Gly Lys 

1 c: n ^ 



5 10 
Lys Lys Val Ala Glu He Gin Gly His Ala Gly Gly Arg Arg Ser Gly 

15 20 25 

Gin Ser His Glu Leu Leu Xaa Xaa Phe Glu Ala Thr Leu Leu Gin Met 
30 35 40 45 

Phe 

<210> 4566 
<211> 171 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -29..-1 
<223> score 6 

seq LFMALPPVLSSHG/SR 



<400> 4566 

Met Arg Asp Pro Leu Ala Asp Met Val His Ser Tyr Leu Ser Ser Ser 
-25 -20 -15 
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Leu Phe Met Ala Leu Pro Pro Val Leu Ser Ser His Gly Ser Arg Asn 

-10 -5 1 

Leu Arg He Trp Gly Ser Pro Phe Gly Gly Ala Leu Thr Lys Gly Lys 

5 10 15 

Ala Pro Pro Thr Pro Ala Gin Pro Ala 
20 25 



<210> 4567 
<211> 162 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 6.2 

seq FLFLIIPISRSHG/KV 





<400> 4567 






Ul 


Met Arg Phe Phe Lys 
-15 


Phe 


Phe 




Ser His Gly Lys Val 


Arg 


Lys 




1 








Ala His Ala Cys Asn 


Pro 


Ser 




15 




20 




Gly Leu Ser Pro Gly 


Val 




s 


30 


35 














<210> 4568 






fU 


<211> 171 






rU 


<212> PRT 








<213> Homo sapiens 






















<220> 







<221> SIGNAL 
<222> -15 . . -1 
<223> score 4.7 

seq RCACFPFFPFAFC/HD 



Leu Phe Leu He He Pro He Ser Arg 

-10 -5 
His Asn Tyr Ser Arg Pro Gly Ala Val 
5 10 
Thr Leu Gly Gly Gin Gly Lys Val Asp 
25 



<400> 4568 

Met Val Arg Cys 

-15 

Asp Cys Lys Phe 
5 

Gin Asn Cys Val 
20 

Ser Arg Ser Gly 
35 



Ala Cys Phe Pro 
-10 

Leu Gly Ala Ser 

Ser Thr Gly Xaa 
25 

Ser Cys Ser Leu 
40 



Phe Phe Pro Phe 
-5 

Gin Ser Cys Phe 
10 

Pro Ser Ser Lys 
Ala 



Ala Phe Cys His 
1 

Leu Leu Ser Arg 
15 

Ser Asp He Asn 
30 



<210> 4569 
<211> 312 
<212> PRT 
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<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -18. . -1 
<223> score 3.5 

seq ALEVIVTLSETAA/AM 



m 



m 



<400> 4569 

Met Gin Arg Gin Leu Ala Leu Glu Val He Val Thr Leu Ser Glu Thr 

-15 -10 -5 

Ala Ala Ala Met Leu Arg Lys His Thr Asn He Val Ala Gin Thr He 

15 10 
Pro Gin Met Leu Ala Met Met Val Asp Leu Glu Glu Asp Glu Asp Trp 
15 20 25 30 

Ala Asn Ala Asp Glu Leu Glu Asp Asp Asp Phe Asp Ser Asn Ala Val 

35 40 45 

Ala Gly Glu Ser Ala Leu Asp Arg Met Ala Cys Gly Leu Gly Gly Lys 

50 55 60 

Leu Val Leu Pro Met He Lys Glu His He Met Gin Met Leu Gin Asn 

65 70 75 

Arg Lys Leu Cys Pro Ser Met Leu 
80 85 



<210> 4570 
^ <211> 213 
<212> PRT 



<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -43 . . -1 
<223> score 6.2 

seq LALGIPSITQAWG/LW 



<400> 4570 

Met Asn Gin Ala Asp Pro Arg Leu Arg Ala Val Cys Leu Trp Thr Leu 

-40 -35 -30 

Thr Ser Ala Ala Met Ser Arg Gly Asp Asn Cys Thr Asp Leu Leu Ala 

-25 -20 -15 

Leu Gly He Pro Ser He Thr Gin Ala Trp Gly Leu Trp Val Leu Leu 

-10 -5 15 

Gly Ala Val Thr Leu Leu Phe Leu He Ser Leu Ala Ala His Leu Ser 

10 15 20 

Gin Trp Thr Arg Gly Arg Ser 
25 

<210> 4571 
<211> 189 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> SIGNAL 
<222> -44 . . -1 
<223> score 5.2 

seq XIYXFNFLRWSLA/LS 



<400> 4571 

Met Ser Leu Tyr Leu Asn Leu Gly Ser Cys Arg Gin His Leu Cys Gly 

-40 -35 -30 

Ser Cys Phe His lie Gin Ser Glu Asn Leu Cys Leu Leu Cys Tyr Xaa 

-25 -20 -15 

lie Tyr Xaa Phe Asn Phe Leu Arg Trp Ser Leu Ala Leu Ser Leu Arg 

-10 -5 1 

Leu Glu Cys Ser Gly Thr He Pro Ser His Cys Asn Leu Arg Leu 
5 10 15 

<210> 4572 
p <211> 255 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 



<222> -26 . . -1 
^ <223> score 4.9 

seq FYLFFVWHFILC/HD 



<400> 4572 

is 

Met Val His Phe Cys Val Leu Val Pro Leu Met Thr Ser Phe Tyr Leu 
~ -25 -20 -15 

Phe Phe Val Val Val His Phe He Leu Cys His Asp Phe Thr Leu Leu 
-10 -5 1 5 

Val Phe His Phe Ser Ser Leu Lys Tyr Phe Leu Glu Arg Val Ser Phe 

10 15 20 

Leu Phe Cys Phe Val Ser Glu Thr Glu Ser Arg Ser Val Val Gin Ala 

25 30 35 

Arg Val Gin Trp Cys Asn Leu Gly Ser Leu Gin Pro Leu Pro Leu Gly 

40 45 50 

Phe Lys Gin Phe Ser 
55 

<210> 4573 
<211> 168 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -46 . . -1 
<223> score 6.5 

seq WLFFLMLSLCTPP/DR 



2810 



<400> 4573 

Met Cys Arg Met Cys Arg Phe Val Thr Trp He Asn Val Cys His Gly 
-45 _4o ^ 

Asp Leu Leu His Arg Ser Ser Arg Arg Leu Gly Val Lys Pro Ser Thr 

-25 -20 
His Trp Leu Phe Phe Leu Met Leu Ser Leu Cys Thr Pro Pro Asp Arg 

-10 _5 ^ 

Pro Trp Cys Val Leu Phe Pro Pro 
5 10 

<210> 4574 
<211> 162 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -27 . . -1 
<223> score 6.6 

seq LAFSFSFFPSSFS/SF 



<400> 4574 

Met Val Ala His Asp Tyr Gin Asn 
-25 -20 
Phe Ser Phe Ser Phe Phe Pro Ser 

-10 .5 
Phe Leu Ser Phe Phe Ser Ser Phe 
10 

Ser Phe Leu Pro Pro Gly 
25 



He He Ser Leu Phe Phe Leu Ala 
-15 

Ser Phe Ser Ser Phe Phe Leu Xaa 

1 5 
Phe Leu Ser Leu Leu Ser Phe Pro 
15 20 



<210> 4575 
<211> 201 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -29. . -1 
<223> score 8.8 

seq VLFCFVFLRQSLA/LS 



<400> 4575 

Met Asp Glu Glu Leu Val Leu Met 
-25 

Val Leu Phe Cys Phe Val Phe Leu 
-10 

Arg Leu Lys Arg Ser Gly Thr Val 

5 10 
Pro Gly Ser Ser He Ser Ser Ala 
20 25 



Asn Glu Gin Arg Asn Cys Phe Ser 

-20 -15 
Arg Gin Ser Leu Ala Leu Ser Ala 
-5 1 
Ser Ala His Cys Asn Leu Arg Leu 
15 

Ser Ala Ser Leu Val Ala Gly He 
30 35 
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Thr Gly Val 

<210> 4576 
<211> 192 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -33 . . -1 
<223> score 6 

seq LHQACLLLAPSHP/QC 



<400> 4576 

Met His Leu Leu His Pro Leu Leu Pro lie Leu Trp Tyr His His Trp 
-30 -25 -20 

Gly Leu Gly Phe Leu His Gin Ala Cys Leu Leu Leu Ala Pro Ser His 
a -15 -10 .5 

.J Pro Gin Cys His Leu Leu Glu Pro Ser His Leu Gly Tyr Pro Gin Pro 
yi 1 5 10 15 

Cys Pro His His Leu Cys Leu Leu Gly Leu Gin Asp Met Ala Pro His 
y 20 25 30 

<210> 4577 
^ <211> 240 
^fl <212> PRT 
s <213> Homo sapiens 

n\ <220> 
^ <221> SIGNAL 
'2 <222> -30 . . -1 
J <223> score 5.4 

seq GLCWACXSSLGSC/EY 

<400> 4577 

Met Thr Thr Phe Val Gly Leu Arg Pro Gin Pro Gly Gly Arg Gly Arq 
-30 -25 -20 -15 

Ser Gly Leu Cys Trp Ala Cys Xaa Ser Ser Leu Gly Ser Cys Glu Tyr 

-10 -5 1 

Ala Cys Phe Pro Gly Met Ser Phe Ser He Phe Asn Thr Gin Ala Gly 

5 10 15 

Leu Ser Thr Gly Lys Glu Ser Gly Thr Glu Ala Ser Arg Leu Arg Glu 

20 25 30 

Glu Gly Gly Arg Val Thr He Tyr Arg Ala Arg Ser Phe Cys Gly Glu 
35 40 45 50 

<210> 4578 

<211> 186 

<212> PRT 

<213> Homo sapiens 

<220> 
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# 



<221> SIGNAL 
<222> -27 . . -1 
<223> score 5 

seq LSCFYLLAIVSNA/VM 



<400> 4578 
Met Tyr His He Leu 
-25 

Cys Phe Tyr Leu Leu 
-10 

Val Gin Met Ser Val 
10 

Lys Asn Val Lys Val 
25 



Phe He His Ser Phe He 
-20 

Ala He Val Ser Asn Ala 
-5 

Leu Ser Pro Cys Phe Ala 
15 

Leu Cys Phe Leu Leu Phe 
30 



Asp Arg Tyr Leu Ser 
-15 

Val Met Asn Met Gly 
1 5 
Phe Val His Ser He 
20 

Phe Leu Phe 
35 



<210> 4579 

<211> 171 
Q <212> PRT 
^ <213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -27 . . -1 
<223> score 7.6 

seq LLFLGFLIIAIQT/DV 



<400> 4579 

Met Tyr Val Gly Val Pro Val Ser Pro Gin Pro Arg Gin His Leu Leu 

-25 -20 -15 

Phe Leu Gly Phe Leu He He Ala He Gin Thr Asp Val Arg Xaa Tyr 

-10 -5 1 5 

Leu He Val Val Leu He Cys He Tyr Leu Met He Ser Asp Val Glu 

10 15 20 

Phe Phe Phe He Arg Phe Leu Ala Thr 
25 30 



<210> 4580 
<211> 345 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -46. . -1 
<223> score 9.8 

seq LLALLQGLSWSFS/LF 



<400> 4580 

Met Val Ser Lys He Val His Thr Leu Gly Met Lys He He Val Lys 

-45 -40 -35 

Lys Arg Lys Lys Gin Glu Tyr Leu Asn Lys Ser Leu Arg Xaa Met Glu 
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# 



-30 

Gin Leu Leu Ala 

Ser He Leu Val 
5 

Lys Thr Ala Phe 
20 

His Tyr Glu Leu 
35 

Ala Asp Leu Ser 
Ser Thr Ala 



-25 

Leu Leu Gin Gly 
-10 

Gin Val Lys Gin 
10 

Asn Lys Thr Gly 
25 

Phe Ser Leu Arg 
40 

Glu Glu Leu Asp 
55 



-20 

Leu Ser Trp Ser 
-5 

Pro Arg Lys Lys 

Phe Gin Glu Val 
30 

Asp Lys Glu He 
45 

Asn Tyr Gin Lys 
60 



-15 

Phe Ser Leu Phe 
1 

Val Met Ala Cys 
15 

Phe Asp Pro Pro 

Ser Ala Asp Leu 
50 

Met Arg Arg Ser 
65 



<210> 4581 
<211> 183 
<212> PRT 

<213> Homo sapiens 
<220> 



<221> SIGNAL 
HH <222> -16 . . -1 

<223> score 7.5 



seq LFCLSVCLFEVES/HS 



^-S <400> 4581 



Met Glu Leu Leu Phe Cys Leu Ser Val Cys Leu Phe Glu Val Glu Ser 

-15 -10 _5 

His Ser Val Thr Gin Ala Gly Val Gin Trp His Ser Leu Gly Pro Leu 

Asn Ser Leu Pro Pro Gly Phe Lys Arg Phe Ser Cys Leu Ser Leu Ser 

20 25 30 

Ser Ser Trp Asp Tyr Arg His Ala Pro Pro Pro Pro Ala 
35 40 45 

<210> 4582 
<211> 327 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 6.6 

seq VRLLLXLXLLLIA/LE 



<400> 4582 

Met Arg Arg He Ser Leu Thr Ser 
-20 

Leu Xaa Leu Leu Leu He Ala Leu 

-5 1 
Leu Cys Phe Asn Phe Thr He Lys 
10 15 



Ser Pro Val Arg Leu Leu Leu Xaa 
-15 -10 
Glu He Met Val Gly Gly His Ser 
5 

Ser Leu Ser Arg Pro Gly Gin Pro 
20 25 
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"SET 

m 



Trp Cys Glu Ala His Val Phe Leu Asn Lys Asn Leu Phe Leu Gin Tyr 

30 35 40 

Asn Ser Asp Asn Asn Met Val Lys Pro Leu Gly Leu Leu Gly Lys Lys 

45 50 55 

Val Tyr Ala Thr Ser Thr Trp Gly Glu Leu Thr Gin Thr Leu Gly Glu 

60 65 7Q 

Val Gly Arg Asp Leu Arg Met Leu Leu Cys Asp He Lys 

80 85 

<210> 4583 
<211> 156 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -48 . . -1 
<223> score 7.4 

seq SLMFLPIFFPSFS/SY 



<400> 4583 

y Met Ser His Cys Ala Trp Pro Ser Val Tyr Phe Leu Lys Gly Leu Ser 
-45 -40 -35 

Cys Leu Phe Trp Thr Ser Asp Arg Leu Phe Gin Tyr Gly Lys Phe Ser 

-30 -25 -20 

Cys He Leu Ser Leu Met Phe Leu Pro He Phe Phe Pro Ser Phe Ser 

-15 -10 _5 

Ser Tyr Asn He 
1 



<210> 4584 
<211> 183 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -28 . . -1 
<223> score 4.5 

seq RFLSLSAADGXDX/SX 



<400> 4584 

Met Val Leu Thr Leu Gly Glu Ser Trp Pro Val Leu Val Gly Arg Arg 

-25 -20 -15 

Phe Leu Ser Leu Ser Ala Ala Asp Gly Xaa Asp Xaa Ser Xaa Asp Ser 

-10 -5 1 

Trp Asp Val Glu Arg Val Ala Glu Trp Pro Trp Leu Ser Gly Thr He 
^ 10 15 20 

Arg Ala Val Ser His Thr Asp Val Thr Lys Lys Asp Leu 
25 30 

<210> 4585 



2815 



<211> 174 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -49. . -1 
<223> score 7 

seq FGLFVSLVFLGQA/FT 



<400> 4585 

Met lie Phe Leu Tyr Arg Tyr Cys Arg Met Leu Glu Glu Gly Ser Phe 

-45 -40 -35 

Arg Gly Arg Thr Ala Asp Phe Val Phe Met Phe Leu Phe Gly Gly Phe 

-30 -25 -20 

Leu Met Thr Leu Phe Gly Leu Phe Val Ser Leu Val Phe Leu Gly Gin 

-10 -5 
^ Ala Phe Thr lie Met Leu Val Tyr Val Trp 
€l 1 5 



<210> 4586 
<211> 300 
<212> PRT 

<213> Homo sapiens 



<220> 

^ <221> SIGNAL 

O <222> -18 . . -1 

fy <223> score 15.9 

fy seq LLCCLVLLTGVRA/SP 



<400> 4586 

Met His Ser Ser Ala Leu Leu Cys Cys Leu Val Leu Leu Thr Gly Val 

-15 -10 -5 

Arg Ala Ser Pro Gly Gin Gly Thr Gin Ser Glu Asn Ser Cys Thr His 

15 10 
Phe Pro Gly Asn Leu Pro Asn Met Leu Arg Asp Leu Arg Asp Ala Phe 
15 20 25 30 

Ser Arg Val Lys Thr Phe Phe Gin Met Lys Asp Gin Leu Asp Asn Leu 

35 40 45 

Leu Leu Lys Glu Ser Leu Leu Glu Asp Phe Lys Gly Tyr Leu Gly Cys 

50 55 60 

Gin Ala Leu Ser Glu Met lie Gin Phe Tyr Leu Glu Glu Val Met Pro 

65 70 75 

Lys Leu Arg Thr 
80 

<210> 4587 
<211> 171 
<212> PRT 

<213> Homo sapiens 



2816 



<220> 

<221> SIGNAL 
<222> -48. .-1 
<223> score 8.5 

seq FSVLSGLVLNSWA/QT 



<400> 4587 

Met Asp Gly Ser Met Asp Gly Trp Met Thr Gly Cys His Ser Val Thr 

-45 -40 -35 

Gin Ala Gly Val Gin Trp Cys Asp His Arg Ser Leu Gin Leu Gin Pro 

-30 -25 -20 

Pro Ala Asp Phe Ser Val Leu Ser Gly Leu Val Leu Asn Ser Trp Ala 

-15 -10 _5 

Gin Thr lie lie Leu Leu Arg Pro Pro 
1 5 



yj 



<210> 4588 



<211> 162 
-J <212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -36. . -1 
<223> score 5 

seq SFSIXTLLWGLNC/KR 



<400> 4588 

Met Thr Phe Ser Phe Phe Cys Phe Phe Pro Gly Phe Lys Pro Leu Leu 

-35 -30 -25 

Phe His Tyr Phe Leu Phe Xaa Ser Phe Ser He Xaa Thr Leu Leu Trp 
-20 -15 -10 -5 

Gly Leu Asn Cys Lys Arg Ser Trp Asn He Asn Leu Arg He Val Xaa 

15 10 
Ser Tyr Ser Ser Gly Tyr 
15 



<210> 4589 
<211> 216 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 7,8 

seq LMAGSSLSAGVSG/ED 



<400> 4589 

Met Asn Glu Asp Glu Lys Glu Met Lys Glu He Leu Met Ala Gly Ser 
-20 -15 -10 



2817 



Ser Leu Ser Ala Gly Val Ser Gly Glu Asp Lys Thr Glu He Leu Asn 

-5 1 5 

Pro Thr Pro Xaa Met Ala Lys Ser Leu Thr He Asp Cys Leu Glu Leu 

10 15 20 

Ala Leu Pro Pro Glu Leu Ala Phe Gin Leu Asn Glu Leu Phe Gly Pro 
25 30 35 40 

Val Gly He Asp Ser Gly Ser Leu 
45 

<210> 4590 
<211> 324 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 10 

seq PLLGLLLSLPAGA/DV 





<400> 4590 
























UJ 


Met 


Pro 


Ser 


Trp 


He 


Gly Ala Val 


He 


Leu 


Pro 


Leu 


Leu 


Gly Leu 


Leu 










-20 






-15 










-10 








Leu 


Ser 


Leu 


Pro 


Ala 


Gly Ala Asp 


Val 


Lys 


Ala 


Arg 


Ser 


Cys 


Gly Glu 






-5 






1 








5 












Val 


Arg 


Gin 


Ala 


Tyr 


Gly Ala Lys 


Gly Phe 


Ser 


Leu 


Ala 


Asp 


He 


Pro 




10 










15 






20 








25 




Tyr 


Gin 


Glu 


He 


Ala 


Xaa Glu His 


Leu 


Arg 


He 


Cys 


Pro 


Gin 


Glu 


Tyr 












30 






35 










40 




Thr 


Cys 


Cys 


Thr 


Thr 


Glu Met Glu 


Asp 


Lys 


Leu 


Ser 


Gin 


Gin 


Ser 


Lys 










45 






50 










55 




saps 


Leu 


Glu 


Phe 


Glu 


Asn 


Leu Val Glu 


Glu 


Thr 


Ser 


His 


Phe 


Val 


Arg 


Thr 








60 






65 










70 








Thr 


Phe 


Val 


Ser 


Arg 


His Lys Lys 


Phe 


Asp Gly Arg 














75 








80 








85 











<210> 4591 

<211> 210 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -25 . . -1 
<223> score 4.6 

seq LPTLLLLPVGAPG/KK 



<400> 4591 

Met Val Leu Gly 

-25 

Leu Leu Leu Pro 



Ala Leu Asn Leu 
-20 

Val Gly Ala Pro 
-5 



Pro Ser Gin Glu 
-15 

Gly Lys Lys Lys 
1 



Leu Pro Thr Leu 
-10 

Gly Met Glu Gly 
5 



2818 



^ 0 



Lys Thr Pro Leu Asp Leu Phe Ala His Phe Gly Pro Glu Pro Gly Asp 

10 15 20 

His Ser Asp Pro Leu Pro Pro Ser Ala Pro Ser Pro Thr Arg Glu Gly 

25 30 35 

Ala Leu Thr Pro Pro Pro 
40 45 

<210> 4592 

<211> 288 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -38 . . -1 
<223> score 4.8 

seq MLMLAQSNPQLFA/LM 



<400> 4592 

pjl Met Glu Gin Cys Ala Ser Leu Glu Glu Leu Arg Leu Ala Phe Arg Pro 
1^ -35 -30 -25 

Gin Met Asp Pro Arg Gin Leu Ser Met Met Leu Met Leu Ala Gin Ser 
-20 -15 -10 

^ Asn Pro Gin Leu Phe Ala Leu Met Gly Thr Arg Ala Gly He Ala Arg 

1 5 10 

Glu Leu Glu Arg Val Glu Xaa Gin Ser Arg Leu Glu Gin Leu Ser Ala 
- 15 20 25 

O Ala Glu Leu Gin Ser Arg Asn Gin Gly His Trp Ala Asp Trp Leu Gin 
m 30 35 40 

rU '^y^ Ala Arg Leu Asp Lys Asp Leu Glu Gly Ala Gly Asp Xaa 

£ ^0 55 

2 <210> 4593 
y <211> 300 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -39. . -1 
<223> score 5.4 

seq ILLTSCFYTLVSS/TF 



<400> 4593 

Met He Ser Ser Cys Gly Val Lys 
-35 

Phe Phe Met Val Gly Ser Thr Gly 
-20 

Phe Tyr Thr Leu Val Ser Ser Thr 

-5 1 
Leu Leu He Leu Phe Thr Glu Thr 
10 15 



Tyr Leu Phe Ser His Ala Ser Leu 

-30 -25 
Ser Leu He Leu Leu Thr Ser Cys 
-15 -10 
Phe Leu Gin Lys Leu Ser Ser Leu 
5 

Ser Val Leu Met Leu Lys Thr Phe 
20 25 
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Val Ala Asn Ser 

Phe Lys Lys Val 
45 

Ala Val Pro Arg 
60 



Cys Cys Xaa Leu 
30 

Xaa Pro Ser Tyr 



Trp Ser His Asn 
35 

Cys Xaa Ser Ser 
50 



Cys lie Asn Phe 
40 

Leu Leu Phe Leu 
55 



<210> 4594 
<211> 174 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -15. . -1 
<223> score 4.5 

seq LLGAAAVAALGRG/RA 



S <400> 4594 



Met Arg Leu Leu Gly Ala Ala Ala Val Ala Ala Leu Gly Arg Gly Arg 
-15 -10 -5 1 

Ala Pro Ala Ser Leu Gly Trp Gin Arg Lys Gin Val Asn Trp Lys Ala 

5 10 15 

Cys Arg Trp Ser Ser Ser Gly Val He Pro Asn Glu Lys He Arg Asn 

20 25 30 

He Gly He Ser Ala His He Asp Ser Gly 
35 40 





<210> 


4595 




<211> 


378 


: " 


<212> 


PRT 




<213> 


Homo sapiens 








O 


<220> 






<221> 


SIGNAL 




<222> 


-15 . . -1 




<223> 


score 4 



seq PTCATCAHPVTLA/QR 



<400> 4595 

Met Gly Pro Thr 

-15 

Arg Pro Trp Pro 
5 

Ala Leu Asn Arg 
20 

Phe Arg Arg Arg 
35 

Ala Pro Pro Phe 
50 

Leu Arg Arg Arg 



Cys Ala Thr Cys 
-10 

Leu He Ala Gin 

Ala Ala Phe Ala 
25 

Pro Gly Arg Gly 
40 

Pro Trp Pro Glu 
55 

Gin Ser Leu Cys 
70 



Ala His Pro Val 
-5 

Arg Arg Phe Leu 
10 

Ala Ala Pro Ala 

Leu Thr Thr Arg 
45 

His Pro Cys Gly 
60 

Thr Leu Val Phe 
75 



Thr Leu Ala Gin 
1 

Lys He Pro Ala 
15 

Val Gly Pro Cys 
30 

Leu Gly Ser Leu 

Xaa Pro Leu Leu 
65 

Arg Gly Gin Lys 
80 



2820 



^ 0 



Gly Gin Lys Gly His Phe Gly Ala 
85 

Cys Asn Gly Gly Arg Gly Ala Pro 
100 105 

<210> 4596 
<211> 189 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -39. . -1 
<223> score 4.6 

seq AFLSCLAFLVLDT/QE 



Thr Arg Ala Val Phe Thr Cys Val 
90 95 
Gly Phe Pro Leu Phe Ser 
110 



<400> 4596 

O Met Glu Ser Pro Gin Leu His Cys He Leu Asn Ser Asn Ser Val Ala 

^ -35 -30 -25 

Cys Ser Phe Ala Val Gly Ala Gly Phe Leu Ala Phe Leu Ser Cys Leu 
1^ -20 -15 -10 

Ala Phe Leu Val Leu Asp Thr Gin Glu Thr Arg He Ala Gly Thr Arg 

-5 15 

Phe Lys Thr Ala Phe Gin Leu Leu Asp Xaa He Leu Ala Val Leu 
^ 10 15 20 

s <210> 4597 

O <211> 159 
<212> PRT 

<213> Homo sapiens 



€1 



iy 

:3a s 

ly 



<220> 

<221> SIGNAL 
<222> -26. . -1 
<223> score 6.3 

seq RQLLLPLPPFSFP/AP 



<400> 4597 

Met Pro Gin Gin Pro Val Glu Gin Gly Ser Pro Leu Leu Arg Gin Leu 

-25 -20 -15 

Leu Leu Pro Leu Pro Pro Phe Ser Phe Pro Ala Pro Ser Pro Cys Pro 
-10 -5 1 5 

Ser Trp Pro Val Ala Leu Gly Ser His Gly Val Ala Tyr Trp Gly Ser 

10 15 20 

Cys Ser Leu Gly His 
25 

<210> 4598 
<211> 204 
<212> PRT 

<213> Homo sapiens 



2821 



^ # 



<220> 

<221> SIGNAL 
<222> -40 . . -1 
<223> score 3.9 

seq CVYVCVCISVCAC/VY 



<400> 4598 

L Cys Ala His Gin Cys Leu His Val Cys Xaa Cys Val Tyr 

-25 



Met 


Arg 


Val 


Cys 


Ala 


His 


Gin 


Cys 


Leu 


His 


Val 


Cys 


Xaa 


Cys 


Val 


-40 










-35 










-30 








Val 


Cys 


Xaa 


Cys 


Ala 


Arg 


He 


Cys 


Val 


Cys 


Ala 


Cys 


Val 


Tyr 


Val 


Val 








-20 










-15 








-10 


Cys 


He 


Ser 
-5 


Val 


Cys 


Ala 


Cys 


Val 
1 


Tyr 


Val 


Cys 


Val 


His 


Leu 


Val 


Cys 


Ala 


Cys 


Val 


His 


Ala 


Cys 


Val 


Cys 


Val 


Cys 


5 

Ala 


Cys 


Val 




10 










15 










20 






Leu 


Cys 


Val 


Cys 

























=iO <210> 4599 

Hi <211> 168 

1=1; <212> PRT 

yj <213> Homo sapiens 

!S <220> 

^ <221> SIGNAL 

<222> -16 . . -1 

^ <223> score 11.3 
O seq PLLLSSLLGGSQA/MD 

IP? = 



<400> 4599 

Met Leu Leu Pro Leu Leu Leu Ser Ser Leu Leu Gly Gly Ser Gin Ala 

-15 -10 _5 

Met Asp Gly Arg Phe Trp He Arg Val Gin Glu Ser Val Met Val Pro 
15 10 15 

Glu Gly Leu Cys He Ser Val Xaa Leu Leu Phe Leu Leu Pro Pro Thr 

20 25 30 

Arg Leu Asp Arg Val Tyr Pro Ser 
35 40 



<210> 4600 
<211> 198 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -37 . . -1 
<223> score 4 .5 

seq CTTLLVYVRYAWQ/DD 



<400> 4600 



2822 



Met Leu He Thr Arg Leu Gin Ser Gly He Asp Phe Ala He Gin Leu 

-35 -30 -25 

Asp Glu Ser Thr Asp He Gly Ser Cys Thr Thr Leu Leu Val Tyr Val 

-20 -15 -10 

Arg Tyr Ala Trp Gin Asp Asp Phe Leu Glu Asp Phe Leu Cys Phe Leu 
-5 15 10 

Asn Leu Thr Ser His Leu Ser Gly Leu Asp He Phe Thr Glu Leu Glu 
15 20 25 

Arg Arg 



<210> 4601 

<211> 276 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 





<222> -34 . . 


-1 






<223> score 


5.2 




. F=: 
=^ 

B n 




seq LWSSCWLAPLADG/ML 


ui 


<400> 4601 








Met 


Val Gly 


Gly Leu Asp 


Pro 








-30 






Phe 


Asp Trp 


Arg Asn Leu 


Trp 








-15 




B 


Asp 


Gly Met 


Leu Arg Tyr 


Met 






1 




5 


m 


Pro 


Glu Gly 


Ser Thr Leu 


Glu 




15 




20 






Val 


Ser Pro 


Ser Val Xaa 


Xaa 








35 






Glu 


Thr Val 


Ser Pro Ala 


Thr 



50 



Pro Gly Arg Arg Arg Phe Gin Lys Gly 

-25 -20 
Ser Ser Cys Trp Leu Ala Pro Leu Ala 

-10 -5 
Gly Gin Xaa Gin Arg Xaa Ala Ser Asn 
10 

Ala Arg Pro Pro Ala Pro Xaa Ala Ser 

25 30 
Pro His Arg Pro Trp Ala Ala Lys Met 

40 45 
Ser Xaa He Ala Gly 
55 



<210> 4602 
<211> 156 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -47 . . -1 
<223> score 3.6 

seq FLCLSLPRTGITG/MC 



<400> 4602 

Met Val Glu Lys Lys Thr Ser Gly 
-45 -40 
Met Gin Trp Arg Asp Leu Ser Ser 

-30 -25 
Lys Arg Phe Leu Cys Leu Ser Leu 



Ser Leu Ser Val Ala Gin Ala Gly 
-35 

Leu Gin Pro Pro Pro Pro Gly Phe 
-20 

Pro Arg Thr Gly He Thr Gly Met 



2823 



^ 0 



-15 -10 -5 1 

Cys His His Thr 
5 

<210> 4603 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -40 . . -1 
<223> score 4.2 

seq LLSGLCVAVCAQX/GH 



<400> 4603 

Met Ser Arg Gly Pro Cys Arg Ser Gly Leu Arg Gly Ser Pro Trp Val 
-40 -35 -30 -25 

Ala Val Ser Ala Gly Ala Phe Leu Asp Thr Pro Leu Leu Ser Gly Leu 

-20 -15 -10 

Cys Val Ala Val Cys Ala Gin Xaa Gly His Val Gly Val Met Gly Phe 
-5 15 

Gly Ser Asp 
10 



^ <210> 4604 

;= <211> 171 

p <212> PRT 

fj <213> Homo sapiens 

<220> 

% <221> SIGNAL 

<222> -44 . . -1 

^ <223> score 4 

seq XLMVAMRCLGASP/XP 



<400> 4604 

Met Ala Lys Phe Leu Ser Xaa Asp Gin He Asn Glu Tyr Lys Glu Cys 

-40 -35 -30 

Phe Ser Leu Tyr Asp Xaa Gin Gin Arg Gly Lys He Lys Ala Thr Xaa 

-25 -20 -15 

Leu Met Val Ala Met Arg Cys Leu Gly Ala Ser Pro Xaa Pro Gly Glu 

-10 -5 1 

Val Gin Arg Xaa Cys Arg Pro Thr Gly 
5 10 

<210> 4605 

<211> 219 

<212> PRT 

<213> Homo sapiens 

<220> 



2824 



<221> SIGNAL 
<222> -14 . . -1 
<223> score 3.8 

seq LDSLLALGGLVLL/RD 



<400> 4605 

Met Leu Asp Ser Leu Leu Ala Leu Gly Gly Leu Val Leu Leu Arg Asp 

-10 -5 1 

Ser Val Glu Trp Glu Gly Arg Ser Leu Leu Lys Ala Leu Xaa Lys Lys 

5 10 15 

Ser Ala Leu Cys Gly Glu Gin Val His He Leu Gly Cys Glu Val Ser 

20 25 30 

Xaa Glu Glu Phe Arg Glu Xaa Phe Asp Ser Xaa He Xaa Asn Arg Leu 
35 40 45 50 

Val Tyr His Xaa Phe Phe Arg Asp Pro 
55 

O <210> 4606 
iS <211> 183 
m <212> PRT 

<213> Homo sapiens 

W 

<220> 

<221> SIGNAL 

<222> -22 . . -1 
^ <223> score 3 . 8 
^ seq FGLLLGNLCSVKS/TE 

m <400> 4606 

^ Met Thr Leu Ala Met Tyr Lys Thr Tyr Phe Gly Leu Leu Leu Gly Asn 
O -20 -15 -10 

Leu Cys Ser Val Lys Ser Thr Glu Xaa Leu Leu Pro Leu Leu Ala Ser 

-5 15 10 

Ser Thr Leu Ser Pro Phe He Ser Lys Met Glu Ser Cys Ser Cys Tyr 

15 20 25 

Pro Gly Trp Ser Ala Met Ala Gin Ser Arg Leu Thr Ala 
30 35 

<210> 4607 
<211> 342 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -38 . . -1 
<223> score 3.5 

seq LAMMNSILRGLNS/KQ 



<400> 4607 

Met Ser Ser Met Trp Ser Glu Tyr Thr He Gly Gly Val Lys He Tyr 



2825 



-35 

Phe Pro Tyr Lys 
-20 

Leu Arg Gly Leu 
-5 

Gly Ser Gly Lys 

Gin Ser Leu Ser 
30 

Glu Val Gin Leu 
45 

Asn Asn Asp Met 

60 
Thr Pro 
75 



Ala Tyr Pro Ser 
-15 

Asn Ser Lys Gin 
1 

Ser Leu Ala Leu 
15 

Gly Lys Pro Ala 

Ser Cys Cys Cys 
50 

Asn Gin Gly Thr 
65 



-30 

Gin Leu Ala Met 

His Cys Leu Leu 
5 

Leu Cys Ser Ala 
20 

Asp Glu Gly Val 
35 

Ala Cys His Ser 

Ser Arg His Phe 
70 



-25 

Met Asn Ser lie 
-10 

Glu Ser Pro Thr 
10 

Leu Ala Trp Gin 
25 

Ser Glu Lys Ala 
40 

Lys Asp Phe Thr 
55 

Asn Tyr Pro Ser 



<210> 4608 
<211> 165 
<212> PRT 



<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -45 . . -1 
<223> score 5 

seq FSMLARLVLNSWP/QV 



U <400> 4608 

fy Met Arg Leu Ser Lys Gly Asp Leu Gly Ser Arg Glu Ala Met Arg Arg 
lU -40 -35 -30 

^ Val Leu Cys Phe Pro Met Gly Glu Glu Trp Leu Tyr Glu Gin Trp Gly 
f1 -20 -15 

5 Phe Ser Met Leu Ala Arg Leu Val Leu Asn Ser Trp Pro Gin Val He 
-10 -5 1 

Cys Pro Pro Leu Pro Pro Ser 
5 10 



<210> 4609 
<211> 318 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -34 . . -1 
<223> score 3.6 

seq XLALSLRLXCXGX/IS 



<400> 4609 

Met Phe Xaa Leu Cys Phe Leu Thr Val Xaa Phe He He Ser Asn Leu 

-30 -25 -20 

Phe Phe Leu Xaa Arg Xaa Leu Ala Leu Ser Leu Arg Leu Xaa Cys Xaa 



2826 



-15 -10 -5 

Gly Xaa He Ser Ala His Cys Asn Leu Arg Leu Pro Gly Ser Ser Asn 

15 10 
Ser Pro Ala Ser Ala Ser Arg Val Ala Gly He Xaa Gly Val His His 
15 20 25 30 

His Ala Arg Xaa He Phe Val Phe Xaa Val Xaa Thr Gly Phe His His 

35 40 45 

Val Gly Xaa Ala Gly Leu Xaa Val Xaa Asp Leu Xaa He Leu Leu Pro 

50 55 60 

Pro Pro Pro Lys Val Leu Gly Leu Gin Ala 
65 70 

<210> 4610 
<211> 174 
<212> PRT 

<213> Homo sapiens 

<220> 
p <221> SIGNAL 

<222> -19. . -1 
J <223> score 5.9 

seq PXXLLILAHITQS/CP 

yj 

<400> 4610 

•41 Met Met Asn Gin Thr His Pro Xaa Xaa Leu Leu He Leu Ala His He 

-15 -10 -5 

B Thr Gin Ser Cys Pro Trp Ala His Val Gly Ala Ala Pro Ser Ala Leu 

0^5 10 
nj Leu He His Arg Trp Glu Leu Arg Gly Cys Ser Tyr Leu Lys Leu Phe 
fU 15 20 25 

Leu Val Met Val Leu He Phe Glu Met Leu 
S 30 35 

O <210> 4611 

<211> 189 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -26 . . -1 

<223> score 5.6 

seq LWCLLPPASFTHS/LG 



<400> 4611 

Met Gin Thr Phe Glu Glu Gly His 

-25 -20 
Leu Leu Pro Pro Ala Ser Phe Thr 
-10 -5 
Leu His Cys Ser Phe Leu Asn Phe 
10 

Phe Val Val Pro Cys Leu Ser Met 



Leu Pro Glu Asn Phe Leu Trp Cys 
-15 

His Ser Leu Gly Phe Cys Gin Xaa 

1 5 

Phe Pro Ser Leu Pro Leu Phe Tyr 
15 20 

Ala Phe Pro Ser Leu Ser Cys 



2827 



25 30 35 

<210> 4612 

<211> 165 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -35. . -1 

<223> score 4.9 

seq LFIFIGSLQPVPT/RF 



<400> 4612 

Met Leu Leu His Tyr Leu Lys Leu Lys Gly Asp Gin Trp Lys Leu Ser 
-35 -30 -25 -20 

Ser Val Ser Thr Leu lie Leu Phe lie Phe He Gly Ser Leu Gin Pro 
O -15 -10 -5 

kQ Val Pro Thr Arg Phe Lys Arg Phe Ser Cys Leu Xaa His Leu Ser Ser 
yi 1 5 10 

|i Arg Asp His Arg Gin Ala Leu 
H.I 15 20 

<210> 4613 

^ <211> 357 

-fi <212> PRT 

s <213> Homo sapiens 

"35Wr 

<220> 

<221> SIGNAL 
<222> -18 . . -1 
<223> score 11 

seq LLLWASLLTGAWP/SF 



= y 



<400> 4613 



Met 


Leu 


Val 


Ala 


Gly Leu 


Leu 


Leu 








-15 










Trp 


Pro 


Ser 


Phe 


Pro 


Thr 


Gin 


Asp 






1 








5 




Arg 


Leu 


Ser 


Phe 


Lys 


Glu 


Leu 


Lys 


15 










20 






Asn 


Phe 


Leu 


Leu 


Asn 


Thr 


Thr 


Asp 










35 








Asp 


His 


Asp 


Arg 


Met 


Tyr 


Val 


Gly 








50 










Asp 


Leu 


His 


Asp 


He 


Asn 


Arg 


Glu 






65 










70 


Ser 


Pro 


Gin 


Arg 


He 


Glu 


Glu 


Cys 




80 










85 




Gly Glu Cys 


Gly Asn 


Phe 


Val 




95 










100 







Trp Ala Ser Leu Leu Thr Gly Ala 
-10 -5 
His Leu Pro Ala Thr Pro Arg Val 
10 

Ala Thr Gly Thr Ala His Phe Phe 

25 30 
Tyr Arg He Leu Leu Lys Asp Glu 

40 45 
Ser Lys Asp Tyr Val Leu Ser Leu 
55 60 
Pro Leu He He His Trp Ala Ala 
75 

Val Leu Ser Gly Lys Asp Val Asn 
90 



2828 



<210> 4614 
<211> 195 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -22 . . -1 
<223> score 4.2 

seq TAYWLSFMSWAQS/SS 



<400> 4614 

Met Pro Pro Gin Ser Cys Cys Ser Lys Thr Ala Tyr Trp Leu Ser Phe 

-20 -15 -10 

Met Ser Trp Ala Gin Ser Ser Ser Phe Gly Ser Arg Xaa Glu Ser Thr 
-5 15 10 

^ Ser Pro Cys Thr Asp His Cys Ser Gly Pro Arg Glu Glu Gin Leu Cys 
O 15 20 25 

lQ Ser Ser Arg Val Phe His Cys He Thr His Pro Asn Gly Arg He His 
ill 30 35 40 

£^ Arg 



<210> 4615 

<211> 219 

<212> PRT 

W <213> Homo sapiens 

O <220> 

fy <221> SIGNAL 

m <222> -22 . . -1 

<223> score 6.2 

% seq ILVLTLNVNGLNA/SN 



<400> 4615 

Met Thr Glu Ser Asn Ser His He Ser He Leu Val Leu Thr Leu Asn 

-20 -15 -10 

Val Asn Gly Leu Asn Ala Ser Asn Lys Arg His Arg Val Ala Ser Trp 

-5 15 10 

He Met Lys Gin Asn Thr Met Val Cys Cys He Gin Glu Thr His Pro 

15 20 25 

Pro Cys Asn Asp Ala His Arg Leu Lys Val Lys Glu Trp Arg Lys He 

30 35 40 

Cys Gin Ala Asn Arg Lys Gin Lys Lys 
45 50 

<210> 4616 
<211> 261 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 



2829 



<222> -48 . . -1 
<223> score 3.8 

seq NSLLLLLCLYIYP/HS 



<400> 4616 


























Met Arg Lys 


Arg 
-45 


Lys 


He 


Ser 


Val 


Cys 
-40 


Gin 


Gin 


Thr 


Trp Ala 
-35 


Leu 


Leu 


Cys Lys Asn 


Phe 


Leu 


Lys 


Lys 


Trp 


Arg 


Met 


Lys 


Arg 


Glu Ser 


Leu 


Met 


-30 










-25 








-20 






Glu Trp Leu 


Asn 


Ser 


Leu 


Leu 


Leu 


Leu 


Leu 


Cys 


Leu 


Tyr He 


Tyr 


Pro 


-15 








-10 










-5 




His Ser His 


Gin 


Val 


Asn 


Xaa 


Xaa 


Ser 


Ser 


Leu 


Leu 


Thr Met 


Asp 


Leu 


1 




5 










10 








15 




Gly Arg Val 


Asp 


Xaa 


Xaa 


Asn 


Glu 


Ser 


Arg 


Phe 


Ser 


Val Val 


Tyr 


Thr 




20 










25 








30 




Pro Val Thr 


Asn 


Thr 


Thr 


Pro 



















M 






.a 


<210> 


4617 


m 


<211> 


300 




<212> 


PRT 


y 


<213> 


Homo sapiens 


. f3 

. ?^ 


<220> 
<221> 
<222> 


SIGNAL 
-40. . -1 




<223> 


score 5 . 9 



M seq WLAWGLLNVSMA/GM 



<400> 4617 


























Met Met 


Gin 


Gly 


Glu 


Ala 


His 


Pro Ser 


Ala 


Ser 


Leu 


He 


Asp 


Arg 


Thr 


-40 








-35 








-30 






-25 


He Lys 


Met 


Arg 


Lys 


Glu 


Thr 


Glu Ala 


Arg 


Lys 


Val 


Val 


Leu 


Ala 


Trp 


Gly Leu 






-20 








-15 










-10 


Leu 


Asn 
-5 


Val 


Ser 


Met 


Ala Gly Met 


He 


Tyr 


Thr 


Glu 


Met 


Thr 


Gly Lys 


Leu 


He 


Ser 


Ser 


Tyr 


Tyr Asn 


Val 


Thr 


Tyr 


5 

Trp 


Pro 


Leu 


Trp 


10 










15 








20 








Tyr Xaa 


Glu 


Leu 


Ala 


Leu 


Ala 


Ser Leu 


Phe 


Ser 


Leu 


Asn 


Ala 


Leu 


Phe 


25 








30 








35 








40 


Asp Phe 


Trp 


Arg 


Tyr 


Phe 


Lys 


Tyr Thr 


Val 


Ala 


Pro 


Thr 


Ser 


Leu 


Val 








45 








50 










55 




Val Ser 


Pro 


Gly 




























60 

























<210> 4618 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 



2830 



^ 0 



<222> -34 . . -1 
<223> score 7.2 

seq LLLFSLLVSPPTC/KV 



<400> 4618 

Met Lys Tyr Leu Arg His Arg Arg 
-30 

He Gly Ala Phe Thr Leu Leu Leu 
-15 

Thr Cys Lys Val Gin Glu Gin Pro 

1 5 
Trp Xaa Thr Pro Pro Thr Arg 
15 20 



Pro Asn Ala Thr Leu He Leu Ala 

-25 -20 
Phe Ser Leu Leu Val Ser Pro Pro 
-10 -5 
Pro Ala He Pro Glu Ala Leu Ala 
10 



<210> 4619 
<211> 195 
<212> PRT 

<213> Homo sapiens 



m <220> 



<221> SIGNAL 
<222> -24 . . -1 
<223> score 4.8 

seq ILSLFCWDTESLA/PS 



3 <400> 4619 

O Met Arg Phe Gly Trp Arg His Arg Ala Lys Thr He Leu Ser Leu Phe 
ry -20 -15 -10 

nj Cys Trp Asp Thr Glu Ser Leu Ala Pro Ser His Thr Leu Met Met He 

i 5 

g Asn Leu Tyr Val Tyr Leu Pro Lys Lys Met Val Val Phe Glu Trp Arg 

10 15 20 

^ Pro Ser Gly Gin Glu Asn Asn His He Leu Pro Glu He Met Ser Thr 

25 30 35 40 

Leu 



<210> 4620 
<211> 258 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -44 . . -1 
<223> score 3.5 

seq AWMLMVAIFAGT/MQ 



<400> 4620 

Met Phe Thr Leu Ala Glu Val Ala Ser Leu Asn Asp He Gin Pro Thr 

-40 -35 -30 

Tyr Arg He Leu Lys Pro Trp Trp Asp Val Phe Met Asp Tyr Leu Ala 



2831 



^ # 



-25 

Val Val Met Leu 
-10 

Lys Asp Gin Val 
5 

Xaa Xaa His Thr 

Lys Met Glu Ala 
40 



Met Val Ala He 
-5 

Val Cys Leu Pro 
10 

Pro Pro Gly Asn 
25 

Ala Thr 



-20 

Phe Ala Gly Thr 

Val Leu Pro Ser 
15 

Ala Glu Val Thr 
30 



-15 

Met Gin Leu Thr 
1 

Pro Val Asn Ser 
20 

Thr Asn He Pro 
35 



<210> 4621 
<211> 180 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 

<222> -33 . . -1 
Q <223> score 3.8 
.J seq WSLALSSRLECNG/AI 

m 

<400> 4621 

'"t; Met Ser Ser Cys Arg Lys Tyr Ser Ser Thr Asp Val Ala Asp Phe Ala 

-30 -25 -20 

"41 Pro Trp Gin Lys Trp Ser Leu Ala Leu Ser Ser Arg Leu Glu Cys Asn 
^5 -15 -10 -5 

s Gly Ala lie Ser Ala Tyr Cys Asn Leu Cys Phe Pro Gly Ser Ser Glu 

O 1 5 10 15 

f]l Ser Ala Ser Arg Val Gin Ala He Leu Leu Pro Gin 
ml 20 25 



<210> 4622 
<211> 168 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 6.2 

seq LCNLSIFFCCSVS/QP 



<400> 4622 
Met Val He Ser 
-20 

Phe Phe Cys Cys 
-5 

Pro Gly Gin Thr 
10 

Ala Lys Val Gly 



Phe Leu Leu He 

Ser Val Ser Gin 

1 

Gin Trp Leu Met 
15 

Glu Leu Leu Glu 
30 



Cys Lys Leu Cys 
-15 

Pro Leu Cys Gin 
5 

Leu Val He Pro 
20 



Asn Leu Ser He 
-10 

He Lys Asn His 

Thr Leu Trp Glu 
25 



2832 



^ # 



<210> 4623 
<211> 240 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -14 . . -1 
<223> score 5.7 

seq NVLIIVFVAFAFG/FL 



in 



<400> 4623 

Met Asn Val Leu lie lie Val Phe Val Ala Phe Ala Phe Gly Phe Leu 

-10 -5 1 

Val Met Lys Ser Leu Leu Lys Pro Met Ser Arg Arg Val Phe Leu Met 

5 10 15 

Leu Ser Ser Arg lie Phe Met Val Ser Gly Leu Arg Phe Lys Ser Leu 

20 25 30 

lie His Leu Glu Leu lie Phe Val Tyr Lys Leu Arg Asp Glu Asp Pro 
35 40 45 50 

Val Ser Phe Phe Tyr Met Trp Leu Ala Asn Tyr Pro Ser Thr lie Cys 
55 60 65 



=^ <210> 4624 

^ <211> 171 

\5 <212> PRT 

■a <213> Homo sapiens 

f?! <220> 

<221> SIGNAL 

<222> -19. . -1 
X <223> score 4.2 
^ seq LLSLAAYLSGPHQ/EP 



<400> 4624 

Met Met Asp Leu 

Pro His Gin Glu 
1 

Leu Pro Lys Pro 
15 

Lys Ala Glu Gin 
30 



Arg Pro Leu Leu 
-15 

Pro Ser Val Pro 
5 

Asn Pro Ala Arg 
20 

Glu Arg Val Glu 
35 



Ser Leu Ala Ala 
-10 

Thr Arg Asp Gly 

Ser Val Lys Gin 
25 

Val 



Tyr Leu Ser Gly 
-5 

Asp Val Asn Asn 
10 

Gly Gly lie Trp 



<210> 4625 

<211> 294 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -29. . -1 



2833 



^ # 



<223> score 5.8 

seq LHAXAGAAASVIA/AD 



<400> 4625 

Met Ser Leu Arg Leu Asp Thr Thr Pro Ser Cys Asn Ser Ala Arg Pro 

-25 -20 -15 

Leu His Ala Xaa Ala Gly Ala Ala Ala Ser Val He Ala Ala Asp Cys 

-10 -5 1 

Ser Gly Phe Leu His Gin Arg Thr Thr Lys Arg Asn Leu Ala Lys Gly 

5 10 15 

Lys Glu Glu Ser Leu Asp Ser Asp Leu Tyr Ala Glu Leu Arg Cys Met 
20 25 30 35 

Cys He Lys Thr Thr Ser Gly He His Pro Lys Asn He Gin Ser Leu 

40 45 50 

Glu Val He Gly Lys Gly Thr His Cys Asn Gin Val Glu Val He Ala 
55 60 65 

Thr Leu 



<210> 4626 

m <211> 303 

it^ <212> PRT 

H . <213> Homo sapiens 

<220> 

^ <221> SIGNAL 

'iO <222> -27 . . -1 

a <223> score 5.9 

p seq ALALAXAPDLAQA/PL 

ly 



<400> 4626 




























Met Asp 


Ser 
-25 


Ala 


Ala 


Cys 


Ala 


Ala 
-20 


Ala 


Ala 


Thr 


Pro 


Val 
-15 


Pro 


Ala 


Leu 


Ala Leu 


Ala 


Xaa 


Ala 


Pro 


Asp 


Leu 


Ala 


Gin 


Ala 


Pro 


Leu 


Ala 


Leu 


Pro 


-10 










-5 










1 








5 


Gly Leu 


Leu 


Ser 


Pro 


Ser 


Cys 


Leu 


Leu 


Ser 


Ser 


Gly Gin Glu 


Val 


Asn 








10 










15 










20 




Gly Ser 


Glu 


Arg 


Gly 


Thr 


Cys 


Leu 


Trp Arg 


Pro 


Trp 


Leu 


Ser 


Ser 


Thr 






25 










30 










35 






Asn Asp 


Ser 


Pro 


Arg 


Gin 


Met 


Arg 


Lys 


Leu 


Val 


Asp 


Leu 


Ala 


Ala 


Gly 




40 










45 










50 






Gly Ala 


Thr 


Ala 


Ala 


Glu 


Val 


Thr 


Lys 


Ala 


Glu 


Ser 


Xaa 


Xaa 


His 


His 


55 










60 










65 










Pro Val 


Arg 


Leu 


Phe 
























70 































<210> 4627 
<211> 297 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 



2834 



<222> -41. . -1 
<223> score 6.5 

seq lAVLVLYFLFVLA/VG 



<400> 4627 

Met Glu Ser Gly Thr Ser Ser Pro Gin Pro Pro Gin Leu Asp Pro Leu 

-40 -35 -30 

Asp Ala Phe Pro Gin Lys Gly Leu Glu Pro Gly Asp lie Ala Val Leu 
-25 -20 -15 -10 

Val Leu Tyr Phe Leu Phe Val Leu Ala Val Gly Leu Trp Ser Thr Val 

-5 15 
Lys Xaa Lys Arg Asp Thr Val Lys Gly Tyr Phe Leu Ala Gly Gly Asp 

10 15 20 

Met Val Trp Trp Pro Val Gly Xaa Ser Leu Phe Ala Ser Asn Val Gly 

25 30 35 

Ser Gly His Phe He Gly Leu Ala Gly Ser Gly Ala Ala Thr Gly He 
40 45 50 55 

ip Ser Val Ser 

<210> 4628 

^ <211> 225 

<212> PRT 

"''^ <213> Homo sapiens 

%3 <220> 
C- <221> SIGNAL 
=s <222> -25. . -1 

Q <223> score 4.8 

seq LWFPSMLFSLSLL/SN 



2 <400> 4628 

Met Thr Gin Ala Gly Gin Ser Ser Gly Cys Thr Ala Leu Trp Phe Pro 
S -25 -20 -15 -10 

Ser Met Leu Phe Ser Leu Ser Leu Leu Ser Asn Leu Asn Gin He Gly 

-5 15 

Ser Ser His Leu Asp Arg Pro His He Pro Gly Gin Ser Ala Gin Leu 

10 15 20 

Phe He Tyr Gin Met Ser Ser Gin Gin Leu Gin Gin Gin Pro Ser Ala 

25 30 35 

Asn Lys Lys Ala Gly Lys He Xaa Asn Thr Pro 
40 45 50 

<210> 4629 
<211> 252 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -31. . -1 
<223> score 3.6 

seq LFIYLVFVECLLC/TR 



2835 



<400> 4629 
Met Gly lie Asp 
-30 

lie His Leu Phe 
-15 

Arg Asn Xaa Xaa 
5 

lie Phe Thr Thr 
20 

Ser Ser Leu Cys 
35 

Cys Gin Gly Asn 
50 



lie Phe Tyr Pro 
-25 

lie Tyr Leu Val 
-10 

Xaa Leu Ser Xaa 

Gly Ser Ser Ser 
25 

Thr Val His Arg 
40 



Ser His lie Pro 
-20 

Phe Val Glu Cys 
-5 

Phe Asn Cys Asp 
10 

Ser Gly Gly Asn 

Gly Gin Glu Arg 
45 



Asp Phe His Pro 

Leu Leu Cys Thr 
1 

Asn Ala Gin lie 
15 

Lys Pro Phe Lys 
30 

Glu Arg lie Glu 



<210> 4630 

<211> 171 

<212> PRT 

<213> Homo sapiens 



<221> SIGNAL 

^ <222> -44 . . -1 

%" <223> score 6.9 

^ seq LNLLSSWSSMAQS/RL 



<400> 4630 

Hj Met Glu Pro Cys Ser Val Thr Gin Ala Gly Val Gin Trp His Asn Leu 

-40 -35 -30 

Asp Ser Leu Gin Pro Pro Ser Pro Arg Phe Lys Leu Phe Ser Cys Leu 

-25 -20 -15 

Asn Leu Leu Ser Ser Trp Ser Ser Met Ala Gin Ser Arg Leu Thr Ala 

-10 -5 1 

Thr Ser lie Ser Lys Pro Pro Pro Pro 
5 10 



<210> 4631 

<211> 192 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -47. . -1 
<223> score 7.6 

seq LXLGEGLTFLCLC/QV 



<400> 4631 
Met Pro Val Cys 
-45 

Leu Leu Ser Pro 



Phe Tyr Ser Leu 
-40 

Arg Glu Thr lie 



lie Cys Phe Phe 
Glu Glu Val Ala 



lie Tyr Phe Cys 
-35 

Leu Phe Gin Phe 



2836 



^ 0 



-30 -25 
Ser Leu Leu Xaa Leu Gly Glu Gly 
-15 -10 
Val Met Thr Asn Xaa Met Gin Leu 
5 

<210> 4632 
<211> 285 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -17 . . -1 
<223> score 4.6 

seq ILLWEACTGRCQA/SL 



-20 

Leu Thr Phe Leu Cys Leu Cys Gin 

-5 1 
Leu Phe Leu Ser Gly Val Val Cys 
10 15 



,=3tt 


<400> 4632 
























Met 


Gin Cys 


Trp 


He 


Leu 


Leu 


Trp 


Glu 


Ala 


Cys 


Thr 


Gly Arg Cys Gin 


m 




-15 










-10 










-5 




Ala 


Ser Leu 


Leu 


Ser 


Pro 


Trp 


Pro 


Arg Gly Gly Arg 


Gly Lys Leu Val 




Ala 


1 






5 










10 




15 


y 


Val Val 


Ala 


Ala 


Lys 


Trp 


Leu 


Ala 


Ala 


He 


Cys 


Gly He Trp Ala 










20 










25 






30 


He 


Lys Glu 


Met 


Pro 


Ser 


His 


Gly 


His 


Ser 


Leu 


Gin 


Ala Gly Ala Gly 








35 










40 








45 




Glu 


Gly Ala 
50 


Leu 


Val 


Thr 


Trp 


Ser 
55 


Leu 


Gin 


Thr 


Ser 


Phe Gly Val Lys 
60 


m 


Gin 


Tyr Lys 


Trp Gly Val 


Val 


Trp 


His 


Glu 


Ala 


Asn 


Leu Leu Leu 




65 








70 










75 





<210> 4633 

<211> 183 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -38. . -1 
<223> score 4.4 

seq LELLTSGDPLASA/SQ 



<400> 4633 

Met Leu His His Ala Trp Leu He 
-35 

Gly Phe Leu His Val Gly Gin Ala 
-20 -15 
Asp Pro Leu Ala Ser Ala Ser Gin 

-5 1 
Pro Cys Ala Arg Pro Asn Phe Cys 
15 



Leu Tyr Leu Val Leu Val Glu Met 
-30 -25 
Gly Leu Glu Leu Leu Thr Ser Gly 
-10 

Ser Ala Gly Asp Thr Gly Met Asn 

5 10 
He Phe Ser Arg Asp 
20 



2837 



<210> 4634 
<211> 306 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -25 . . -1 
<223> score 4.4 

seq WSWLVSAEGSHP/DP 



<400> 4634 

Met Thr Met Pro Ser Tyr His Ala Ser Met Ala Xaa Val Val Ser Trp 
-25 -20 -15 -10 

Leu Val Ser Ala Glu Gly Ser His Pro Asp Pro Ala Pro Phe Xaa Ala 

-5 1 5 

Asp Asn Pro Ser Glu Leu Pro Pro Pro Met Glu Arg Thr Gly Gly lie 

10 15 20 

Gly Asp Ser Arg Pro Pro Ser Phe His Pro His Ala Gly Gly Gly Ser 

25 30 35 

Gin Glu Asn Leu Asp Asn Asp Thr Glu Thr Asp Ser Leu Val Ser Ala 
40 45 50 55 

Gin Arg Glu Arg Pro Arg Arg Arg Asp Gly Pro Glu His Ala Thr Arg 
60 65 70 

■^y Leu Asn Gly Thr Ala Lys 
=fi 75 

Q <210> 4635 

m <211> 345 

i=y <212> PRT 

^ <213> Homo sapiens 

y <220> 

Q <221> SIGNAL 

<222> -23 . . -1 

<223> score 5.9 

seq TLKFLTLLQKSNA/KR 



<400> 4635 



Met 


Met 


Thr 


Ala 
-20 


Pro 


Val 


Leu 


Ala 


Leu 


Leu 


Gin 
-5 


Lys 


Ser 


Asn 


Ala 


Lys 
1 


Asp 


Glu 


Leu 


Trp 


Tyr 


Asn 


Asp 


Pro 


10 










15 






Cys 


Lys 


Cys 


Ser 


Ala 
30 


Lys 


Ala 


Arg 


Tyr 


Pro 


Gly 


Glu 
45 


Glu 


Ala 


He 


Lys 


Ala 


Gly 


Arg 


Leu 


Phe 


His 


Tyr Arg 






60 










65 


Phe 


Leu 


Thr 


Asp 


Arg 


Pro 


Thr 


Val 



Ala Gin Thr Leu Lys Phe Leu Thr 
-15 -10 
Arg Xaa Asn Leu Asp Arg Leu His 
5 

Gly Gin Met Asn Asp Gly Pro Leu 

20 25 
Arg Thr Gly He Arg His Ser He 

35 40 
Pro Cys Arg Pro Met Thr Asn Asn 
50 55 
He Thr Val Ser Pro Pro Thr Asn 
70 

He Glu Tyr Asp Asp His Glu Tyr 



2838 



75 80 85 

He Phe Glu 
90 

<210> 4636 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -28 . . -1 
<223> score 7.7 

seq LVMCFLSYFGTFA/VE 



%0 
If? 



<400> 4636 

Met Ala Gin Ser lie His Met Tyr Ala Ala Arg Val Gin Trp Gly Leu 

-25 -20 -15 

Val Met Cys Phe Leu Ser Tyr Phe Gly Thr Phe Ala Val Glu Phe Arg 

-10 -5 1 

His Tyr Arg Tyr Glu He Val Cys Ser Glu Tyr Gin Glu Asn Phe Leu 
5 10 15 20 

Ser Phe Ser Glu Ser Leu Ser Glu Ala Ser Glu Tyr 



25 30 

<210> 4637 
7' <211> 405 

^ <212> PRT 

<213> Homo sapiens 

<220> 
J <221> SIGNAL 

M <222> -20. . -1 
O <223> score 10.6 

seq LLTLLALLAHTSA/VA 



<400> 4637 

Met Gin His Arg Gly 

-20 

His Thr Ser Ala Val 
1 

Pro Gly Leu Gly Leu 
15 

Lys Ala Asn Pro Trp 
30 

Ser Gin Leu Glu Thr 
45 

Leu Phe Tyr Leu His 
65 

Ala Ala Cys Leu Pro 
80 

Gly Leu Ser Lys Xaa 



Phe Leu Leu Leu Thr Leu 
-15 -10 
Ala Lys Lys Xaa Asp Lys 
5 

Gly Gly Gly Asp Cys Arg 
20 

Asp Gly Lys Ser Leu Lys 
35 

Ser Leu Lys Arg Leu Gin 
50 55 
Ala Pro Asp His Gly Thr 
70 

Ala Ala Ala Pro Gly Gly 
85 

Ala Ser Trp Glu Val Ala 



Leu Ala Leu Leu Ala 
-5 

Val Lys Lys Gly Gly 
10 

Val Lys He Ala Thr 
25 

Pro Asp Ser Val Arg 
40 

Cys Pro Gin Val Asp 
60 

Xaa Gly Gly Xaa Asp 
75 

Lys Phe Val Xaa Leu 
90 

Glu He Cys Thr Ser 



2839 



95 100 105 

Ala Arg Ala Met Ala Gly Ser 
110 115 

<210> 4638 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -40. . -1 
<223> score 3.9 

seq CVNLLLGFEPVIS/RS 



<400> 4638 

Met Arg Tyr Phe Gin Gly Pro Ser Pro Tyr Ser Glu lie Glu lie Glu 
-40 -35 -30 -25 

Leu Cys Asp His Val Tyr Ser Phe Gin Gly Leu Cys Val Asn Leu Leu 

-20 -15 -10 

Leu Gly Phe Glu Pro Val lie Ser Arg Ser Arg Xaa Ser Ser Leu Ala 
-5 15 

Val Glu Ser 
10 

<210> 4639 
<211> 408 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -29. . -1 
<223> score 11.4 

seq LCLLGCLLSHAAA/AP 



<400> 4639 

Met Glu Ala Leu 

Leu Cys Leu Leu 
-10 

Pro lie lie Lys 
5 

Leu Ala Xaa Gin 
20 

Cys Asn Leu Phe 

Phe Gly Leu Pro 
55 

Met Arg Lys Pro 
70 

Phe Pro Arg Lys 



Met Ala Arg Gly 
-25 

Gly Cys Leu Leu 

Phe Pro Gly Asp 
10 

Tyr Leu Xaa Xaa 
25 

Val Leu Lys Asp 
40 

Gin Thr Gly Asp 

Arg Cys Gly Xaa 
75 

Xaa Lys Trp Asp 



Ala Leu Thr Gly 
-20 

Ser His Ala Ala 
-5 

Val Ala Pro Lys 
15 

Phe Tyr Gly Cys 
30 

Thr Leu Lys Lys 
45 

Leu Asp Gin Asn 
60 

Pro Asp Val Ala 
Lys Asn Gin lie 



Pro Leu Arg Ala 
-15 

Ala Ala Pro Ser 
1 

Xaa Xaa Lys Xaa 

Pro Xaa Xaa Ser 
35 

Met Gin Lys Phe 
50 

Thr lie Xaa Xaa 
65 

Xaa Tyr Asn Phe 
80 

Thr Tyr Arg lie 



2840 



85 90 95 

lie Gly Tyr Thr Xaa Asp Leu Asp 
100 105 

<210> 4640 

<211> 273 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -38 . . -1 

<223> score 6.3 

seq PCVSLLWAPRXFA/SS 



yj 



<400> 4640 

Met Asn His Leu Met Pro Leu Thr Val Leu His Ser Val Leu Glu Met 

-35 -30 -25 

Leu Arg Thr Pro Arg Thr Pro Pro Trp Pro Cys Val Ser Leu Leu Trp 

-20 -15 -10 

Ala Pro Arg Xaa Phe Ala Ser Ser Cys Ser Gin Ala Phe Thr Thr Leu 

-5 15 10 

Xaa Xaa Asn Cys Leu Leu Thr Asn Pro Ser Pro Thr Leu Asp Cys Asp 

15 20 25 

Leu Pro Glu Gly Ser Glu lie Leu Asn Ser Ser Leu Tyr Pro His Cys 

30 35 40 

Leu Leu Ser Ala Trp Asn Thr Arg His Ser Thr 

50 







45 


ly 


<210> 


4641 




<211> 


177 




<212> 


PRT 




<213> 


Homo 



<220> 

<221> SIGNAL 
<222> -25. . -1 
<223> score 4.3 

seq ALYLSLNLYFANS/LY 



<400> 4641 

Met Tyr Cys Leu Xaa Cys Val Glu Lys lie Ala Lys Ala Leu Tyr Leu 
-25 -20 -15 -10 

Ser Leu Asn Leu Tyr Phe Ala Asn Ser Leu Tyr Tyr Met Cys Val Cys 

-5 15 
Ser Tyr lie Tyr Phe Tyr Leu Xaa lie Tyr Xaa Tyr Xaa Leu lie Lys 

10 15 20 

Xaa Xaa Ser Tyr Tyr Val Ala Gin Thr Gly Leu 
25 30 



<210> 4642 
<211> 210 
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<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -38. . -1 
<223> score 7.9 

seq LPFLSLFWPWAPG/AV 



fit 



<400> 4642 

Met Gly Gly Phe Phe Pro Pro Thr Glu Val Arg Glu Val Cys Ala Asn 

-35 -30 -25 

Gin Gly Ala Ala His Asn Arg Asp Arg Leu Pro Phe Leu Ser Leu Phe 

-20 -15 -10 

Trp Pro Trp Ala Pro Gly Ala Val Ser Val Gly Gin Ala Arg Tyr Arg 

-5 15 10 

Thr Pro Thr Thr Xaa Ala Pro Ser Ala Ser Val Pro Trp Pro Arg Ala 

15 20 25 

Gly Thr Cys Arg Thr Pro 
30 

<210> 4643 

<211> 207 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -20. . -1 
<223> score 7.2 

seq LALWLGAVGVGVA/EP 



<400> 4643 

Met Arg Arg Leu Leu lie Pro Leu Ala Leu Trp Leu Gly Ala Val Gly 
-20 -15 -10 -5 

Val Gly Val Ala Glu Pro Pro Xaa Glu Ala Gin Arg Arg Gly Xaa Gin 

15 10 
Val Ala Leu Glu Glu Phe His Lys His Pro Pro Val Gin Trp Ala Phe 

15 20 25 

Gin Glu Thr Ser Val Glu Ser Ala Val Asp Thr Pro Xaa Pro Ala Gly 

30 35 40 

lie Phe Val Arg Pro 
45 

<210> 4644 

<211> 234 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -27. . -1 
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<223> score 3.6 

seq RVLAGXSLRRCEA/AG 



<400> 4644 
Met Ala Gly Ser 
-25 

Leu Ala Gly Xaa 
-10 

Pro Thr Pro Pro 

Ser Arg Leu Arg 
25 

Pro Ser Glu Ser 
40 



Glu Glu Leu Gly 
-20 

Ser Leu Arg Arg 
-5 

Arg Ser Pro Ala 
10 

Arg Cys Leu Pro 

Pro Arg Pro Cys 
45 



Leu Arg Glu Asp 

Cys Glu Ala Ala 
1 

Gin Glu Glu Pro 
15 

Cys Ser Xaa Gly 
30 

Ser Leu Pro lie 



Thr Leu Arg Val 
-15 

Gly Ser Pro Val 
5 

Xaa Asp Phe Leu 
20 

Arg Gly Ala Ala 

35 
Arg Pro 
50 



<210> 4645 

<211> 231 

iP^ <212> PRT 

,fk <213> Homo sapiens 

fl <220> 

f: <221> SIGNAL 

W <222> -41. . -1 

^4J <223> score 9.5 

^ seq LIIFLSFLPFINS/SF 



<400> 4645 

Met Phe Gin Asn lie Gin Lys Cys Leu Asn Val Pro Phe Val Arg Gly 

-40 -35 -30 

Tyr His Val Phe Tyr He Asn Leu Asn Ala Val He Leu He He Phe 
-25 -20 -15 -10 

Leu Ser Phe Leu Pro Phe He Asn Ser Ser Phe Val Tyr Lys Thr Asn 

-5 15 
Pro Leu Tyr Asp Ala He Ser Asn Tyr Val Phe Ser Phe Arg Tyr Pro 

10 15 20 

Asn Leu Xaa Xaa Phe Ala Leu Asp Val Arg Leu Val Phe 

25 30 35 



<210> 4646 

<211> 222 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -22 . . -1 
<223> score 10.3 

seq FLLLLLLLLLTRW/AP 



<400> 4646 

Met He Arg Ala Ala Pro Pro Pro Leu Phe Leu Leu Leu Leu Leu Leu 
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^ # 



-20 -15 -10 

Leu Leu Leu Thr Arg Trp Ala Pro His Arg Ala Met Ala Pro Ser Trp 

-5 15 10 

Ser Ser Xaa Met Val Ser Pro Trp Ser Thr Thr Pro lie Leu Gly He 

15 20 25 

Xaa Leu Pro Met Cys Tyr Thr Trp Ser Pro Gin Leu Gly Trp Ala Ser 

30 35 40 

Pro Thr Pro Met Thr Ser Phe Met Gin Leu 
45 50 

<210> 4647 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -44 . . -1 
<223> score 4 . 8 

seq LTFCLVDLSNVDS/GM 



^ <400> 4647 

-UJ Met Tyr He Leu Leu lie Trp Gly Gly Glu Phe Cys Arg Cys Leu Leu 

-40 -35 -30 

Gly Leu Leu Gly Ala Glu Leu Ser Ser He Pro Trp He Ser Leu Leu 
^ -25 -20 -15 

7' Thr Phe Cys Leu Val Asp Leu Ser Asn Val Asp Ser Gly Met Leu Lys 
-10 -5 1 

Ser Pro He He He Val Trp Glu Ser Lys Ser Leu Cys Arg Ser Leu 
5;,^ 5 10 15 20 

Arg Thr Cys Leu Met Asn Leu Gly Ala 
± 25 

O <210> 4648 
<211> 195 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -46. . -1 
<223> score 3.5 

seq RWLCLQAYLASFS/LE 



<400> 4648 

Met Ser Leu Thr Ala Ser Gly Pro 

-45 -40 
Gly Gly Leu His Thr Trp Gly Ala 
-30 -25 
Gin Arg Trp Leu Cys Leu Gin Ala 
-10 

Ser Pro His Arg He Tyr Leu Glu 



Arg Ala Ala Trp Glu Glu Arg Val 
-35 

Asn He Pro Thr Ala Pro Asp Ser 
-20 -15 
Tyr Leu Ala Ser Phe Ser Leu Glu 

-5 1 
Ser Pro Pro Thr Leu Leu Phe Pro 
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5 10 15 

Pro 

<210> 4649 
<211> 156 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -41 . . -1 
<223> score 9.9 

seq ILPFLLFPFPVNA/RS 



-"1:1 5 



<400> 4649 

Met Ser Ser Trp Met Tyr Leu Gly Tyr Pro lie Val Thr Ser Asn Thr 

-40 -35 -30 

Thr Cys Leu Lys Leu lie Ser Ser Ser Phe Pro Gin lie Leu Pro Phe 
-25 -20 -15 -10 

Leu Leu Phe Pro Phe Pro Val Asn Ala Arg Ser His Xaa Val Ala Gin 
-5 15 

Thr Lys Ser Pro 

yj 10 

^ <210> 4650 
^ <211> 192 
<212> PRT 
^ss:^ <213> Homo sapiens 

•fii 

p: <220> 

^ <221> SIGNAL 

-■^ <222> -41. . -1 

O <223> score 5 

O seq RLLLILSGCLVYG/TA 



<400> 4650 

Met Ala Gly Gly Met Lys Val Ala 

-40 -35 
Pro Trp Gly Ser Gly Val Gly Gly 
-25 -20 
lie Leu Ser Gly Cys Leu Val Tyr 
-5 

Val Val Met Leu Gin Glu Ser Gin 
10 15 

<210> 4651 

<211> 177 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 



Val Ser Pro Ala Val Gly Pro Gly 
-30 

Gly Gly Thr Val Arg Leu Leu Leu 
-15 -10 
Gly Thr Ala Glu Thr Asp Val Asn 

1 5 
Val Cys Glu Lys Arg Ala Ser Leu 
20 
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<222> -14 . . -1 
<223> score 5.4 

seq FLSLSPLYSPCPC/DY 



<400> 4651 

Met Phe Leu Ser Leu Ser Pro Leu Tyr Ser Pro Cys Pro Cys Asp Tyr 

-10 -5 1 

lie Leu Met Pro Gly Asn Lys Pro Leu Ser His Val His Val Leu Ser 

5 10 15 

Pro Tyr Pro Lys Thr Val Ser Ser Cys Pro Cys Trp Arg He Tyr Val 

20 25 30 

Leu Lys Phe Leu Leu Cys Pro Tyr Arg Arg Gly 
35 40 45 

<210> 4652 
<211> 324 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -20. . -1 
^ <223> score 6.8 

seq GLLWMLFVSELRA/AT 



<400> 4652 

Q Met Arg Lys Thr Arg Leu Trp Gly Leu Leu Trp Met Leu Phe Val Ser 
m "20 -15 -10 -5 

iy Glu Leu Arg Ala Ala Thr Lys Leu Thr Glu Glu Lys Tyr Glu Leu Lys 
% 15 10 

2; Glu Gly Gin Thr Leu Asp Val Lys Cys Asp Tyr Thr Leu Glu Lys Phe 
y 15 20 25 

y Ala Ser Ser Gin Lys Ala Trp Gin He He Arg Asp Gly Glu Met Pro 
30 35 40 

Lys Thr Leu Ala Cys Thr Glu Arg Pro Ser Lys Asn Ser His Pro Val 
45 50 55 60 

Gin Val Gly Arg He He Leu Glu Asp Tyr His Asp His Gly Leu Leu 

65 70 75 

Arg Val Arg Met Val Asn Leu Gin Val Xaa Asp Ser 
80 85 

<210> 4653 
<211> 228 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -25. . -1 
<223> score 3.5 

seq IFLGKSLFSLLEA/MI 
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<400> 4653 

Met Ser Phe Asn 

-25 

Lys Ser Leu Phe 

Lys Pro Arg Lys 
10 

Gly Ser Gly Leu 
25 

Ser Val Leu Val 
40 



Leu Gin Ser Ser 
-20 

Ser Leu Leu Glu 
-5 

Asn Val Ala Gly 
15 

Gly Arg Leu Leu 
30 

Leu Trp Asp lie 
45 



Lys Lys Leu Phe 
-15 

Ala Met lie Phe 
1 

Glu He Val Leu 

Ala Leu Gin Phe 
35 

Asn Lys Glu Gly 
50 



lie Phe Leu Gly 
-10 

Ala Leu Leu Pro 
5 

He Thr Gly Ala 
20 

Ala Arg Leu Gly 



<210> 4654 
<211> 390 
<212> PRT 

<213> Homo sapiens 



ru 



<220> 

<221> SIGNAL 
<222> -21 . . -1 
<223> score 5.1 

seq PLLLLLPLLNVEP/SG 



<400> 4654 


















Met 


Ser 


Pro 


Pro 


Pro Leu 


Leu 


Gin 


Pro Leu Leu Leu 


Leu 


Leu Pro 


Leu 




-20 








-15 




-10 








Leu 


Asn 


Val 


Glu 


Pro Ser 


Gly Ala 


Thr Leu He Arg 


He 


Pro Leu 


His 


-5 








1 






5 




10 




Arg 


Val 


Gin 


Pro 


Gly Arg Arg 


He 


Leu Asn Leu Leu 


Arg Gly Trp Xaa 








15 








20 




25 




Glu 


Pro 


Ala 


Glu 


Leu Pro 


Lys 


Leu 


Gly Ala Pro Ser 


Pro 


Gly Asp 


Lys 






30 








35 




40 






Pro 


He 


Phe 


Val 


Pro Leu 


Ser 


Asn 


Tyr Arg Asp Val 


Gin 


Tyr Phe 


Gly 




45 








50 




55 






Glu 


He 


Gly 


Leu Gly Thr 


Pro 


Pro 


Gin Asn Phe Thr 


Val 


Ala Phe 


Asp 


60 








65 






70 






75 


Thr 


Gly 


Ser 


Ser 


Asn Leu 


Trp 


Val 


Pro Ser Arg Arg 


Cys 


His Phe 


Phe 










80 






85 




90 




Ser 


Val 


Pro 


Cys 


Trp Leu 


His 


Thr 


Asp Leu He Pro 


Lys 


Pro Leu 


Ala 








95 








100 




105 




Pro 


Ser 





















<210> 4655 
<211> 339 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -18 . . -1 
<223> score 10.4 

seq LLQWLLLLLPTLC/GP 
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<400> 4655 

Met Ala Glu Ser His Leu Leu Gin Trp Leu Leu Leu Leu Leu Pro Thr 

-15 -10 -5 

Leu Cys Gly Pro Gly Thr Ala Ala Trp Xaa Thr Ser Ser Leu Ala Cys 

15 10 
Ala Gin Gly Pro Glu Phe Trp Cys Gin Ser Leu Glu Gin Ala Leu Xaa 
15 20 25 30 

Cys Arg Ala Leu Gly His Cys Leu Gin Glu Val Trp Gly His Xaa Gly 

35 40 45 

Ala Asp Asp Leu Cys Gin Glu Cys Glu Asp He Val His He Leu Asn 

50 55 60 

Lys Met Ala Lys Glu Ala He Phe Gin Asp Thr Met Arg Lys Phe Leu 

65 70 75 

Glu Gin Glu Cys Asn Val Leu Pro Leu Lys Leu Leu Met Pro Gin Cys 
80 85 90 

Thr 
95 





<210> 


4656 


in 


<211> 


204 


1^ 


<212> 


PRT 


w 


<213> 


Homo sapiens 








<220> 






<221> 


SIGNAL 




<222> 


-42 . . -1 




<223> 


score 7.2 



seq ILFSLSFLLVIIT/FP 



<400> 4656 

Met Asp Ser Arg Val Ser Ser Pro Glu Lys Gin Asp Lys Glu Asn Phe 

-40 -35 -30 

Val Gly Val Asn Asn Lys Arg Leu Gly Val Cys Gly Trp He Leu Phe 

-25 -20 -15 

Ser Leu Ser Phe Leu Leu Val He He Thr Phe Pro He Ser He Trp 
-10 -5 15 

Met Cys Leu Lys He He Lys Xaa Tyr Glu Arg Xaa Val Val Phe Arg 

10 15 20 

Leu Gly Arg His 
25 



<210> 4657 

<211> 222 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -41. . -1 
<223> score 3.5 

seq QLLGCLQCCWLQS/GR 
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<400> 4657 

Met Phe Tyr Val Ala Met Thr Lys Thr His Lys Arg lie Arg Ser Leu 

-40 -35 -30 

Cys Asn lie His His Gly Leu Phe Gin Phe Thr Gin Gin Leu Leu Gly 
-25 -20 -15 -10 

Cys Leu Gin Cys Cys Trp Leu Gin Ser Gly Arg Ala Pro Ala Thr Tyr 

-5 15 
Tyr Leu Val Glu Ser He Glu Lys Ser Ala His Gly Ser Val Leu Xaa 

10 15 20 

Thr Tyr Asp Gin Thr Gin Thr Arg He Gly 
25 30 

<210> 4658 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -30. . -1 
<223> score 5.8 

seq KLLFVLFLRQCLT/LL 

:, 

^ <400> 4658 

Met Xaa Asp Xaa Val Xaa Ser Ser He Gin Ala Leu Arg Leu Asn He 
PI -30 -25 -20 -15 

J5 Lys Lys Leu Leu Phe Val Leu Phe Leu Arg Gin Cys Leu Thr Leu Leu 

-10 -5 1 

Pro Arg Leu Glu Cys Ser Gly Thr Val Ser Ala His Cys Asn Leu Cys 

5 10 15 

Leu Leu Gly Ser Ser Asn Ser Pro Ala Ser Ala Ser Gin Val Ala Gly 

20 25 30 

Leu Leu Ser Cys Ala Thr Leu Pro Gly 
35 40 

<210> 4659 

<211> 237 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -16. . -1 

<223> score 14.8 

seq SLPLLLLLLGAWA/IP 



<400> 4659 

Met Arg Leu Ser Leu Pro Leu Leu Leu Leu Leu Leu Gly Ala Trp Ala 

-15 -10 -5 

He Pro Gly Gly Leu Gly Asp Arg Ala Pro Leu Thr Ala Thr Ala Pro 
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15 10 15 

Gin Leu Asp Asp Glu Glu Met Tyr Ser Ala His Met Pro Ala His Leu 

20 25 30 

Arg Cys Asp Ala Cys Arg Ala Val Ala Tyr Gin Val Ser Pro Ser Pro 

35 40 45 

Leu Ser Pro Ala Leu Leu Thr Pro Leu Leu Lys Pro Ala Pro Thr 
50 55 60 

<210> 4660 
<211> 162 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -49. . -1 
<223> score 8.5 

seq IVFLLLRVSPCLG/PS 



<400> 4660 

Met His He Phe Ser He Cys Cys Met Xaa Ser Glu Leu His Lys Met 
I, -40 -35 

Lys Ser Leu Ser Leu Gin Leu Ala Ser Glu Lys Arg Ser Leu Val Ala 
^ -30 -25 -20 

Leu Val Glu Glu He Val Phe Leu Leu Leu Arg Val Ser Pro Cys Leu 
^ -15 -10 -5 

Gly Pro Ser Xaa Lys Pro 
1 5 



111 



-"bar 






m 


<210> 


4661 


I y 


<211> 
<212> 


156 
PRT 


M 


<213> 


Homo sapiens 




<220> 






<221> 


SIGNAL 




<222> 


-23. .-1 




<223> 


score 3 . 7 



seq TNLLCLTFQRCQS/YN 



<400> 4661 

Met Leu Ser Gin Ser Phe Gin Lys Asn Lys Thr Asn Leu Leu Cys Leu 

-20 -15 -10 

Thr Phe Gin Arg Cys Gin Ser Tyr Asn Trp Leu Asn He Phe Glu Ala 

-5 1 5 

Thr Tyr Met Thr Thr Leu Phe He Ser Val He Xaa Thr Asn Phe Leu 
10 15 20 25 

Lys Arg Tyr Leu 

<210> 4662 
<211> 207 
<212> PRT 
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<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -15 . . -1 
<223> score 3 . 6 

seq WEASSSVRLASS/EV 



<400> 4662 

Met Leu Val Val Glu Ala Ser Ser Ser Val Arg Leu Ala Ser Ser Glu 
-15 -10 -5 1 

Val Thr Ser Trp Ser lie Leu Val Thr Pro Ser Ala Ser Thr Pro He 

5 10 15 

He Ser Leu Ser Ala Gly Pro Leu Arg Thr Pro Ser His Ser Lys Thr 

20 25 30 

Trp Leu Leu Leu Gly Ala Leu Glu Pro Ala Ser Glu Arg Pro Cys Ser 

35 40 45 

Ser Val Leu Arg Ser 
50 

<210> 4663 
<211> 165 
^ <212> PRT 

<213> Homo sapiens 

<220> 
a <221> SIGNAL 

g <222> -35. . -1 
^ <223> score 5.4 
hi seq LVWCYLSWRVSS/RS 

H r? 

M <400> 4663 

M Met Pro Leu Lys Asn Leu Phe Ser Val Gly Leu Trp Asp Pro Tyr Asn 
-35 -30 -25 -20 

Leu Leu Lys Lys His Val Leu Val Val Val Cys Tyr Leu Ser Trp Arg 

-15 -10 -5 

Val Ser Ser Arg Ser Trp Thr Leu Leu He Thr Pro Val Thr Leu His 

15 10 
Ala Ser Leu Ser Thr Gin Ala 
15 20 



<210> 4664 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 5.3 

seq LFHLLFLPHYIET/FK 
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<400> 4664 

Met Cys Ser His Ala Ser Met Ser Phe His Thr Leu Phe His Leu Leu 
-20 -15 -10 

Phe Leu Pro His Tyr lie Glu Thr Phe Lys Pro Gin Ser Lys His Cys 
-5 15 

Phe Phe Trp lie Ala Ala Phe Leu Thr Ser Leu Leu Thr Pro Gin Ser 
10 15 20 

Leu Gin Gly Phe His Ser Ser Leu Cys Ala Leu Arg Ser Gin His Phe 

25 30 35 40 

Pro Ser Thr Cys Asn Cys Phe Cys Tyr 
45 

<210> 4665 
<211> 168 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -17. . -1 
<223> score 3.8 

seq TVLSGCASRGTTG/LP 



ifii 



^ <400> 4665 

^ Met Glu Ser Phe Thr Val Leu Ser Gly Cys Ala Ser Arg Gly Thr Thr 
-15 -10 -5 

Gly Leu Pro Gin Glu Val His Val Leu Asn Leu Arg Thr Ala Gly Gin 

15 10 15 

Gly Pro Gly Gin Leu Gin Arg Glu Val Thr Leu His Leu Asn Pro lie 

20 25 30 

Ser Ser Val His lie His His Asn 
35 

<210> 4666 
<211> 177 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -26. . -1 
<223> score 8.7 

seq LLLLDVPTAAVQA/SP 



<400> 4666 

Met Thr Leu Ser Pro Leu Leu Leu Phe Leu Pro Pro Leu Leu Leu Leu 

-25 -20 -15 

Leu Asp Val Pro Thr Ala Ala Val Gin Ala Ser Pro Leu Gin Ala Leu 

-10 -5 15 

Asp Phe Phe Gly Asn Gly Pro Pro Val Asn Tyr Lys Thr Gly Asn Leu 
10 15 20 
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Tyr Leu Arg Gly Pro Leu Lys Lys Ser Asn Ala 
25 30 

<210> 4667 
<211> 270 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -17 . . -1 
<223> score 5.5 

seq LHLPALSSSCLWT/FP 



<400> 4667 

Met Gly Gly Phe Leu His Leu Pro Ala Leu Ser Ser Ser Cys Leu Trp 

-15 -10 -5 

Thr Phe Pro Pro Met Cys Val Arg He Phe Ser Tyr Val Pro Leu Pro 
_ 1 5 10 15 

He Leu Thr Pro Lys Thr He Asn Leu He Pro Val Leu Ala He Cys 

20 25 30 

Ser Cys Leu Pro Gly Pro Gly Pro Ala Leu Pro Leu Pro Ala Phe Pro 

35 40 45 

Thr Leu Leu Val Ser Trp Tyr His Cys Pro Pro Gin Lys Lys Thr Gly 

50 55 60 

Met Met Asp Thr Asp Asp Phe Arg Ala Cys 
65 70 



3PS 



<210> 4668 
<211> 213 
<212> PRT 



^ <213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -41. . -1 
<223> score 3.9 

seq CRCLITLPRSCRP/ST 



<400> 4668 
Met Leu Gly Pro Pro 
-40 

Pro Gin Gly Ser Ser 
-25 

He Thr Leu Pro Arg 
-5 

Ala Ser Thr Arg Ser 
10 

Ser Cys Ser Thr Thr 
25 

<210> 4669 



Leu Gin Pro Gly Ser His 
-35 

Gly Leu Thr Pro Pro Phe 
-20 -15 
Ser Cys Arg Pro Ser Thr 
1 

Ser Gin Arg Pro Xaa Ser 
15 

Ala Thr 
30 



Gly Lys Val Leu Ala 
-30 

Pro Cys Arg Cys Leu 
-10 

Ser Val Pro Arg Xaa 
5 

Ser Cys Trp Arg Ser 
20 
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<211> 216 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -28 . . -1 
<223> score 8 

seq IVFCFVFLRQSLA/LS 



<400> 4669 




























Met 


He 


Arg 


Phe 
-25 


Ser 


Leu 


He 


Trp 


Lys 
-20 


Leu 


Met 


He 


Asp 


Phe 
-15 


He 


He 


Val 


Phe 


Cys 


Phe 


Val 


Phe 


Leu 


Arg 


Gin 


Ser 


Leu 


Ala 


Leu 


Ser 


Pro 


Arg 






-10 










-5 










1 






Leu 


Glu 


Cys 


Ser 


Gly 


Ala 


He 


Ser 


Xaa 


His 


Ser 


Asn 


Leu 


Xaa 


Xaa 


Pro 


5 










10 










15 










20 


Ala 


Phe 


Lys 


Gin 


Phe 
25 


Ser 


Cys 


Leu 


Ser 


Leu 
30 


Leu 


Ser 


Ser 


Trp 


Asp 
35 


Cys 


Arg 


Cys 


Pro 


Thr 
40 


Met 


Pro 


Asp 


Cys 



















^ <210> 4670 

m <211> 192 

^ <212> PRT 

i.n <213> Homo sapiens 

.fn <220> 

51 <221> SIGNAL 

^ <222> -15. . -1 

^2 <223> score 6.7 

4; seq LFVLFLFLFFSFL/FF 



<400> 4670 

Met Arg Leu Phe Val Leu Phe Leu Phe Leu Phe Phe Ser Phe Leu Phe 
-15 -10 -5 1 

Phe Xaa Xaa Gly Ser Leu Ala Leu Leu Pro Arg Leu Glu Cys Ser Gly 

5 10 15 

Met He Leu Ala His Cys Lys Leu His Leu Pro Gly Ser Arg His Ser 

20 25 30 

Pro Ala Ser Ala Ser Arg Val Ala Ala Thr He Gly Thr Arg His His 
35 40 45 



<210> 4671 

<211> 171 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -20. . -1 
<223> score 4.4 
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seq LHLLGSSDSXCXS/LP 



<400> 4671 

Met He Ser Ala His His Asn Leu His Leu Leu Gly Ser Ser Asp Ser 
-20 -15 -10 _5 

Xaa Cys Xaa Ser Leu Pro Ser Ser Trp Asp Tyr Ser His Ala Pro Ser 

15 10 
Arg Pro Ala Asn Phe Val Phe Leu Val Glu Thr Gly Phe Leu Tyr Val 

15 20 25 

Gly Gin Ala Gly Leu Glu Leu Pro Thr 
30 35 

<210> 4672 
<211> 183 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -27 . , -1 
<223> score 5.9 

seq ITLFICFFETGSC/SV 



^ <400> 4672 

Met Met Ala Trp Leu Val Leu Lys Gin Lys Asn Arg Trp Leu He Thr 
■a -25 -20 -15 

fj Leu Phe He Cys Phe Phe Glu Thr Gly Ser Cys Ser Val Ala Gin Ala 

m -5 1 5 

Gly Val Gin Trp His Asp His Ser Ser Leu Arg Leu Pro Pro Trp Gly 
10 15 20 

2 Ser Ser Tyr Pro Pro Thr Leu Ala Ser Gin Gin Val Arg 
25 30 



<210> 4673 
<211> 156 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19 . . -1 
<223> score 7 

seq STWLQVLTQATS/QD 



<400> 4673 

Met Asp Leu Asn Ser Ala Ser Thr 
-15 

Ala Thr Ser Gin Asp Thr Ala Val 

1 5 
Lys Gin Trp Glu Thr Gin Pro Gly 
15 20 



Val Val Leu Gin Val Leu Thr Gin 

-10 -5 
Leu Lys Pro Ala Glu Glu Gin Leu 
10 

Phe Tyr Ser Val Leu Leu Asn He 
25 
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Phe Thr Asn His 
30 

<210> 4674 
<211> 192 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 7.9 

seq LLLALLLPGGDNA/DA 



<400> 4674 

Met Leu Phe Leu Gin Phe Leu Leu Leu Ala Leu Leu Leu Pro Gly Gly 

-15 -10 -5 

Asp Asn Ala Asp Ala Ser Gin Glu His Val Ser Phe His Val lie Gin 

^5 10 

yz lie Phe Ser Phe Val Asn Gin Ser Trp Ala Arg Gly Gin Gly Ser Gly 

f; 15 2 0 25 

Trp Leu Glu Xaa Leu Gin Thr His Gly Trp Asp Ser Glu Ser Asp Thr 

W 30 35 40 45 

^ <210> 4675 
un <211> 183 
^ <212> PRT 



<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -16. . -1 
<223> score 3.5 

seq LQALLWALHSHP/AE 



<400> 4675 

Met Pro Gly Leu Gin Ala Leu Leu Val Val Ala Leu His Ser His Pro 

-15 -10 -5 

Ala Glu Glu Asp Leu Leu Asp Trp He Phe Ser Gly Arg Ser Leu Thr 
15 10 15 

Leu Ser Pro Arg Leu Glu Cys Ser Gly Thr He Ser Ala His Cys Lys 

20 25 30 

Leu Arg Leu Pro Asp He Val Leu Tyr Leu Pro Met Arg 
35 40 45 

<210> 4676 
<211> 273 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
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<222> -49. . -1 
<223> score 6.4 

seq AVSFAPLIQPCHS/ES 



S P3 



<400> 4676 

Met Lys Asn Leu Leu Lys Val Gly Gly He Leu Val Met Pro Leu Glu 

-45 -40 _35 

Glu Lys Leu Thr Lys He Thr Arg Thr Gly Pro Ser Ala Trp Glu Thr 

-30 -25 -20 

Xaa Lys He Leu Ala Val Ser Phe Ala Pro Leu He Gin Pro Cys His 

-15 -10 _5 

Ser Glu Ser Gly Lys Ser Arg Leu Val Gin Leu Pro Pro Val Ala Val 

^ S 10 15 

Arg Ser Leu Gin Asp Leu Ala Arg He Ala He Arg Gly Thr He Lys 

20 25 30 

Lys He He His Gin Glu Thr Val Ser Lys Asn 
35 40 

<210> 4677 
<211> 168 



f^- <212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -36. . -1 
<223> score 4.6 

seq TLLLWCFSALLPT/ IV 



''^ <400> 4677 

J Met Asp Lys Phe Asn Val Thr Lys Pro Val Glu Tyr Leu Asn Asn Pro 
M -35 -30 _25 

O He He Thr Gin Phe Phe Pro Thr Leu Leu Leu Trp Cys Phe Ser Ala 
-20 -15 -10 _5 

Leu Leu Pro Thr He Val Tyr Tyr Ser Ala Phe Phe Glu Ala His Trp 

1 5 10 

Thr Arg Ser Gly Glu Asn Arg Thr 
15 20 



<210> 4678 
<211> 222 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -43 . . -1 
<223> score 3 . 5 

seq QHWLLGGFPRTLG/QA 



<400> 4678 
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y I 



4j 



Met Ala Lys Gin Tyr He Glu Lys Ser Leu Leu Val Pro Asp His Val 

-40 -35 -30 

He Thr Arg Leu Met Met Ser Glu Leu Glu Asn Arg Arg Gly Gin His 

-25 -20 -15 

Trp Leu Leu Gly Gly Phe Pro Arg Thr Leu Gly Gin Ala Glu Ala Leu 

-10 -5 1 5 

Asp Lys He Cys Glu Val Asp Leu Val He Ser Leu Asn He Pro Phe 

10 15 20 

Glu Thr Leu Lys Asp Arg Leu Ser Arg Gin 
25 30 

<210> 4679 

<211> 198 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -45 . . -1 
<223> score 3.6 

seq ALLELIDSPECLS/KC 



yj <400> 4679 



Met Ala Leu His Phe Gin Ser Leu Ala Glu Leu Glu Xaa Leu Cys Thr 
-45 -40 -35 -30 

His Leu Tyr He Gly Thr Asp Leu Thr Gin Arg He Glu Ala Glu Lys 

-25 -20 -15 

Ala Leu Leu Glu Leu He Asp Ser Pro Glu Cys Leu Ser Lys Cys Gin 

-10 -5 1 

Leu Leu Leu Glu Gin Gly Thr Thr Ser Tyr Ala Gin Leu Leu Ala Ala 

5 10 15 

Thr Xaa 
20 



<210> 4680 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -29. . -1 
<223> score 7.6 

seq PTLAIALAANAWA/FV 



<400> 4680 

Met Tyr Thr Tyr Gly Asn Lys Gin His Asn Ser Pro Thr Trp Asp Asp 

-25 -20 -15 

Pro Thr Leu Ala He Ala Leu Ala Ala Asn Ala Trp Ala Phe Val Leu 

-10 -5 1 

Phe Tyr Val He Pro Glu Val Ser Gin Val Thr Lys Ser Ser Pro Glu 
5 10 15 
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Gin Ser Tyr Gin Gly Asp Met Tyr Pro Thr Arg Asp 
20 25 30 

<210> 4681 
<211> 168 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -43 . . -1 
<223> score 6.1 

seq SAATLASLGGTSS/RR 



<400> 4681 

Met Lys Glu Leu Glu Arg Gin Gin Lys Glu Val Glu Glu Arg Pro Glu 

-40 -35 -30 

Lys Asp Phe Thr Glu Lys Gly Ser Arg Asn Met Pro Gly Leu Ser Ala 

-25 -20 -15 

Ala Thr Leu Ala Ser Leu Gly Gly Thr Ser Ser Arg Arg Gly Ser Gly 

-10 -5 15 

Asp Thr Ser lie Ser lie Asp Pro 
yj 10 



1^ 



--Q <210> 4682 



<211> 219 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 

■•^ <222> -36 . . -1 

O <223> score 5.3 

O seq ALYIMCVPHSVWG/CA 



<400> 4682 

Met Phe Arg Ser Asp Arg Met Trp 

-35 -30 
Ser Pro Leu Leu Phe Leu Phe Ala 
-20 -15 
Ser Val Trp Gly Cys Ala Asn Cys 
1 

Gly Thr Phe Thr Ser Pro Cys Tyr 

15 20 
Ala Cys Met Trp Thr Leu Arg Asp 
30 35 

<210> 4683 
<211> 378 
<212> PRT 

<213> Homo sapiens 



Xaa Cys His Trp Lys Trp Lys Pro 
-25 

Leu Tyr lie Met Cys Val Pro His 

-10 -5 
Arg Val Val Leu Ser Asn Pro Ser 
5 10 
Pro Asn Asp Tyr Pro Asn Ser Gin 
25 

Pro 
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<220> 

<221> SIGNAL 
<222> -30 . . -1 
<223> score 10.6 

seq GLLCCAALSLLWA/GP 



<400> 4683 

Met His Arg Tyr Arg Arg Pro Leu Arg His Ala Ala Ser Ala Met Ser 
-30 -25 -20 -15 

lie Gly Leu Leu Cys Cys Ala Ala Leu Ser Leu Leu Trp Ala Gly Pro 

-10 -5 1 

Val Asn Ala Gly Val Thr Gin Thr Pro Lys Phe Gin Val Leu Lys Thr 

5 10 15 

Gly Gin Ser Met Thr Leu Gin Cys Ala Gin Asp Met Asn His Glu Tyr 

20 25 30 

Met Ser Trp Tyr Arg Gin Asp Pro Gly Met Gly Leu Arg Leu He His 
35 40 45 50 

Q ^^y "^^^ ^^p Gin Gly Glu Val Pro Asn Gly 

■J% 55 60 65 

Tyr Asn Val Ser Arg Ser Thr Thr Glu Asp Phe Pro Leu Arg Leu Leu 
^ 70 75 80 

f"^ Ser Ala Ala Pro Ser Gin Thr Ser Val Tyr Phe Cys Ala Ser 
W 85 90 95 

^ <210> 4684 

^ <211> 390 

7" <212> PRT 

g <213> Homo sapiens 

^ <220> 

<221> SIGNAL 
=f= <222> -48 . . -1 

<223> score 5.7 

seq LLLFFGICLLWGG/VG 



<400> 4684 
Met He Ala He Tyr 
-45 

Phe Met Leu Leu Met 
-30 

Val Thr Asp Leu Leu 
-15 

Val Gly Val Leu Ser 
1 5 
Gly Lys Asp Phe Lys 
20 

Met Thr Ser He Leu 
35 

Val Phe Gly Met Cys 
50 

Leu Glu Arg Thr Thr 
65 



Gly Lys Asn Phe Cys Val 
-40 

Arg Asn He Val Arg Val 
-25 

Leu Phe Phe Gly Lys Leu 
-10 

Phe Phe Phe Phe Ser Gly 
10 

Ser Pro His Leu Asn Tyr 
25 

Gly Ala Tyr Val He Ala 
40 

Val Asp Thr Leu Phe Leu 
55 

Ala Pro Trp Thr Ala Leu 
70 75 



Ser Ala Lys Asn Ala 
-35 

Val Val Leu Asp Lys 
-20 

Leu Val Val Gly Gly 
-5 

Arg He Pro Gly Leu 
15 

Tyr Trp Leu Pro Xaa 
30 

Ser Gly Phe Phe Ser 
45 

Cys Phe Leu Glu Asp 
60 

Leu His Val Gin Glu 
80 
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Leu Leu 

<210> 4685 
<211> 228 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -23 . . -1 
<223> score 6.2 

seq PLPLLLLLQPGLP/LF 



<400> 4685 

Met Asp Leu Val Cys Xaa Pro Leu Ser Val Pro Leu Pro Leu Leu Leu 
-20 -15 -10 

Leu Leu Gin Pro Gly Leu Pro Leu Phe Ser Ala Leu His Pro Arq Leu 
-5 1 5 ^ 

^ Cys Thr Glu Xaa His Xaa Xaa Xaa Arg Val Val Tyr Cys Leu Phe Cys 
^ 15 20 25 

Phe Leu Gly Phe Gin Cys Pro Ser Gly Met Gin Val Gly Ser Gin Pro 
1 35 40 

Val Cys Ser Leu Ser Ala Pro Pro Arg Pro Ala Pro 
S 45 50 

^ <210> 4686 
^ <211> 237 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 9.9 

seq ILFLVFLLAGLRS/KA 



<400> 4686 

Met Lys Ser Phe Ser Arg lie Leu 
-15 

Leu Arg Ser Lys Ala Ala Pro Ser 

1 5 
Phe Pro Asp Met Ala His Pro Ser 

15 20 
Ser Glu Asn Ser Lys Arg Asp Arg 
30 35 
Pro Tyr Pro Glu Pro Ser Lys Leu 
50 

<210> 4687 

<211> 264 

<212> PRT 

<213> Homo sapiens 



Phe Leu Val Phe Leu Leu Ala Gly 

-10 _5 
Ala Pro Leu Pro Leu Gly Cys Gly 
10 

Glu Thr Ser Pro Leu Lys Gly Ala 
25 

Leu Asn Pro Glu Phe Pro Gly Thr 

40 45 
Pro His Thr Val Ser Leu Glu 
55 60 
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<220> 

<221> SIGNAL 
<222> -15. . -1 
<223> score 7.5 

seq AVLLALLMAGLAL/QP 



<400> 4687 

Met Lys Ala Val Leu Leu Ala Leu Leu Met Ala Gly Leu Ala Leu Gin 
-15 -10 -5 1 

Pro Gly Thr Ala Leu Leu Cys Tyr Ser Trp Xaa Ala Gin Val Xaa Asn 

5 10 15 

Glu Asp Cys Leu Gin Val Glu Asn Cys Thr Gin Leu Gly Glu Gin Cys 

20 25 30 

Trp Thr Ala Arg He Arg Ala Val Gly Leu Leu Thr Val lie Ser Lys 

35 40 45 

Gly Cys Ser Leu Asn Cys Val Asp Xaa Ser Gin Asp Tyr Tyr Val Gly 
50 55 60 65 

Lys Lys Asn He Thr Cys Cys Asp 
70 

<210> 4688 
W <211> 384 
CI <212> PRT 

<213> Homo sapiens 

^ <220> 

^==1 <221> SIGNAL 

^ <222> -28. . -1 

<223> score 9.5 

seq LVXFSLLATAILG/AV 



<400> 4688 

Met Ala Ser Lys Gly Met Arg His Phe Cys Leu He Ser Glu Gin Leu 

-25 -20 -15 

Val Xaa Phe Ser Leu Leu Ala Thr Ala He Leu Gly Ala Val Ser Trp 

-10 -5 1 

Gin Pro Thr Asn Gly He Phe Leu Ser Met Phe Leu He Val Leu Pro 
5 10 15 20 

Leu Glu Ser Met Ala His Gly Leu Phe His Glu Leu Gly Asn Cys Leu 

25 30 35 

Gly Gly Thr Ser Val Gly Tyr Ala He Val He Pro Thr Asn Phe Cys 

40 45 50 

Ser Pro Asp Gly Gin Pro Thr Leu Leu Pro Pro Glu His Val Gin Glu 

55 60 65 

Leu Asn Leu Arg Ser Thr Gly Met Leu Asn Ala He Gin Arg Phe Phe 

70 75 80 

Ala Tyr His Met He Glu Thr Tyr Gly Cys Asp Tyr Ser Thr Ser Gly 
85 90 95 100 

<210> 4689 
<211> 177 
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<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -44 . . -1 
<223> score 3.7 

seq LAERLGLFEELWA/AQ 



<400> 4689 

Met Ala Leu Tyr Gin Arg Trp Arg Cys Leu Arg Leu Gin Gly Leu Gin 

-40 -35 -30 

Ala Cys Arg Leu His Thr Ala Val Val Ser Thr Pro Pro Arg Trp Leu 

-25 -20 -15 

Ala Glu Arg Leu Gly Leu Phe Glu Glu Leu Trp Ala Ala Gin Val Lys 

-10 -5 1 

Arg Leu Ala Ser Met Ala Gin Lys Glu Pro Gin 
r% ^ 10 15 

<210> 4690 

<211> 198 

1=^ <212> PRT 

yj <213> Homo sapiens 



<220> 
,J <221> SIGNAL 
^ <222> -29. . -1 
^ <223> score 13 
^ seq LLLVLLLVTRXRS/MP 



!~3 z 



<400> 4690 

Met Trp Leu Trp Glu Asp Gin Gly Gly Leu Leu Gly Pro Phe Ser Phe 

-25 -20 -15 

Leu Leu Leu Val Leu Leu Leu Val Thr Arg Xaa Arg Ser Met Pro Ala 

-10 -5 1 

Ser Ser Pro Ala Ala Ser Ser Phe Tyr Cys Ala Ser Ser Ala Xaa Ser 

5 10 15 

Arg Cys Pro Leu Ala Gly Pro Cys Arg Cys Ser Ser Pro Gly Thr Ala 
20 25 30 35 

Phe Leu 

<210> 4691 
<211> 264 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -48 . . -1 
<223> score 5.4 

seq ILLEVFVWNGLQG/LP 
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<400> 4691 
Met Xaa Pro Asn 
-45 

lie Phe Thr Cys 
-30 

Glu Asn Leu lie 
-15 

Leu Pro Ser Glu 
1 

Ser Leu Val Gly 
20 

Trp Ser Met Trp 
35 



Asn Phe Trp Gin 

Thr Gin Ser Ser 
-25 

Leu Leu Glu Val 
-10 

Leu Ser Asp Thr 
5 

Trp Trp Arg Thr 

Glu Ser Pro Pro 
40 



Lys Leu Gly Arg 
-40 

Thr Gly Glu Ala 

Phe Val Trp Asn 
-5 

Ser Gly Ser Ser 
10 

Leu Lys Met Ala 
25 



Lys Lys Pro Arg 
-35 

Ala Val Lys Ala 
-20 

Gly Leu Gin Gly 

Lys Lys Leu Gly 
15 

Pro Ala Cys Leu 
30 



:=3 s 



<210> 4692 
<211> 210 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -38 . . -1 
<223> score 3.6 

seq LSWLITWFGHXLS/DF 



<400> 4692 

Met Pro lie lie Asp Gin Val Asn Pro Glu Leu His Asp Phe Met Gin 

-35 -30 -25 

Ser Ala Glu Val Gly Thr lie Phe Ala Leu Ser Trp Leu lie Thr Trp 

-20 -15 -10 

Phe Gly His Xaa Leu Ser Asp Phe Arg His Val Val Arg Leu Tyr Asp 

-5 15 10 

Phe Phe Leu Ala Cys His Pro Leu Met Pro lie Tyr Phe Ala Ala Val 

15 20 25 

lie Val Leu Tyr Arg Glu 
30 



<210> 4693 

<211> 306 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -20 . . -1 
<223> score 3.9 

seq FLAPSSGVQPTLA/MP 



<400> 4693 

Met Val Arg Glu Arg Glu Ser Phe Leu Ala Pro Ser Ser Gly Val Gin 
-20 -15 -10 -5 
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Pro Thr Leu Ala Met Pro Asn lie Ala Val Gly Gin Asn Val Thr Val 

15 10 
Thr Glu Arg Val Leu Ala Pro Ala Ser Thr Leu Gin Ser Ser Tyr Gin 

15 20 25 

lie Pro Thr Glu Asn Ser Met Thr Ala Arg Asn Thr Thr Val Ser Gly 

30 35 40 

Ala Gly Val Pro Gly Pro Leu Pro Asp Phe Gly Leu Glu Glu Ser Gly 
45 50 55 60 

His Ser Asn Ser Thr lie Thr Thr Ser Ser Thr Arg Val Thr Lys His 

65 70 75 

Ser Thr Val Gin His Ser 
80 

<210> 4694 

<211> 186 

<212> PRT 

<213> Homo sapiens 

<220> 
^ <221> SIGNAL 

<222> -45. . -1 

<223> score 3 . 9 
N seq SLLTESSASRVHA/IX 



<400> 4694 

Met Cys Phe Arg Leu Arg Leu Phe lie Ala Pro Pro Pro Phe Phe Phe 
-45 -40 -35 -30 

Glu Thr Glu Ser Arg Ser Asp Ala Gin Ala Gly Xaa Gin Trp Xaa Arg 

-25 -20 -15 

Ser Leu Leu Thr Glu Ser Ser Ala Ser Arg Val His Ala lie Xaa Leu 

-10 -5 1 

Pro Gin Pro Pro Glu Xaa Leu Gly Leu Gin Ala Pro Thr Xaa 
5 10 15 

<210> 4695 

<211> 156 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -18. . -1 
<223> score 7.2 

seq LFFLLRIALASWA/LF 



<400> 4695 

Met Met Thr Leu Ala Leu Phe Phe 
-15 

Trp Ala Leu Phe Trp lie His Met 

1 5 
Leu Arg Trp Phe Asp lie Asn Ser 
15 20 



Leu Leu Arg lie Ala Leu Ala Ser 
-10 -5 
Asn Phe Arg Arg Ala Phe Phe His 
10 

Thr Glu Ser Val Asn Cys Phe Gly 
25 30 
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Gin Tyr Gly Leu 

<210> 4696 
<211> 255 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -45. . -1 
<223> score 6.7 

seq PMLGLAAFRWIWS/RE 



<400> 4696 

Met Asn Asn Leu Asn Asp Pro Pro Asn Trp Asn lie Arg Pro Asn Ser 
-45 -40 -35 -30 

Arg Ala Asp Gly Gly Asp Gly Ser Arg Trp Asn Tyr Ala Leu Leu Val 

-25 -20 -15 

Pro Met Leu Gly Leu Ala Ala Phe Arg Trp He Trp Ser Arg Glu Ser 

-10 -5 1 

Gin Lys Glu Val Glu Lys Glu Arg Glu Ala Tyr Arg Arg Arg Thr Ala 
5 10 15 

y Ala Phe Gin Gin Asp Leu Glu Ala Lys Tyr His Ala Met He Ser Xaa 
^ 20 25 30 35 

Asn Arg Arg Ala Val 
40 



■sap- 



<210> 4697 
<211> 255 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -20. . -1 
<223> score 9.6 

seq LLALLLCGRPGRG/QT 



<400> 4697 






Met 


Lys Ala 


Leu 


Gly 


-20 








Pro 


Gly Arg 


Gly 


Gin 
1 


His 


Gly Pro 


Asp 


Asp 




15 






Glu 


Glu Thr 


Asn 


Arg 




30 






Cys 


Tyr Thr 


Xaa 


Xaa 


45 








Gin 


Asn Cys 


Ser 


His 



65 



Ala Val Leu Leu Ala Leu 
-15 -10 
Thr Gin Gin Glu Glu Glu 
5 

Tyr Asp Glu Glu Asp Glu 
20 

Leu Pro Gly Gly Arg Ser 
35 

Ser Leu Pro Arg Asp Glu 
SO 55 



Leu Leu Cys Gly Arg 
-5 

Glu Glu Asp Glu Asp 
10 

Asp Glu Val Glu Glu 
25 

Arg Val Leu Leu Arg 
40 

Arg Cys Asn Leu Thr 
60 
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<210> 4698 
<211> 240 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 7.2 

seq VSIMLLLVTVSDC/AV 



■3 



r3 = 



<400> 4698 

Met Arg Gly Ala Thr Arg Val Ser lie Met Leu Leu Leu Val Thr Val 

-15 -10 -5 

Ser Asp Cys Ala Val lie Thr Gly Ala Cys Glu Arg Asp Val Gin Cys 

15 10 
Gly Ala Gly Thr Cys Cys Ala lie Ser Leu Trp Leu Arg Gly Leu Arg 

15 20 25 

Met Cys Thr Pro Leu Gly Arg Glu Gly Glu Glu Cys His Pro Gly Ser 
30 35 40 45 

His Lys lie Pro Phe Phe Arg Lys Arg Lys His His Thr Cys Pro Cys 
50 55 60 



<210> 4699 

^ <211> 315 

•=n <212> PRT 

^ <213> Homo sapiens 

<220> 

<221> SIGNAL 

<222> -20. . -1 

<223> score 10 

seq SLLLXLLVASGDA/DM 



<400> 4699 

Met Gly Pro Glu Ala Leu Ser Ser Leu Leu Leu Xaa Leu Leu Val Ala 
-20 -15 -10 -5 

Ser Gly Asp Ala Asp Met Lys Gly His Phe Asp Pro Ala Xaa Cys Arg 

15 10 
Tyr Ala Leu Gly Met Gin Asp Arg Thr lie Pro Asp Ser Asp lie Ser 

15 20 25 

Ala Ser Ser Ser Trp Ser Asp Ser Thr Ala Ala Xaa His Ser Arg Leu 

30 35 40 

Glu Ser Ser Asp Gly Asp Xaa Ala Trp Cys Xaa Gin Val Arg Cys Phe 
45 50 55 60 

Xaa Gly Gly Gly Val Leu Ala Gly Gly Ser Thr Thr Thr Ala Pro Gly 

65 70 75 

Gly Ser Gly Gly His Pro Gly Thr Ala 
80 85 

<210> 4700 
<211> 204 
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<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -26 . . -1 

<223> score 10 

seq FFLMLLAMGLSSA/IG 



<400> 4700 

Met Ser Phe Leu Pro Pro Ser Val Phe Trp Ser Phe lie Phe Phe Leu 

-25 -20 -15 

Met Leu Leu Ala Met Gly Leu Ser Ser Ala lie Gly lie Met Gin Gly 
-10 -5 15 

lie He Thr Pro Leu Gin Asp Thr Phe Ser Phe Phe Arg Lys His Thr 

10 15 20 

Lys Leu Leu He Val Gly Val Phe Leu Leu Met Phe Val Cys Gly Leu 
25 30 35 

^ Phe Phe Thr Arg 
^iJ 40 

Hi 

H= <210> 4701 
y <211> 192 
<212> PRT 
.^f% <213> Homo sapiens 

<220> 

!^ <221> SIGNAL 

M <222> -14 . . -1 

<223> score 3.7 

nj seq VLLARCEGHCSQA/SR 



<400> 4701 

Met Val Leu Leu Ala Arg Cys Glu Gly His Cys Ser Gin Ala Ser Arg 

-10 -5 1 

Ser Glu Pro Leu Val Ser Xaa Ser Thr Val Leu Lys Gin Pro Phe Arg 

5 10 15 

Ser Ser Cys His Cys Cys Arg Pro Gin Thr Ser Lys Leu Lys Ala Leu 

20 25 30 

Arg Leu Arg Cys Ser Gly Gly Met Arg Leu Thr Ala Thr Tyr Arg Tyr 
35 40 45 50 



<210> 4702 
<211> 273 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -21. . -1 
<223> score 9.6 

seq CLAFLCFLMHARG/QR 
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<400> 4702 
Met Glu Ser Trp 
-20 

Met His Ala Arg 
-5 

Asp Pro Glu Pro 
15 

Lys Pro Pro Tyr 
30 

Xaa Tyr Pro Arg 
45 

Gly Asn Ser Gly 
60 



Trp Gly Leu Pro 
-15 

Gly Gin Arg Asp 
1 

Thr Lys Lys Pro 

Tyr Pro Gin Pro 
35 

Pro Lys Pro Arg 
50 

Gly Xaa Ser Met 
65 



Cys Leu Ala Phe 
-10 

Phe Asp Leu Ala 
5 

Asn Ser Asp lie 
20 

Glu Asn Pro Asp 

Pro Gin Pro Gin 
55 

Met Trp Thr 
70 



Leu Cys Phe Leu 

Asp Ala Leu Asp 
10 

Tyr Pro Lys Pro 
25 

Ser Gly Gly Asn 
40 

Pro Gly Asn Ser 



<210> 4703 
<211> 369 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
yj <222> -42 . . -1 
\g <223> score 5.2 

seq ILSILMGASAITG/IM 



5= 



<400> 4703 

Met Gly Leu Ala Phe Leu Tyr Met Thr Val Leu Gly Phe Asp Cys He 
!^ -40 -35 -30 

U Thr Thr Gly Tyr Ala Tyr Thr Gin Gly Leu Ser Gly Ser He Leu Ser 
-25 -20 -15 

He Leu Met Gly Ala Ser Ala He Thr Gly He Met Gly Thr Val Ala 
-10 -5 15 

Phe Thr Trp Leu Arg Arg Lys Cys Gly Leu Val Arg Thr Gly Leu He 

10 15 20 

Ser Gly Leu Ala Gin Leu Ser Cys Leu He Leu Cys Val He Ser Val 

25 30 35 

Phe Met Pro Gly Ser Pro Leu Asp Leu Ser Val Ser Pro Phe Xaa Asp 

40 45 50 

He Arg Ser Arg Phe He Gin Gly Glu Ser He Thr Pro Thr Lys He 
55 60 65 70 

Pro Xaa He Thr Thr Xaa He Tyr Met Ser Asn 
75 80 



<210> 4704 
<211> 189 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -26. . -1 
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<223> score 5.7 

seq AGLALGMLCLGHG/SN 



<400> 4704 

Met Glu Tyr Cys Thr Asp Arg Glu Ser Tyr Ser Leu Ala Ala Gly Leu 

-25 -20 -15 

Ala Leu Gly Met Leu Cys Leu Gly His Gly Ser Asn Leu lie Gly Met 
-10 -5 15 

Ser Asp Leu Asn Val Pro Glu Gin Leu Tyr Gin Xaa Met Val Gly Gly 

10 15 20 

His Arg Arg Phe Gin Thr Gly Met His Arg Glu Lys His Lys Ser 
25 30 35 

<210> 4705 

<211> 324 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
^ <222> -16. . -1 
^ <223> score 8.5 
y seq ALLLLATLAVATG/PA 

<400> 4705 

Met Arg Thr Ala Leu Leu Leu Leu Ala Thr Leu Ala Val Ala Thr Gly 
ir. -15 -10 -5 

Pro Ala Leu Thr Leu Arg Cys His Val Cys Thr Ser Ser Ser Asn Cys 
1^ 1 5 10 15 

Lys His Ser Val Val Cys Pro Ala Ser Ser Arg Phe Cys Lys Thr Thr 
^ 2 0 2 5 3 0 

g Asn Thr Val Glu Pro Leu Arg Gly Asn Leu Val Lys Lys Asp Cys Ala 
O 35 40 45 

Glu Ser Cys Thr Pro Ser Tyr Thr Leu Gin Gly Gin Val Ser Ser Gly 
50 55 60 

Thr Ser Ser Thr Gin Cys Cys Gin Glu Asp Leu Cys Asn Glu Lys Leu 

65 70 75 80 

His Asn Ala Ala Pro Thr Arg Thr Ala Leu Ala Gin 
85 90 

<210> 4706 
<211> 156 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -47 . . -1 
<223> score 5.9 

seq TWLGLLSFQNLHC/FP 
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<400> 4706 

Met His Gly Phe Glu He He Ser Leu Lys Glu Glu Ser Pro Leu Gly 

-45 -40 -35 

Lys Val Ser Gin Gly Pro Leu Phe Asn Val Thr Ser Gly Ser Ser Ser 

-30 -25 -20 

Pro Val Thr Trp Leu Gly Leu Leu Ser Phe Gin Asn Leu His Cys Phe 
-15 -10 -5 1 

Pro Asp Leu Pro 
5 

<210> 4707 

<211> 195 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -32 . . -1 
<223> score 5.4 

seq SVFTLTLQAGLSA/IK 



<400> 4707 

y^l Met Leu He Gin Gin Phe Arg Tyr Asp Asn Tyr Arg Leu His Gin Leu 
-fl -30 -25 -20 

=5 Gly Asn Asn Ser Val Phe Thr Leu Thr Leu Gin Ala Gly Leu Ser Ala 
^ -15 -10 -5 

^ He Lys Thr Pro Gin Cys Tyr Lys Glu Asp Gly Ser Ser Lys Ser Pro 

Q 1 5 10 15 

pi Asp Cys Pro Val Cys Ser Arg Ser Leu Asn Lys Leu Ala His Pro Cys 
'^^ 20 25 30 

Pro 

O <210> 4708 
O <211> 189 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -35 . . -1 
<223> score 3.6 

seq ITSVLLLFPRAGE/FP 



<400> 4708 

Met Pro Trp Cys Leu 

-35 

Phe Phe Gly Ala Val 
-15 

Ala Gly Glu Phe Pro 
1 

Phe Phe He Gly Arg 
15 



Leu Pro Val Leu Arg Phe 
-30 -25 
He He Thr Ser Val Leu 
-10 

Ala Pro Glu Val Glu Val 
5 

Tyr Val Leu Leu Ala Phe 
20 



Ser Val He Phe Leu 

-20 

Leu Leu Phe Pro Arg 
-5 

Lys He Val Asp Asp 
10 

Leu Ser Ala Thr 
25 



2871 



<210> 4709 
<211> 288 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -21. . -1 
<223> score 5.8 

seq SLLFFLLLEGGKT/EQ 



<400> 4709 

Met Gly Gly Met Lys Tyr He Phe Ser Leu Leu Phe Phe Leu Leu Leu 
-20 -15 -10 

Glu Gly Gly Lys Thr Glu Gin Val Lys His Ser Glu Thr Tyr Cys Met 

-5 15 10 

f% Glri Asp Lys Lys Tyr Arg Val Gly Glu Arg Trp His Pro Tyr Leu 

% 15 20 25 

Glu Pro Tyr Gly Leu Val Tyr Cys Val Asn Cys He Cys Ser Glu Asn 
30 35 40 

Gly Asn Val Leu Cys Ser Arg Val Arg Cys Pro Asn Val His Cys Leu 
W 45 50 55 

^ Ser Pro Val His He Pro His Leu Cys Cys Pro Arg Cys Pro Glu Glu 
^ 60 65 70 75 



^ <210> 4710 

<211> 189 

^ <212> PRT 

<213> Homo sapiens 

fy 

.=P <220> 

O <221> SIGNAL 

<222> -43 . . -1 

<223> score 7 

seq PWFLAPWCPGTQS/NR 



<400> 4710 

Met Arg Glu Thr Xaa Pro Leu Pro Lys Pro Leu Lys Asp Thr Ala Pro 

-40 -35 -30 

Ser Ser His Gly Val Gly Ser Asp Ser Pro Ser Ala Thr Arg Pro Trp 

-25 -20 -15 

Phe Leu Ala Pro Trp Cys Pro Gly Thr Gin Ser Asn Arg He Cys His 

-10 -5 15 

Pro Pro Leu Ser Ser Pro Pro Asp Gin Ala Thr Cys Leu Arg Gly 
10 15 20 

<210> 4711 
<211> 282 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> SIGNAL 
<222> -46 . . -1 
<223> score 7.8 

seq LLYLSFAALGWA/LR 



<400> 4711 

Met Val Phe Gly Tyr Trp Lys Gin Pro Leu He Thr Leu Ala Lys Lys 

-45 -40 -35 

Ser Val Lys Cys Ala Arg Glu Cys Leu Arg Cys Ser Leu Arg Pro Leu 
-30 -25 -20 -15 

Val Leu Leu Tyr Leu Ser Phe Ala Ala Leu Gly Val Val Ala Leu Arg 

-10 -5 1 

Ser Val Glu Ser Pro Leu Ala Glu Thr His Ser Cys Trp Leu Ser Leu 

5 10 15 

Gly Met Cys Val Leu Gin Cys Glu Gin Gin Trp Val Pro Thr Pro Val 

20 25 30 

Ser Phe Leu Cys Gly Leu Ser Gly Ser Ser Thr He He Val 

40 45 

^ <210> 4712 

N= <211> 204 

y <212> PRT 

<213> Homo sapiens 

<220> 
^ <221> SIGNAL 

<222> -22 . . -1 
^? <223> score 5.9 
^ seq LLILWFHLDCVSS/IL 

Q <400> 4712 

p Met Glu Lys Asn Pro Leu Ala Ala Pro Leu Leu He Leu Trp Phe His 
-20 -15 -10 

Leu Asp Cys Val Ser Ser He Leu Asn Val Glu Gin Ser Pro Gin Ser 

-5 15 10 

Leu His Val Gin Glu Gly Asp Ser Thr Asn Phe Thr Cys Ser Phe Pro 

15 20 25 

Ser Ser Asn Phe Tyr Ala Leu His Trp Tyr Arg Trp Glu Thr Ala Lys 

30 35 40 

Ser Pro Glu Ala 
45 

<210> 4713 

<211> 276 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 

<222> -18. . -1 

<223> score 5 
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seq SLSVFGSLPASLG/TW 



<400> 4713 
Met Asp Arg Pro 
-15 

Leu Gly Thr Trp 
1 

Arg Ser Ala His 
15 

Leu Val Val Leu 

Gin Ala Ala Pro 
50 

Pro Gly Ser Gin 
65 



Gly Ser Leu Ser 

Leu Ser Ser Pro 
5 

Pro Ser Ala Asn 
20 

Ala Leu Arg Ser 
35 

Ser Arg Trp Thr 

His He Phe His 
70 



Val Phe Gly Ser 
-10 

Ala Trp Leu Val 
10 

Ser Thr Gly Val 
25 

Leu Gly Arg Ser 
40 

Arg Ser Asn Asp 
55 

Thr Xaa Val Pro 



Leu Pro Ala Ser 
-5 

Asp Arg Pro Val 

Arg Met Ser Val 
30 

Cys Ser Leu Ser 
45 

Ala Pro Gin Pro 
60 



<210> 4714 
<211> 207 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 

<222> -29. . -1 

<223> score 4.4 

n seq IVLHLVLQGMVYT/EY 



^ <400> 4714 

^ Met His Gly Leu Leu His Tyr Leu Phe His Thr Arg Asn His Thr Phe 

-25 -20 -15 

4^ He Val Leu His Leu Val Leu Gin Gly Met Val Tyr Thr Glu Tyr Thr 
-10 -5 1 

Trp Glu Val Phe Gly Tyr Cys Gin Glu Leu Glu Leu Ser Leu His Tyr 

5 10 15 

Leu Leu Leu Pro Tyr Leu Leu Leu Gly Val Asn Leu Phe Phe Phe Thr 
20 25 30 35 

Leu Thr Cys Gly Thr 
40 



<210> 4715 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -46 . . -1 
<223> score 5.2 

seq LLTFLVFTXKLSS/LN 



<400> 4715 
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Met Leu Met Cys Lys Met Leu Lys Ser Gin Lys Asn Cys Gin Glu Asn 

-45 -40 -35 

Xaa Xaa He Lys He lie Leu Phe Leu Lys Pro Met Cys Ser Pro Gin 
-30 -25 -20 -15 

Tyr Leu Leu Thr Phe Leu Val Phe Thr Xaa Lys Leu Ser Ser Leu Asn 

-10 -5 1 

He Xaa Lys Phe His 
5 

<210> 4716 

<211> 204 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -13 . . -1 
<223> score 4 . 2 

seq MTDLLSASPWALT/IV 



11 

<400> 4716 

f=^ Met Thr Asp Leu Leu Ser Ala Ser Pro Trp Ala Leu Thr He Val Ser 

m -10 -5 1 

uJ Ser Glu Leu His Leu Ala Pro Ser Met Thr Thr Val Asp Gin Leu Glu 
^5 10 15 

\0 Ser Gin Val Asp Asn Val He Leu Gin Thr Gly Glu Ser Ala Ser Glu 
a 20 25 30 35 

O Ser Leu Gly Asn He Glu Gly Gly Val 

40 45 50 

Ala Thr Gly His 
55 

<210> 4717 
<211> 324 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -42 . . -1 
<223> score 5.5 

seq ILGLLFYCFFLCC/FP 



<400> 4717 

Met Arg He Asp Asn Lys Tyr Phe 
-40 -35 
He Leu Cys Met Gin Cys He Cys 

-25 -20 
Leu Leu Phe Tyr Cys Phe Phe Leu 
-10 -5 
He Thr Val Leu Tyr Phe Val Asn 
10 



Tyr Tyr Asn Ser Ala His Thr Tyr 
-30 

He Glu Gin Phe Leu He Leu Gly 
-15 

Cys Cys Phe Pro Phe Ala Ser Asn 

1 5 
Lys Asn Gin He Met His He Arg 
15 20 
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lie Phe lie Trp Lys Lys Ser Phe 

25 30 

Lys Gly Thr Xaa Phe Cys Tyr Gly 

40 45 

Ser Tyr Met Thr Tyr Ala Lys lie 

55 60 



Xaa Ala Phe Pro Leu Phe Pro Cys 
35 

Phe Ser Leu Tyr Lys lie lie lie 
50 

Ser Trp Arg Val 
65 



<210> 4718 
<211> 303 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -29. . -1 
<223> score 5.7 

seq FIYYLFFLRWSLS/LS 



'bx£ 


<400> 4718 




























~' ^ 


Met Leu lie 


He 


Asp 


Pro 


Gin 


Thr 


Ser 


Thr 


Phe 


Cys 


Leu 


Phe 


Tyr 


Leu 








-25 










-20 










-15 






Phe lie Tyr 


Tyr 


Leu 


Phe 


Phe 


Leu 


Arg 


Trp 


Ser 


Leu 


Ser 


Leu 


Ser 


Pro 






-10 










-5 










1 








Arg Leu Glu 


Cys 


Ser 


Gly 


Thr 


He 


Leu 


Ala 


His 


Cys 


Lys 


Leu 


Cys 


Leu 




5 








10 










15 










Pro Ser Ser 


His 


His 


Ser 


Pro 


Thr 


Ser 


Ala 


Ser 


Gin 


Val 


Ala Gly Thr 




20 






25 










30 










35 


m 


Thr Gly Ala 


Arg 


His 


His 


Ala 


Trp 


Leu 


He 


Phe 


Phe 


Phe 


Xaa 


He 


Phe 






40 










45 










50 






Ser Arg Asp 


Arg 


Val 


Ser 


Pro 


Cys 


Xaa 


Pro Gly Trp Ser 


Arg 


Cys 


Pro 






55 










60 










65 






Asp Leu Val 


He 


Pro 

























70 



<210> 4719 
<211> 252 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -41. . -1 
<223> score 5.6 

seq LFLFLTSIAEXCS/TP 



<400> 4719 
Met Val Xaa Trp 
-40 

Ser Thr Arg Asp 
-25 

Leu Thr Ser He 



Leu Val Leu Phe 
-35 

Gin Pro Ala Ser 
-20 

Ala Glu Xaa Cys 
-5 



Ala Leu Gin He 
-30 

Arg Xaa Arg Leu 
-15 

Ser Thr Pro Tyr 
1 



Tyr Ser Tyr Xaa 

Leu Phe Leu Phe 
-10 

Ser Leu Leu Gly 
5 
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Xaa Val Phe Thr Val Ser Phe Val Ala Leu Gly Val Leu Thr Leu Cys 

10 15 20 

Lys Phe Tyr Leu Gin Gly Tyr Arg Ala Phe Met Asn Asp Pro Ala Met 

25 30 35 

Asn Arg Gly Gly 
40 

<210> 4720 

<211> 177 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -28 . . -1 
<223> score 6.1 

seq LYLFSGFWTFXLG/KF 



<400> 4720 

Met Asn Lys Glu Xaa Val Ser Xaa Glu Arg Xaa Ala Gin Val Arg Leu 

-25 -20 -15 

Tyr Leu Phe Ser Gly Phe Trp Thr Phe Xaa Leu Gly Lys Phe Lys Gin 

-10 -5 1 

Gly Glu Xaa Ser Tyr Xaa Xaa lie Leu Glu Arg Leu Leu Trp Gin Gin 
5 10 15 20 

Gin Tyr Xaa Gly Trp Leu Val Gly Asp Lys Arg 
25 30 

<210> 4721 
<211> 159 



<212> PRT 
^ <213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> -41. . -1 
<223> score 7.7 

seq LLCLGQLHHPGLG/RV 



<400> 4721 

Met Glu Leu Pro Ala Val Asn Leu Glu Ser Asp Ser Pro Arg Ser Leu 

-40 -35 -30 

Ala Ala Asp Asn Leu Gly Leu His Cys lie Leu Arg Leu Leu Cys Leu 
-25 -20 -15 -10 

Gly Gin Leu His His Pro Gly Leu Gly Arg Val Gly Cys Gly Ser Ala 

-5 15 
Gly Leu His Arg Arg 
10 

<210> 4722 
<211> 213 
<212> PRT 
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<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -24 . . -1 
<223> score 4.4 

seq FVFLFWGVFETRS/LS 



<400> 4722 

Met Thr Val His He Glu Leu Pro Leu Leu Cys Phe Val Phe Leu Phe 

-20 -15 -10 

Trp Gly Val Phe Glu Thr Arg Ser Leu Ser Leu Ser Pro Arg Leu Glu 

-5 15 
Xaa Lys Leu Val Glu Xaa Met Xaa His Cys Ser He Lys Leu Leu Gly 

10 15 20 

Ser Ser Asp Pro Pro Ala Ser Ala Phe Leu Val Ala Gly Thr Thr Gly 
25 30 35 40 

^ Thr Cys His Asp Thr Gin Pro 

<210> 4723 
^ <211> 162 
m <212> PRT 

<213> Homo sapiens 

. ?^ 

.fl <220> 

<221> SIGNAL 
<222> -42 . . -1 
5"; <223> score 4.6 

seq LLTCLCLHLKCVS/YR 



<400> 4723 

Met Gly Asn Thr Lys Met Lys Arg Tyr Pro Asp Ser Gin Ser Ala Gly 

-40 -35 -30 

He Thr Gly Val Ser His Arg Ala Arg Pro Phe His Leu Leu Leu Thr 

-25 -20 -15 

Cys Leu Cys Leu His Leu Lys Cys Val Ser Tyr Arg His Leu Val Phe 
-10 -5 15 

Thr Phe Leu Ser Val Leu 
10 

<210> 4724 
<211> 234 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -26. . -1 
<223> score 3.7 

seq RLLEARSSRPAWA/XT 
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<400> 4724 
Met Pro Val He 
-25 

Glu Ala Arg Ser 
-10 

Phe Ser Xaa Xaa 
10 

Xaa Xaa Lys Xaa 
25 

He Pro Thr Leu 
40 



Leu Ala Leu Trp 
-20 

Ser Arg Pro Ala 
-5 

Xaa Lys Xaa He 

He Tyr Ser Gly 
30 

Gly Arg Gin Gly 
45 



Glu Ala Lys Val 
-15 

Trp Ala Xaa Thr 
1 

Xaa He Lys Glu 
15 

Arg Ala Arg Trp 

Gly Arg He Ala 
50 



Gly Arg Leu Leu 

Val Xaa Pro Gin 
5 

He Tyr Leu Glu 
20 

Leu Met Pro Val 
35 

Xaa Gly 



<210> 4725 

<211> 282 

<212> PRT 

<213> Homo sapiens 



HI 



<220> 

<221> SIGNAL 
<222> -21 . . -1 
<223> score 5.3 

seq ALTLVLLIKESGA/WS 



<400> 4725 



Met He Ala Ser Gin Phe Leu Ser Ala Leu Thr Leu Val Leu Leu He 
^ -20 -15 -10 

Lys Glu Ser Gly Ala Trp Ser Tyr Asn Thr Ser Thr Glu Ala Met Thr 
-5 1 5 10 

Tyr Asp Glu Ala Ser Ala Tyr Cys Gin Gin Arg Tyr Thr His Leu Val 
iy 15 20 25 

Ala He Gin Asn Lys Glu Glu He Glu Tyr Leu Asn Ser He Leu Lys 

30 35 40 

Leu Phe Xaa Lys Leu Leu Leu Asp Trp Asn Gin Lys Ser Gin Gin Cys 

45 50 55 

Val Gly Leu Gly Arg Xaa Pro Glu Thr Ser Asp Arg Arg Ser 
60 65 70 



ifli 



«5 



<210> 4726 
<211> 207 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -38 . . -1 
<223> score 8.2 

seq LLLIFLSFPYTLC/IL 



<400> 4726 

Met Ser Gly Leu Phe Pro Val Pro Val Arg Val Asn Val Asp He Ala 
-35 -30 -25 
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Gin Asn lie Thr Cys Ser Ser Phe Ser Leu Leu Leu lie Phe Leu Ser 

-20 -15 -10 

Phe Pro Tyr Thr Leu Cys lie Leu Tyr Arg Val Lys Ser Tyr Thr Pro 

-5 15 10 

Thr Glu Ser lie Thr Ala Phe Asn Leu Thr lie Gly Xaa Phe Pro Tyr 

15 20 25 

Leu Xaa Xaa Ser Thr 
30 

<210> 4727 
<211> 198 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> -13 . . -1 
<223> score 5.7 

seq MIVLLVMLGDILA/GL 



<400> 4727 

Met He Val Leu Leu Val Met Leu Gly Asp He Leu Ala Gly Leu Phe 
yJ -10 -5 1 

%0 Leu Lys Gly He Cys Tyr Phe Ser Gly He Lys Cys Pro His Thr Ala 
"5 10 15 

Q Val Ser His Xaa Xaa His Phe He Ser Arg He Xaa Ser Gin Ser Gin 
^ 20 25 30 35 

Thr Glu Thr He Pro Phe Lys Gin Gin Arg Ser Pro Phe Pro Pro Pro 
?5 40 45 50 

ijl Pro Lys 



<210> 4728 
<211> 189 
O <212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> -19. . -1 
<223> score 7.4 

seq LGFLXXSLESTLS/IX 



<400> 4728 

Met Arg Ala Leu Leu Leu Leu Gly Phe Leu Xaa Xaa Ser Leu Glu Ser 

-15 -10 -5 

Thr Leu Ser He Xaa Pro Trp Glu Ala Pro Lys Glu His Lys Tyr Lys 

15 10 
Ala Glu Glu His Thr Val Val Leu Thr Val Thr Gly Glu Pro Cys His 

15 20 25 

Phe Pro Phe Gin Tyr His Arg Gin Leu Tyr His Lys Cys Thr His 
30 35 40 



2880 





<210> 4729 

<211> 210 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 

<222> -28 . . -1 

<223> score 4.5 

seq LRWSLTLLPRLEC/GF 



<400> 4729 

Met Ala Cys Thr Ser Cys Leu Ala Asp Leu Lys Lys lie Phe Phe Leu 

-25 -20 -15 

Arg Trp Ser Leu Thr Leu Leu Pro Arg Leu Glu Cys Gly Phe Met lie 

-10 -5 1 

Leu Ala Tyr Leu Gin Pro Xaa Xaa Ala Gly Phe Lys Gin Phe Phe Cys 
5 10 15 20 

Leu Ser Leu Pro Ser Ser Trp Asp Xaa Arg Arg Gly Pro Ala Asn Phe 

25 30 35 

Xaa lie Phe Ser Arg Asp 
40 



bp <210> 4730 



<211> 231 
<212> PRT 

<213> Homo sapiens 
<400> 4730 

Met Ala Pro Val Lys Lys Leu Val Val Lys Gly Gly Lys Lys Lys Lys 

15 10 15 

Gin Val Leu Lys Phe Thr Leu Asp Cys Thr His Pro Val Glu Asp Gly 

20 25 30 

lie Met Asp Ala Ala Asn Phe Glu Gin Phe Leu Gin Glu Arg lie Lys 

35 40 45 

Val Asn Gly Lys Ala Gly Asn Leu Gly Gly Gly Val Val Thr lie Glu 

50 55 60 

Arg Ser Lys Ser Lys lie Thr Ser Ser Thr lie Ser Pro 
65 70 75 

<210> 4731 
<211> 186 
<212> PRT 

<213> Homo sapiens 
<400> 4731 

Met Met Gin lie Xaa Xaa Thr Gly Phe Leu Asn Gly Lys Asn Ala Arg 

15 10 15 

Glu Phe Met Gly Glu Leu Trp Pro Leu Leu Leu Ser Ala Gin Glu Asn 

20 25 30 

lie Ala Gly lie Pro Ser Ala Phe Leu Glu Leu Lys Lys Glu Xaa lie 

35 40 45 

Lys Gin Arg Gin lie Glu Gin Glu Lys Leu Ala Ser Met Lys 
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50 55 60 

<210> 4732 

<211> 405 

<212> PRT 

<213> Homo sapiens 



<400> 4732 





Met 


Asp 


Ser 


Gin 


Arg 


Glu 


Leu 


Ala Glu 


Glu 


Leu 


Arq 


Leu 


Tvr 

J. jr j_ 


Gin 


Ser 




1 








5 








10 










15 






Thr 


Leu 


Leu 


Gin 


Asp 


Gly Leu 


Lys Asp 


Leu 


Leu 


Asp 


Glu 


Lys 


Lys 


Phe 










20 








25 










30 








lie 


Asp 


Cys 


Thr 


Leu 


Lys 


Ala 


Gly Asp 


Lys 


Ser 


Leu 


Pro 


Cys 


His 


Arg 








35 










40 








45 










Leu 


He 


Leu 


Ser 


Ala 


Cys 


Ser 


Pro Tyr 


Phe 


Arg 


Glu 


Tyr 


Phe 


Leu 


Ser 






50 










55 








60 












Glu 


He 


Asp 


Glu 


Ala 


Lys 


Lys 


Lys Glu 


Val 


Val 


Leu 


Asp 


Asn 


Val 


Asp 




65 










70 








75 










80 




Pro 


Ala 


He 


Leu 


Asp 


Leu 


He 


He Lys 


Tyr 


Leu 


Tyr 


Ser 


Ala 


Ser 


He 


M 










85 








90 










95 






Asp 


Leu 


Asn 


Asp Gly 


Asn 


Val 


Gin Asp 


He 


Phe 


Ala 


Leu 


Ala 


Ser 


Arg 


%s i 








100 








105 










110 








Phe 


Gin 


He 


Pro 


Ser 


Val 


Phe 


Thr Val 


Cys 


Val 


Ser 


Tyr 


Leu 


Gin 


Lys 


y 






115 










120 








125 










Arg 


Leu 


Ala 


Pro Gly 


Asn 


Cys 






















130 










135 




















<210> 4733 




























<211> 663 




























<212> PRT 


























fU 


<213> Homo sapiens 
























<400> 4733 




























Met 


Ser 


Val 


Ser 


Ala 


Asp Glu Arg Gly Gly Leu Glu 


Asn 


Met 


Arg 


Pro 




1 








5 








10 










15 




Pro 


Asn 


Asn 


Ser 


Ser 


Pro 


Val 


Gin Glu 


Asp 


Ala 


Glu 


Asn 


Ala 


Ser 


Cys 










20 








25 










30 








Glu 


Leu 


Cys 


Gly 


Leu 


Thr 


He 


Thr Glu 


Glu 


Asp 


Leu 


Ser 


Ser 


His 


Tyr 








35 










40 








45 










Leu 


Ala 


Lys 


His 


He 


Glu 


Asn 


He Cys 


Ala 


Cys 


Gly 


Lys 


Cys 


Gly Gin 






50 










55 








60 












He 


Leu 


Val 


Lys 


Gly 


Arg 


Gin 


Leu Gin 


Glu 


His 


Ala 


Gin 


Xaa 


Cys 


Gly 




65 










70 








75 










80 




Glu 


Pro 


Gin 


Asp 


Leu 


Thr 


Met 


Asn Gly Leu Gly Asn 


Thr 


Glu 


Glu 


Lys 












85 








90 










95 






Met 


Asp 


Leu 


Glu 


Glu 


Asn 


Pro 


Asp Glu 


Gin 


Ser 


Glu 


He 


Arg 


Asp 


Met 










100 








105 










110 








Phe 


Val 


Glu 


Met 


Leu 


Asp Asp 


Phe Arg Asp Asn His 


Tyr 


Gin 


He 


Asn 








115 










120 








125 










Ser 


He 


Gin 


Lys 


Lys 


Gin 


Leu 


Phe Lys 


His 


Ser 


Ala 


Cys 


Pro 


Phe 


Arg 






130 










135 








140 












Cys 


Pro 


Asn 


Cys 


Gly 


Gin 


Arg 


Phe Glu 


Thr 


Glu 


Asn 


Leu 


Val 


Val 


Glu 




145 










150 








155 










160 




His 


Met 


Ser 


Ser 


Cys 


Leu 


Asp 


Gin Asp 


Met 


Phe 


Lys 


Ser 


Ala 


He 


Met 
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Glu Glu Asn Glu 
180 

Gly Lys Gly Phe 
195 

His Thr Lys Glu 
210 



165 

Arg Asp His Arg 

Tyr Gin Arg Cys 
200 

Lys Gin Phe Val 
215 



170 

Arg Lys His Phe 
185 

His Leu Arg Glu 

Cys Gin Thr Cys 
220 



175 

Cys Asn Leu Cys 
190 

His Tyr Thr Val 

205 

Gly 



<210> 4734 

<211> 312 

<212> PRT 

<213> Homo sapiens 



<400> 4734 

Met Glu Pro Gin Glu Glu Arg Glu Thr Gin Val Ala Ala Trp Leu Lys 
15 10 15 

Lys He Phe Gly Asp His Pro He Pro Gin Tyr Glu Val Asn Pro Arg 

20 25 30 

Thr Thr Glu He Leu His His Leu Ser Glu Arg Asn Arg Val Arg Asp 

35 40 45 

Arg Asp Val Tyr Leu Val He Glu Asp Leu Lys Gin Lys Ala Ser Glu 

50 55 60 

Tyr Glu Ser Glu Ala Lys Tyr Leu Gin Asp Leu Leu Met Glu Ser Val 
65 70 75 80 

Asn Phe Ser Pro Ala Asn Leu Ser Ser Thr Gly Ser Arg Tyr Leu Asn 
85 90 95 



,n Ala Leu Val Asp Ser Ala Val Ala 
100 

<210> 4735 
<211> 219 
<212> PRT 
<213> Homo sapiens 



m 



<400> 4735 

Met Glu Gly Leu Glu Glu Asn Gly Gly Val Val Gin Val Gly Glu Leu 

15 10 15 

Leu Pro Cys Lys He Cys Gly Arg Thr Phe Phe Pro Val Ala Leu Lys 

20 25 30 

Lys His Gly Pro He Cys Gin Lys Thr Ala Thr Lys Lys Arg Lys Thr 

35 40 45 

Phe Asp Ser Ser Arg Gin Arg Ala Glu Gly Thr Asp He Pro Thr Val 

50 55 60 

Lys Pro Leu Lys Pro Arg Pro Glu Pro 
65 70 



<210> 4736 
<211> 273 
<212> PRT 

<213> Homo sapiens 



<400> 4736 

Met Leu Ser His Asn Thr Met Met Lys Gin Arg Lys Gin Gin Ala Thr 
15 10 15 
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Ala lie Met Lys Glu Val His Gly Asn Asp Val Asp Gly Met Asp Leu 

20 25 30 

Gly Lys Lys Val Ser lie Pro Arg Asp lie Met Leu Glu Glu Leu Ser 

35 40 45 

His Leu Ser Asn Arg Gly Ala Arg Leu Phe Lys Met Arg Gin Arg Arg 

50 55 60 

Ser Asp Lys Tyr Thr Phe Glu Asn Phe Gin Tyr Gin Ser Arg Ala Gin 
65 70 75 80 

lie Asn His Ser lie Ala Met Gin Asn Gly Lys 
85 90 

<210> 4737 

<211> 201 

<212> PRT 

<213> Homo sapiens 

<400> 4737 

Met Ser Leu Leu Phe Thr Arg Cys Asn Ser lie Val Thr Val Lys Lys 
15 10 15 

p Asn Lys Arg His Xaa Xaa Glu Val Asn Ala Ser Pro Leu Lys His Phe 

20 25 30 

IP Val Thr Ala Lys Lys Lys lie Asn Gly lie Phe Glu Gin Leu Gly Ala 
35 40 45 

Tyr lie Gin Glu Ser Ala Thr Phe Leu Glu Asp Thr Tyr Arg Asn Ala 

50 55 60 

Glu Leu Asp 
65 

<210> 4738 
<211> 222 
<212> PRT 
<213> Homo sapiens 



S <400> 4738 

l^et Gly Arg Lys Asp Ala Xaa Thr lie Lys Leu Pro Val Asp Gin Tyr 
'J 1 5 10 15 

Arg Lys Gin lie Gly Lys Gin Asp Tyr Lys Lys Thr Lys Pro lie Leu 

20 25 30 

Arg Ala Thr Lys Leu Lys Ala Glu Ala Lys Lys Thr Ala lie Gly lie 

35 40 45 

Lys Leu Ala Leu Tyr Leu Gin Leu Tyr Trp His Tyr Tyr Trp Leu Ser 

50 55 60 

Met Leu Ser Xaa lie Ser Asp Ser Pro Arg 
65 70 

<210> 4739 

<211> 228 

<212> PRT 

<213> Homo sapiens 

<400> 4739 

Met Gly Arg Lys Asp Ala Ala Thr lie Lys Leu Pro Xaa Asp Gin Tyr 

15 10 15 

Arg Lys Gin lie Gly Lys Gin Asp Tyr Lys Lys Thr Lys Pro lie Leu 
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20 25 30 

Arg Ala Thr Lys Leu Lys Ala Glu Ala Lys Lys Thr Ala lie Gly lie 

35 40 45 

Lys Glu Val Gly Leu Val Leu Ala Ala lie Leu Ala Leu Leu Leu Ala 

50 55 60 

Phe Tyr Ala Phe Xaa Tyr Leu Arg Leu Thr Thr Asp 
65 70 75 

<210> 4740 
<211> 345 
<212> PRT 

<213> Homo sapiens 
<400> 4740 

Met Lys Glu Thr lie Met Asn Gin Glu Lys Leu Ala Lys Leu Gin Ala 

15 10 15 

Gin Val Arg lie Gly Gly Lys Gly Thr Ala Arg Arg Lys Lys Lys Val 

20 25 30 

Val His Arg Thr Ala Thr Ala Asp Asp Lys Lys Leu Gin Phe Ser Leu 

CJ 35 40 45 

Lys Lys Leu Gly Val Asn Asn lie Ser Gly He Glu Glu Val Asn Met 

Ul 50 55 60 

Phe Thr Asn Gin Gly Thr Val He His Phe Asn Asn Pro Lys Val Gin 
65 70 75 80 

Ala Ser Leu Ala Ala Asn Thr Phe Thr He Thr Gly His Ala Glu Thr 

'% 85 90 95 

Lys Gin Leu Thr Glu Met Leu Pro Ser He Leu Asn Gin Leu Gly Ala 

^ 100 105 110 

^ Asp Ser Leu 

O 115 



<210> 4741 
<211> 366 
<212> PRT 

<213> Homo sapiens 
<400> 4741 

Met Ala Asp Leu Ala Asn Glu Glu Lys Pro Ala He Ala Pro Pro Val 

15 10 15 

Phe Val Phe Gin Lys Asp Lys Gly Gin Lys Arg Ser Ala Gly Gly Ser 

20 25 30 

Ser Pro Glu Gly Gly Glu Asp Ser Asp Arg Glu Asp Gly Asn Tyr Cys 

35 40 45 

Pro Pro Val Lys Arg Glu Arg Thr Ser Ser Leu Thr Gin Phe Pro Pro 

50 55 60 

Ser Gin Ser Glu Glu Arg Ser Ser Gly Phe Arg Leu Lys Pro Pro Thr 
65 70 75 80 

Leu He His Gly Gin Xaa Pro Ser Ala Gly Leu Pro Ser Gin Lys Pro 

85 90 95 

Lys Glu Gin Gin Arg Thr Xaa Leu Arg Pro Ala Val Leu Gin Ala Pro 

100 105 110 

Gin Pro Lys Ala Leu Ser Gin Xaa Val Pro 
115 120 
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n 



<210> 4742 
<211> 183 
<212> PRT 

<213> Homo sapiens 
<400> 4742 

Met Glu Gly lie Ser Asn Phe Lys Thr Pro Ser Lys Leu Ser Glu Lys 

15 10 15 

Lys Lys Ser Val Leu Cys Ser Thr Pro Thr lie Asn lie Pro Ala Ser 

20 25 30 

Pro Phe Met Gin Lys Leu Gly Phe Gly Thr Gly Xaa Asn Val Val Xaa 

35 40 45 

Asn Glu Lys lie Ser Lys Arg Phe Val Ser Phe Ser Leu 
50 55 60 

<210> 4743 
<211> 180 
<212> PRT 

<213> Homo sapiens 



'^S <400> 4743 

Hi Met Met Lys Gly Glu Phe Tyr Val lie Glu Tyr Ala Ala Cys Asp Ala 

y= 1 5 10 15 

p,| Thr Tyr Asn Glu lie Val Thr Phe Glu Arg Leu Arg Pro Val Asn Gin 
jS 20 25 30 

Asn Lys Thr Val Lys Lys Asn Thr Phe Phe Lys Cys Thr Val Asp Val 
^ 35 40 45 

""^ Pro Glu Asp Leu Arg Glu Ala Cys Ala Asn Glu Asn 
^ 50 55 60 

Hi <210> 4744 

|y <211> 276 

^ <212> PRT 

pi <213> Homo sapiens 

'"^ <400> 4744 

Met Leu Arg Asp Gly Arg Phe Ala Cys Ala lie Cys Pro His Arg Pro 

15 10 15 

Val Leu Asp Thr Leu Ala Met Leu Thr Ala His Arg Ala Gly Lys Lys 

20 25 30 

His Leu Ser Ser Leu Gin Leu Phe Tyr Gly Lys Lys Gin Pro Gly Lys 

35 40 45 

Glu Arg Lys Gin Asn Pro Lys His Gin Asn Glu Leu Arg Arg Glu Glu 

50 55 60 

Thr Lys Ala Glu Ala Pro Leu Leu Thr Gin Thr Arg Leu lie Thr Gin 
65 70 75 80 

Ser Ala Leu His Arg Ala Pro His Tyr Asn Ser Cys 
85 90 

<210> 4745 
<211> 357 
<212> PRT 

<213> Homo sapiens 
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<400> 4745 

Met Ser Phe Lys 

1 

Lys Lys Arg Arg 
20 

Glu Ala Leu Met 
35 

His Arg Pro Val 
50 

Gly Lys Lys His 
65 

Pro Gly Lys Glu 

Arg Glu Glu Thr 
100 

lie Thr Gin Ser 
115 



Arg Glu Gly Asp 
5 

Val Gly Asp Leu 

Leu Arg Asp Gly 
40 

Leu Asp Thr Leu 
55 

Leu Ser Ser Leu 
70 

Arg Lys Gin Asn 
85 

Lys Ala Glu Ala 
Ala Leu His 



Asp Trp Ser Gin 
10 

Leu Ala Ser Tyr 
25 

Arg Phe Ala Cys 

Ala Met Leu Thr 
60 

Gin Leu Phe Tyr 
75 

Pro Lys His Gin 
90 

Pro Leu Leu Thr 
105 



Leu Asn Val Leu 
15 

lie Pro Glu Asp 
30 

Ala lie Cys Pro 
45 

Ala His Arg Ala 

Gly Lys Lys Gin 
80 

Asn Glu Leu Arg 
95 

Gin Thr Arg Leu 
110 



<210> 4746 
<211> 225 
<212> PRT 

<213> Homo sapiens 
<400> 4746 

Met Gly Thr Arg Lys Lys Val His Ala Phe Val Arg Val Lys Pro Thr 
15 10 15 

^ Asp Asp Phe Ala His Glu Met lie Arg Tyr Gly Asp Asp Lys Arg Ser 
20 25 30 

lie Asp lie His Leu Lys Lys Asp lie Arg Arg Gly Val Val Asn Asn 

35 40 45 

Gin Gin Thr Asp Trp Ser Phe Lys Leu Asp Gly Val Leu His Asp Ala 

50 55 60 

Ser Gin Asp Leu Val Tyr Glu Thr Val Ala Lys 
65 70 75 

<210> 4747 
<211> 339 
<212> PRT 

<213> Homo sapiens 



<400> 4747 

Met Asn Pro Gin 

1 

Phe Tyr Phe Gin 
20 

Thr Trp Leu Cys 
35 

Ser Trp Lys Thr 
50 

Cys His Ala Glu 
65 

Ser Pro Asn Thr 
Cys Pro Asp Cys 



lie Arg Asn Pro 
5 

Phe Lys Asn Leu 

Phe Thr Val Glu 
40 

Gly Val Phe Arg 
55 

Arg Cys Phe Leu 
70 

Lys Tyr Gin Val 
85 

Ala Gly Glu Val 



Met Lys Ala Met 
10 

Trp Glu Ala Asn 
25 

Gly lie Lys Arg 

Asn Gin Val Asp 
60 

Ser Trp Phe Cys 
75 

Thr Trp Tyr Thr 
90 

Ala Glu Phe Leu 



Tyr Pro Gly Thr 
15 

Asp Arg Asn Glu 
30 

Arg Ser Val Val 
45 

Ser Glu Thr His 

Asp Asp lie Leu 
80 

Ser Trp Ser Pro 
95 

Ala Arg His Ser 
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100 105 110 

Asn 

<210> 4748 
<211> 441 
<212> PRT 

<213> Homo sapiens 
<400> 4748 

Met Ala Gly Arg Ser Met Gin Ala Ala Arg Cys Pro Thr Asp Glu Leu 

15 10 15 

Ser Leu Thr Asn Cys Ala Val Val Asn Glu Lys Asp Phe Gin Ser Gly 

20 25 30 

Gin His Val lie Val Arg Thr Ser Pro Asn His Arg Tyr Thr Phe Thr 

35 40 45 

Leu Lys Thr His Pro Ser Val Val Pro Gly Ser lie Ala Phe Ser Leu 

50 55 60 

Pro Gin Arg Lys Trp Ala Gly Leu Ser lie Gly Gin Glu lie Glu Val 
^ 65 70 75 80 

Ser Leu Tyr Thr Phe Asp Lys Ala Lys Gin Cys lie Gly Thr Met Thr 
'•^ 85 90 95 

yi lie Glu lie Asp Phe Leu Gin Lys Lys Ser lie Asp Ser Asn Pro Tyr 
M= 100 105 110 

yj Asp Thr Asp Lys Met Ala Ala Glu Phe lie Gin Gin Ser Thr Thr Arg 
^ 115 120 125 

J-i Pro Ser Gin Trp Asp Asn Ser Leu Ser Ser Ser Pro Ser Ser Glu Phe 
130 135 140 

Tyr Pro Phe 
145 



fU <210> 4749 



O 



<211> 444 
<212> PRT 

<213> Homo sapiens 
<400> 4749 

Met Ala Gly Arg Ser Met Gin Ala Ala Arg Cys Pro Thr Asp Glu Leu 

15 10 15 

Ser Leu Thr Asn Cys Ala Val Val Asn Glu Lys Asp Phe Gin Ser Gly 

20 25 30 

Gin His Val lie Val Arg Thr Ser Pro Asn His Arg Tyr Thr Phe Thr 

35 40 45 

Leu Lys Thr His Pro Ser Val Val Pro Gly Ser lie Ala Phe Ser Leu 

50 55 60 

Pro Gin Arg Lys Trp Ala Gly Leu Ser lie Gly Gin Glu lie Glu Val 
65 70 75 80 

Ser Leu Tyr Thr Phe Asp Lys Ala Lys Gin Cys lie Gly Thr Met Thr 

85 90 95 

lie Glu lie Asp Phe Leu Gin Lys Lys Ser lie Asp Ser Asn Pro Tyr 

100 105 110 

Asp Thr Asp Lys Met Ala Ala Xaa Phe lie Gin Gin Phe Asn Asn Gin 

115 120 125 

Ala Phe Ser Val Gly Gin Gin Leu Val Phe Ser Phe Asn Glu Lys Leu 
130 135 140 
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Phe Gly Leu Leu 
145 

<210> 4750 

<211> 342 

<212> PRT 

<213> Homo sapiens 





<400> 4750 






























Met 


Gly 


Tyr 


Lys 


Leu 


Gin 


Asp 


Leu 


Thr 


Asp 


Val 


Gin 


He 


Met 


Ala 


Arg 




1 








5 










10 










15 






Leu 


Gin 


Glu 


Glu 
20 


Ser 


Leu 


Ara 


Gin 


Asp 
25 


Tyr 


Ala 


Ser 


Thr 


Ser 
30 


Ala 


Ser 




Val 


Ser 


Arg 


His 


Ser 


Ser 


Ser 


Val 


Ser 


Leu 


Ser 


Ser Gly 


Lys 


Lys 


Gly 








35 










40 




















Thr 


Cys 
50 


Ser 


Asp 


Gin 


Glu 


Tyr 
55 


Asp 


Gin 


Tyr 


Ser 


Leu 
ou 


CjIU 


Asp 


Glu 


Glu 




Glu 


Phe 


Asp 


His 


Leu 


Pro 


Pro 


Pro 


Gin 


Pro 


Arg 


Leu 


Pro 


Arg 


Cys 


Ser 




65 










70 










75 










80 


Pro 


Phe 


Gin 


Arg 


Gly 


He 


Pro 


His 


Ser 


Gin 


Thr 


Phe 


Ser 


Ser 


He 


Arg 












85 










90 










95 




m 


Glu 


Cys 


Arg 


Arg 
100 


Ser 


Pro 


Ser 


Ser 


Gin 
105 


Tyr 


Phe 


Pro 


Ser 


Asn 
110 


Asn 


Tyr 


"■^ 
■ 


Gin 


Gin 
































<210> 4751 






























<211> 243 






























<212> PRT 




























M 

m 


<213> Homo sapiens 
























<400> 4751 




























nj 


Met 


Lys 


Arg 


Pro 


Lys 


Leu 


Lys 


Lys 


Ala 


Ser 


Lys 


Arg 


Met 


Thr 


Cys 


His 


£ 


1 








5 










10 










15 






Lys 


Arg 


Tyr 


Lys 
20 


He 


Gin 


Lys 


Lys 


Val 
25 


Arg 


Glu 


His 


His 


Arg 
30 


Lys 


Leu 




Arg 


Lys 


Glu 


Ala 


Lys 


Lys 


Xaa 


Gly His 


Lys 


Lys 


Pro 


Arg 


Lys 


Asp 


Pro 








35 










40 










45 










Gly Val 


Pro 


Asn 


Ser 


Ala 


Pro 


Phe 


Lys 


Glu 


Ala 


Leu 


Leu 


Arg 


Glu 


Ala 






50 










55 










60 












Glu 


Leu Arg 


Lys 


Gin 


Arg 


Leu 


Xaa 


Glu 


Leu 


Xaa 


Gin 


Gin 


Gin 


Xaa 


Leu 




65 










70 










75 










80 




Asp 


































<210> 4752 






























<211> 300 






























<212> PRT 






























<213> Homo 


sapiens 


























<400> 4752 






























Met 


He 


Val 


Asn 


Asn 


Leu 


Leu 


Lys 


Pro 


He 


Ser 


Val 


Glu 


Gly 


Ser 


Ser 




1 








5 










10 










15 






Lys 


Lys 


Val 


Lys 
20 


Thr 


Asp 


Thr 


Val 


Leu 
25 


He 


Leu 


Cys 


Arg 


Lys 
30 


Lys 


Val 




Glu 


Asn 


Thr Arg 


Trp 


Asp 


Tyr 


Leu 


Thr 


Gin 


Val 


Glu 


Lys 


Glu 


Cys 


Lys 
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35 40 45 

Glu Lys Glu Lys Pro Ser Tyr Asp Thr Glu Thr Asp Pro Ser Glu Gly 

50 55 60 

Leu Met Asn Val Leu Lys Lys lie Tyr Glu Asp Gly Asp Asp Asp Met 
65 70 75 80 

Lys Arg Thr lie Asn Lys Ala Trp Val Glu Ser Arg Glu Lys Gin Ala 
85 90 95 

Lys Gly Asp Thr 
100 

<210> 4753 
<211> 309 
<212> PRT 

<213> Homo sapiens 
<400> 4753 

Met Asn Ser Lys Gly Gin Tyr Pro Thr Gin Pro Thr Tyr Pro Val Gin 
15 10 15 

^ Pro Pro Gly Asn Pro Val Tyr Pro Gin Thr Leu His Leu Pro Gin Ala 
M 20 25 30 

%0 Pro Pro Tyr Thr Asp Ala Pro Pro Ala Tyr Ser Glu Leu Tyr Arg Pro 
Ul 35 40 45 

Ser Phe Val His Pro Gly Ala Ala Thr Val Pro Thr Met Ser Ala Ala 
y 50 55 60 

ff^ Phe Pro Gly Ala Ser Leu Tyr Leu Pro Met Ala Gin Ser Val Ala Val 
/5 65 70 75 80 

Gly Pro Leu Gly Ser Thr lie Pro Met Ala Tyr Tyr Pro Val Gly Pro 
85 90 95 

^ lie Tyr Pro Xaa Gly Ser Thr 

O 100 



lU <210> 4754 

<211> 435 
^ <212> PRT 

<213> Homo sapiens 



<400> 4754 

Met Ala Ser Leu Lys Cys Ser Thr Val Val Cys Val lie Cys Leu Glu 

15 10 15 

Lys Pro Lys Tyr Arg Cys Pro Ala Cys Arg Val Pro Tyr Cys Ser Val 

20 25 30 

Val Cys Phe Arg Lys His Lys Glu Gin Cys Asn Pro Glu Thr Arg Pro 

35 40 45 

Val Glu Lys Lys lie Arg Ser Ala Leu Pro Thr Lys Thr Val Lys Pro 

50 55 60 

Val Glu Asn Lys Asp Asp Asp Asp Ser lie Ala Asp Phe Leu Asn Ser 
65 70 75 80 

Asp Glu Glu Glu Asp Arg Val Ser Leu Gin Asn Leu Lys Asn Leu Asp 

85 90 95 

Gly Leu Ser Ser Cys His Pro Gly Trp Ser Ala Ala Ala Gin Ser Arg 

100 105 110 

Leu Thr Ala Thr Ser Pro Ser Gin lie Xaa Ala lie Leu Met Pro Gin 

115 120 125 

Pro Pro Glu Gin Leu Gly Leu Gin Xaa Pro Ala Thr Thr Pro Asn Gin 
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130 135 140 

Phe 
145 

<210> 4755 
<211> 294 
<212> PRT 

<213> Homo sapiens 
<400> 4755 

Met Val Val Trp Glu Pro Ala Trp Gly Cys Lys Gly Pro Lys Ser Leu 

15 10 15 

lie Gly Val Arg Asn Glu Asn Thr Phe Leu Asp Leu Thr Val Gin Gin 

20 25 30 

lie Glu His Leu Asn Lys Thr Tyr Asn Thr Asp Val Pro Leu Val Leu 

35 40 45 

Met Asn Ser Phe Asn Thr Asp Glu Asp Thr Lys Lys He Leu Gin Lys 

50 55 60 

Tyr Asn His Cys Arg Val Lys He Tyr Thr Phe Asn Gin Ser Arg Tyr 
65 70 75 80 

Pro Arg He Asn Lys Glu Ser Leu Leu Pro Val Ala Lys Asp Val Ser 
85 90 95 

Tyr Ser 

<210> 4756 
<211> 159 
<212> PRT 

<213> Homo sapiens 



^ <400> 4756 

fy Met Lys Thr Asn Asp Thr Tyr Met Lys Phe Ser Trp Leu Thr Val Pro 
fU 1 5 10 15 

£ Glu Lys Ser Leu Asp Lys Glu His Arg Cys He Val Arg His Glu Asn 
O 2^ 25 30 

g Asn Lys Asn Gly Val Asp Gin Glu He He Phe Pro Pro He Lys Thr 
35 40 45 

Asp Val He Thr Met 
50 

<210> 4757 
<211> 201 
<212> PRT 

<213> Homo sapiens 
<400> 4757 

Met Ala Val Arg Leu Leu Xaa Ser Leu He Lys Lys Ser Asn Gin Ser 

15 10 15 

Ala Tyr Leu Arg Ser Gin Ser Arg Thr Ser Ser Asn Ser Phe Pro Pro 

20 25 30 

Val Ser His Leu Val Val Ala Leu His Leu Ser Gly Phe Tyr Cys Arg 

35 40 45 

He His Leu Ser Ser Ser Phe Ser Phe Gly Leu Asn Ser Lys Gin Ser 

50 55 60 

Pro Asp Ala 
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65 

<210> 4758 
<211> 255 
<212> PRT 

<213> Homo sapiens 
<400> 4758 

Met Gly Gin Gin Ser Ser Val Arg Arg Leu Lys Arg Ser Val Pro Cys 

15 10 15 

Glu Ser Asn Glu Ala Asn Glu Ala Asn Glu Ala Asn Lys Thr Met Pro 

20 25 30 

Glu Thr Pro Thr Gly Asp Ser Asp Pro Gin Pro Ala Pro Lys Lys Met 

35 40 45 

Lys Thr Ser Glu Ser Ser Thr lie Leu Val Val Arg Tyr Arg Arg Asn 

50 55 60 

Val Lys Arg Thr Ser Pro Glu Glu Leu Val Asn Asp His Ala Arg Glu 
65 70 75 80 

Asn Arg lie Asn Pro 

^ <210> 4759 
N= <211> 333 
y <212> PRT 

<213> Homo sapiens 



<400> 4759 

Met Leu Cys Cys Met Arg Arg Thr Lys Gin Val Glu Lys Asn Asp Asp 

15 10 15 

Asp Gin Lys lie Glu Gin Asp Gly lie Lys Pro Glu Asp Lys Ala His 

20 25 30 

Lys Ala Ala Thr Lys lie Gin Ala Ser Phe Arg Gly His lie Thr Arg 

35 40 45 

Lys Lys Leu Lys Gly Glu Lys Lys Asp Asp Val Gin Ala Ala Glu Ala 

50 55 60 

Glu Ala Asn Lys Lys Asp Glu Ala Pro Val Ala Asp Gly Val Glu Lys 
65 70 75 80 

Lys Gly Glu Gly Thr Thr Thr Ala Glu Ala Ala Pro Ala Xaa Gly Ser 

85 90 95 

Lys Pro Asp Glu Pro Gly Lys Ala Gly Lys Xaa Pro Ser Glu Glu 
100 105 110 

<210> 4760 
<211> 285 
<212> PRT 

<213> Homo sapiens 
<400> 4760 

Met Glu Ala Glu Lys Asp Ser Gly Arg Arg Leu Arg Pro lie Asp Arg 

15 10 15 

Gin Arg Tyr Asp Glu Xaa Glu Asp Leu Ser Asp Val Glu Glu lie Val 

20 25 30 

Ser Val Arg Gly Phe Ser Leu Glu Glu Lys Leu Arg Ser Gin Leu Tyr 
35 40 45 
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Gin Gly Asp Phe Val His Ala Met Glu Gly Lys Asp Phe Asn Tyr Glu 

50 55 60 

Tyr Val Gin Arg Glu Ala Leu Arg Val Pro Leu lie Phe Arg Glu Lys 
65 70 75 80 

Asp Gly Leu Gly lie Lys Met Pro Asp Pro Asp Phe Thr Val Arg 
85 90 95 

<210> 4761 
<211> 213 
<212> PRT 

<213> Homo sapiens 
<400> 4761 

Met Ala Pro Ser Arg Asn Gly Met Val Leu Lys Pro His Gly Ser Val 

15 10 15 

Pro His Glu Gly Ala Arg Arg Pro Arg Leu Xaa Pro Gly Gly Ala Gin 

20 25 30 

Gly Gly Arg His Ser Gin Glu Gly Gly Pro Asp His Arg His Phe Cys 

^ 35 40 45 

O Gly Ser Glu Glu Ala Glu Gin Val His Gly Val Pro Ala Gly Gin Arg 

=iB 50 55 60 

yi Ala Ala Ala Glu Gly Val Pro 

M= 65 70 

<210> 4762 
<211> 360 
"i: <212> PRT 

<213> Homo sapiens 



M <400> 4762 

iU Met Ala Pro Ser Arg Asn Gly Met Val Leu Lys Pro His Phe His Lys 

ry 1 5 10 15 

J! Asp Trp Gin Arg Arg Val Ala Thr Trp Phe Asn Gin Pro Ala Arg Lys 

Q 20 25 30 

S lie Arg Arg Arg Lys Ala Arg Gin Ala Lys Ala Arg Arg lie Ala Pro 

'"^ 35 40 45 

Arg Pro Ala Ser Gly Pro He Arg Pro He Val Arg Cys Pro Thr Val 

50 55 60 

Arg Tyr His Thr Lys Val Arg Ala Gly Arg Gly Phe Ser Leu Glu Glu 
65 70 75 80 

Leu Arg Val Ala Gly He His Lys Lys Val Ala Arg Thr He Gly He 

85 90 95 

Ser Val Asp Pro Arg Arg Arg Asn Lys Ser Thr Glu Ser Leu Gin Ala 

100 105 110 

Asn Val Gin Arg Leu Lys Glu Tyr 
115 120 

<210> 4763 
<211> 360 
<212> PRT 

<213> Homo sapiens 
<400> 4763 

Met Ala Pro Ser Arg Asn Gly Met Val Leu Lys Pro His Phe His Lys 
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15 10 15 

Asp Trp Gin Arg Arg Val Ala Thr Trp Phe Asn Gin Pro Ala Arg Lys 

20 25 30 

lie Arg Arg Arg Lys Ala Arg Gin Ala Lys Ala Arg Arg lie Ala Pro 

35 40 45 

Arg Pro Ala Ser Gly Pro lie Arg Pro He Val Arg Cys Pro Thr Val 

50 55 60 

Arg Tyr His Thr Lys Val Arg Ala Gly Arg Gly Phe Ser Leu Glu Glu 
65 70 75 80 

Leu Arg Val Ala Gly He His Lys Lys Val Ala Arg Thr He Gly He 

85 90 95 

Ser Val Asp Pro Arg Arg Arg Asn Lys Ser Thr Glu Ser Leu Gin Ala 

100 105 110 

Asn Val Gin Arg Leu Lys Glu Tyr 
115 120 

<210> 4764 
<211> 243 
<212> PRT 

<213> Homo sapiens 
Hi <400> 4764 

M: Met Asp Glu Glu Pro Glu Arg Thr Lys Arg Trp Glu Gly Gly Tyr Glu 
15 10 15 

Arg Thr Trp Glu He Leu Lys Glu Asp Glu Ser Gly Ser Leu Lys Ala 

20 25 30 

Thr He Glu Asp He Leu Phe Lys Ala Lys Arg Lys Arg Val Phe Glu 

35 40 45 

His His Gly Gin Val Arg Leu Gly Met Met Arg His Leu Tyr Val Val 

50 55 60 

Val Asp Gly Ser Arg Thr Met Glu Asp Gin Asp Leu Lys Pro Asn Arg 
65 70 75 80 

Leu 

<210> 4765 
<211> 300 
<212> PRT 

<213> Homo sapiens 



<400> 4765 
























Met 


Arg 


Glu 


He 


Val 


His 


Leu 


Gin 


Ala 


Gly Gin 


Cys 


Gly Asn Gin 


He 


1 








5 










10 






15 




Gly 


Ala 


Lys 


Phe 
20 


Trp 


Glu 


Val 


He 


Ser 
25 


Asp 


Glu 


His 


Gly He Asp 
30 


Pro 


Thr 


Gly 


Thr 


Tyr 


His 


Gly Asp 


Ser 


Asp 


Leu 


Gin 


Leu 


Glu Arg He 


Asn 






35 










40 










45 




Val 


Tyr 


Tyr 


Asn 


Glu 


Ala 


Thr Gly Gly Lys 


Tyr 


Val 


Pro Arg Ala 


Val 




50 










55 










60 






Leu 


Val 


Asp 


Leu 


Glu 


Pro 


Gly 


Thr 


Met 


Asp 


Ser 


Val 


Arg Ser Gly 


Pro 


65 










70 










75 






80 


Phe 


Gly 


Gin 


He 


Phe 


Arg 


Pro 


Asp 


Asn 


Phe 


Val 


Phe 


Gly Gin Ser Gly 










85 










90 






95 




Ala 


Gly 


Asn 


Asn 
100 
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<210> 4766 
<211> 192 
<212> PRT 

<213> Homo sapiens 
<400> 4766 

Met Ser Met Gly Leu Thr Pro Leu Ala Val Thr Met Glu Thr Val lie 

15 10 15 

Cys Ser Trp Arg Glu Ser Met Phe Tyr Tyr Asn Glu Ala Thr Gly Asn 

20 25 30 

Lys Tyr Val Pro Arg Ala Asn Pro Gin Trp lie Trp Lys Pro Gly Thr 

35 40 45 

Met Asp Xaa Val Xaa Ser Gly Pro Phe Gly Xaa Xaa Phe Arg Pro Arg 
50 55 60 

<210> 4767 
<211> 333 
<212> PRT 

<213> Homo sapiens 



<400> 4767 


















Met 


Arg 


Glu 


He 


Val 


His 


He Gin Ala Gly Gin 


Cys 


Gly Asn 


Gin 


He 


1 








5 




10 






15 




Gly 


Ala 


Lys 


Phe 


Trp 


Glu 


Val He Ser Asp Glu 


His 


Gly He 


Asp 


Pro 








20 






25 




30 






Thr 


Gly 


Thr 


Tyr 


His 


Gly Asp Ser Asp Leu Gin 


Leu 


Asp Arg 


He 


Ser 






35 








40 




45 






Val 


Tyr 


Tyr 


Asn 


Glu 


Ala 


Thr Gly Gly Lys Tyr 


Val 


Pro Arg 


Ala 


He 




50 










55 


60 








Leu 


Val 


Asp 


Leu 


Glu 


Pro 


Gly Thr Met Asp Ser 


Val 


Arg Ser 


Gly 


Pro 


65 










70 


75 








80 


Phe 


Gly 


Gin 


He 


Phe 


Arg 


Pro Asp Asn Phe Val 


Phe 


Gly Gin 


Ser 


Gly 










85 




90 






95 




Ala 


Gly 


Asn 


Asn 


Trp 


Ala 


Lys Gly Thr Thr Gin Arg 


Ala Arg 


Ala 










100 






105 




110 







<210> 4768 
<211> 300 
<212> PRT 

<213> Homo sapiens 
<400> 4768 

Met Asn Ala Arg Gly Leu Gly Ser Glu Leu Lys Asp Ser He Pro Val 

15 10 15 

Thr Glu Leu Ser Ala Ser Gly Pro Phe Glu Ser His Asp Leu Leu Arg 

20 25 30 

Lys Gly Phe Ser Cys Val Lys Asn Glu Leu Leu Pro Ser His Pro Leu 

35 40 45 

Glu Leu Ser Glu Lys Asn Phe Gin Leu Asn Gin Asp Lys Met Asn Phe 

50 55 60 

Ser Thr Leu Arg Asn He Gin Gly Leu Phe Ala Pro Leu Lys Leu Gin 
65 70 75 80 

Met Xaa Phe Lys Ala Val Gin Gin Thr Gly Leu Gly Pro Ala Glu His 



2895 




85 90 95 

Leu Pro Trp Ala 
100 

<210> 4769 

<211> 396 

<212> PRT 

<213> Homo sapiens 

<400> 4769 

Met Ala Ala Ser Met His Gly Gin Pro Ser Pro Ser Leu Glu Asp Ala 

15 10 15 

Lys Leu Arg Arg Pro Met Val lie Glu lie lie Xaa Lys Asn Phe Asp 

20 25 30 

Tyr Leu Arg Lys Glu Met Thr Gin Asn lie Tyr Gin Met Ala Thr Phe 

35 40 45 

Gly Thr Thr Ala Gly Phe Ser Gly He Phe Ser Asn Phe Leu Phe Arg 

50 55 60 

Arg Cys Phe Lys Val Lys His Asp Ala Leu Lys Thr Tyr Ala Ser Leu 
5^ 65 70 75 80 

^5 Ala Thr Leu Pro Phe Leu Ser Thr Val Val Thr Asp Lys Leu Phe Val 
m 85 90 95 

lie Asp Ala Leu Tyr Ser Asp Asn He Ser Lys Glu Asn Cys Val Phe 

y 100 105 110 

ffi Arg Ser Ser Leu He Gly He Val Cys Gly Val Phe Tyr Pro Ser Ser 
^ 115 120 125 



Xaa Ala Phe Thr 
130 

<210> 4770 
<211> 291 
<212> PRT 



g <213> Homo sapiens 



<400> 4770 

Met Ser Phe He Leu He Asn Xaa Pro Val Phe Leu Phe Leu Phe He 

15 10 15 

Tyr Phe Glu Thr Gly Ser His Phe Val Thr Gin Ala Gly Gly Lys Trp 

20 25 30 

Arg Gly Leu Gly Ser Leu Gin Pro Leu Pro Pro Gly Phe Arg Arg Ser 

35 40 45 

Ser Cys Leu Ser Leu Leu Ser Gly Trp Asp Cys Gly Leu Ala Pro Pro 

50 55 60 

Arg Ser Ala Asn Phe Cys He Phe Ser Gly Asp Gly Val Ser Pro Cys 
65 70 75 80 

Trp Xaa Asp Trp Ser Ser Thr Pro Gly Phe Arg Trp Ser Xaa Leu Leu 
85 90 95 

Gly 

<210> 4771 
<211> 156 
<212> PRT 

<213> Homo sapiens 



2896 



<400> 4771 

Met Ser Asn Met Glu Lys His Leu 
1 5 
Glu Leu Ser Arg Ser Ala Lys Lys 
20 

Lys Ala Lys lie Lys Lys Ala lie 

35 40 
Arg lie Xaa Ala 
50 



Phe Asn Leu Lys Phe Ala Ala Lys 

10 15 
Cys Asp Lys Glu Glu Lys Ala Glu 
25 30 
Gin Lys Gly Asn Met Glu Val Ala 
45 



<210> 4772 
<211> 417 
<212> PRT 

<213> Homo sapiens 



<400> 4772 

Met Asp Gly Ser Arg Lys Glu Glu Glu Glu Asp Ser Thr Phe Thr Asn 
1 5 10 15 

lie Ser Leu Ala Asp Asp lie Xaa His Ser Ser Arg lie Leu Tyr Pro 
20 25 30 

'^M Arg Pro Lys Ser Leu Leu Pro Lys Met Met Asn Ala Asp Met Asp Ala 
m 35 40 45 

Val Asp Xaa Glu Asn Gin Val Glu Leu Glu Glu Lys Thr Arg Leu lie 
Ut 50 55 60 

Asn Gin Val Leu Glu Leu Gin His Thr Leu Glu Asp Leu Ser Ala Arg 
65 70 75 80 

*^ Val Asp Ala Val Lys Glu Glu Asn Leu Lys Leu Lys Ser Glu Asn Gin 

85 90 95 

^ Val Leu Gly Gin Tyr lie Glu Asn Leu Met Ser Ala Ser Ser Val Phe 
O 100 105 110 

fy Gin Thr Thr Asp Thr Lys Ser Lys Arg Ser Lys Gly Leu Thr Pro Phe 
fij 115 120 125 

^ Cys Phe Met Glu Leu Leu Leu lie lie Phe Ser 
r^ 130 135 



<210> 4773 
<211> 357 
<212> PRT 

<213> Homo sapiens 



<400> 4773 

Met Ser Ala Gin 

1 

lie Ser Leu Phe 
20 

Gin Ala Thr Xaa 
35 

Leu Pro Asp Tyr 
50 

Met Met Leu Glu 
65 

Asn Pro Asn Leu 
Gin Phe Arg Thr 



Phe Arg Ser Leu 
5 

Ser Leu Leu Ser 

Xaa Leu Xaa Gly 
40 

Ala Gin Asp Leu 
55 

lie lie Asn Ser 
70 

Val Tyr Ala Leu 
85 

His Pro Ser Phe 



His Gin Tyr Ala 
10 

Lys Lys His Asn 
25 

Ser Leu Ser Ser 

Asn Val He Glu 
60 

Cys Leu Thr Asn 
75 

Leu Tyr Lys Arg 
90 

Gin Asp He Met 



Ala Gin Arg He 
15 

Lys Val Leu Glu 
30 

Asn Asp Val Pro 
45 

Glu Val He Arg 

Ser Leu His His 
80 

Asp Leu Phe Glu 
95 

Gin Asn He Asp 
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100 105 110 

Leu Val lie Ser Phe Phe Ser 
115 

<210> 4774 
<211> 336 
<212> PRT 

<213> Homo sapiens 



<400> 4774 


























Met 


Gin 


Arg 


Glu 


Glu 


Lys Gin 


Leu 


Glu 


Ala 


Ser 


Leu 


Asp 


Ala 


Leu 


Leu 


1 








5 








10 










15 




Ser 


Gin 


Val 


Ala 
20 


Asp 


Leu Lys 


Asn 


Ser 
25 


Leu 


Gly 


Ser 


Phe 


He 
30 


Cys 


Lys 


Leu 


Glu 


Xaa 
35 


Glu 


Tyr 


Gly Arg 


Leu 
40 


Thr 


Trp 


Pro 


Ser 


Val 
45 


Leu 


Asp 


Ser 


Phe 


Ala 


Leu 


Leu 


Ser 


Gly Gin Leu Asn Thr 


Leu 


Asn 


Lys 


Val 


Leu 


Lys 




50 








55 










60 








His 


Glu 


Lys 


Thr 


Pro 


Leu Phe 


Arg 


Asn 


Gin 


Val 


He 


He 


Pro 


Leu 


Val 


65 










70 








75 










80 


Leu 


Ser 


Pro 


Asp 


Arg 


Asp Glu 


Asp 


Leu 


Met 


Arg 


Gin 


Thr 


Glu 


Gly Arg 










85 








90 










95 




Val 


Pro 


Val 


Phe 
100 


Ser 


His Glu 


Val 


Val 
105 


Pro 


Asp 


His 


Leu 


Arg 
110 


Thr 


Lys 



<210> 4775 
<211> 216 
<212> PRT 
1^ <213> Homo sapiens 

RJ <400> 4775 

fll Met Gly Pro Asp Tyr Arg Val Leu Val His Arg Ala Arg Lys Leu Ala 

1 5 10 15 

p Gin Gin Tyr Tyr Leu Val Tyr Gin Glu Pro He Pro Thr Ala Gin Leu 
Q 20 25 30 

^ Val Gin Arg Val Ala Ser Val Met Gin Glu Tyr Thr Gin Ser Gly Gly 
35 40 45 

Val Arg Pro Phe Gly Val Ser Leu Leu He Cys Gly Trp Asn Glu Gly 
50 55 60 

Arg Pro Tyr Leu Phe Gin Ser Asp 

65 70 

<210> 4776 
<211> 210 
<212> PRT 

<213> Homo sapiens 
<400> 4776 

Met Ser Ser Arg Lys Gin Gly Ser Gin Pro Arg Gly Gin Gin Ser Ala 

15 10 15 

Glu Glu Glu Asn Phe Lys Lys Pro Thr Arg Ser Asn Met Gin Arg Ser 

20 25 30 

Lys Met Arg Gly Ala Ser Ser Gly Lys Lys Thr Ala Gly Pro Gin Gin 
35 40 45 



2898 





Lys Asn Leu Glu Pro Ala Leu Pro Gly Arg Trp Gly Gly Arg Ser Ala 

50 55 60 

Glu Asn Pro Pro Ser Gly 
65 70 

<210> 4777 
<211> 210 
<212> PRT 

<213> Homo sapiens 
<400> 4777 

Met Ser Ser Arg Lys Gin Gly Ser Gin Pro Arg Gly Gin Gin Ser Ala 

15 10 15 

Glu Glu Glu Asn Phe Lys Lys Pro Thr Arg Ser Asn Met Gin Arg Ser 

20 25 30 

Lys Met Arg Gly Ala Ser Ser Gly Lys Lys Thr Ala Gly Pro Gin Gin 

35 40 45 

Lys Asn Leu Glu Pro Ala Leu Pro Gly Arg Trp Gly Gly Arg Ser Ala 

50 55 60 

Glu Asn Pro Pro Ser Gly 
65 70 

<210> 4778 
<211> 210 
<212> PRT 

<213> Homo sapiens 
<400> 4778 

Met Ser Ser Arg Lys Gin Gly Ser Gin Pro Arg Gly Gin Gin Ser Ala 

15 10 15 

Glu Glu Glu Asn Phe Lys Lys Pro Thr Arg Ser Asn Met Gin Arg Ser 

20 25 30 

Lys Met Arg Gly Ala Ser Ser Gly Lys Lys Thr Ala Gly Pro Gin Gin 

35 40 45 

Lys Asn Leu Glu Pro Ala Leu Pro Gly Arg Trp Gly Gly Arg Ser Ala 

50 55 60 

Glu Asn Pro Pro Ser Gly 
65 70 

<210> 4779 
<211> 210 
<212> PRT 

<213> Homo sapiens 
<400> 4779 

Met Ser Ser Arg Lys Gin Gly Ser Gin Pro Arg Gly Gin Gin Ser Ala 

15 10 15 

Glu Glu Glu Asn Phe Lys Lys Pro Thr Arg Ser Asn Met Gin Arg Ser 

20 25 30 

Lys Met Arg Gly Ala Ser Ser Gly Lys Lys Thr Ala Gly Pro Gin Gin 

35 40 45 

Lys Asn Leu Glu Pro Ala Leu Pro Gly Arg Trp Gly Gly Arg Ser Ala 

50 55 60 

Glu Asn Pro Pro Ser Gly 
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65 70 

<210> 4780 

<211> 210 

<212> PRT 

<213> Homo sapiens 

<400> 4780 





Met 


Ser 


Ser 


Arg 


Lys 


Gin 


Gly 


Ser 


Gin 


Pro Arg Gly Gin Gin 


Ser 


Ala 




1 








5 










10 


15 






Glu 


Glu 


Glu 


Asn 


Phe 


Lys 


Lys 


Pro 


Thr 


Arg Ser Asn Met Gin 


Arg 


Ser 










20 










25 


30 








Lys 


Met 


Arg Gly Ala 


Ser 


Ser 


Gly Lys 


Lys Thr Ala Gly Pro 


Gin 


Gin 








35 










40 




45 








Lys 


Asn 


Leu 


Glu 


Pro 


Ala 


Leu 


Pro 


Gly Arg Trp Gly Gly Arg Ser 


Ala 






50 










55 






60 








Glu 


Asn 


Pro 


Pro 


Ser 


Gly 
















65 










70 
















<210> 4781 






















<211> 351 






















<212> PRT 






















<213> Homo sapiens 
















yj 


<400> 4781 






















Met 


Ala 


Leu 


Thr 


Ser 


Thr 


Asp 


His 


Asn 


Thr Lys Pro Thr Met 


He 


Arg 


i 


1 








5 










10 


15 




Arg 


Pro 


Pro 


Ala 


Val 


Val 


Cys 


Tyr 


He 


Cys Gly Arg Glu Tyr Gly Thr 










20 










25 


30 






1 


Lys 


Ser 


He 


Ser 


He 


His 


Glu 


Pro 


Gin 


Cys Leu Lys Lys Trp 


His 


Asn 








35 










40 




45 








Glu 


Asn 


Asn 


Leu 


Leu 


Pro 


Lys 


Glu 


Leu 


Arg Arg Pro Val Pro 


Lys 


Lys 






50 










55 






60 




Pro 


Glu 


Val 


Arg 


Thr 


He 


Thr 


Ala 


Lys 


Gly Phe Tyr Asp Leu 


Asp 


Ala 


0 


65 










70 








75 


80 




Leu 


Asn 


Glu 


Ala 


Ala 


Trp 


Thr 


Ser 


Ala 


His Ser Gin Leu Val 


Pro 


Cys 












85 










90 


95 




Asn 


Val 


Cys 


Gly 


Arg 


Thr 


Phe 


Leu 


Pro 


Asp Arg Leu He Val 


His 


Gin 










100 










105 


110 








Gin 


Ser 


Cys 


Lys 


Pro 






















115 





















<210> 4782 
<211> '273 
<212> PRT 

<213> Homo sapiens 

<400> 4782 
Met Gly Phe Leu Lys 
1 5 
Gly Arg Gin He He 
20 

Pro Asn Gly Ser Gly 
35 



2900 



Leu He Glu He Glu Asn Phe Lys Ser Tyr Lys 

10 15 
Gly Pro Phe Gin Arg Phe Thr Ala He He Gly 

25 30 
Lys Ser Asn Leu Met Asp Ala He Ser Phe Val 
40 45 





Leu Gly Glu Lys Thr Ser Asn Leu Arg Val Lys Thr Leu Arg Asp Leu 

50 55 60 

lie His Gly Ala Pro Val Gly Lys Pro Ala Ala Asn Arg Ala Phe Val 
65 70 75 80 

Ser Met Val Tyr Ser Glu Glu Gly Ala Glu Asp 
85 90 

<210> 4783 

<211> 174 

<212> PRT 

<213> Homo sapiens 

<400> 4783 

Met Ala Gly Glu Lys Val Glu Lys Pro Asp Thr Lys Glu Lys Lys Pro 

15 10 15 

Glu Ala Lys Lys Val Asp Ala Gly Gly Lys Val Lys Lys Gly Asn Leu 

20 25 30 

Lys Ala Lys Lys Pro Lys Lys Gly Lys Pro Leu Xaa Phe Met Asp Asp 
35 40 45 

^ Ser Xaa Val Glu Ser Thr Ala Ser lie Leu 
^5 50 55 

m 

yj 



<210> 4784 
<211> 288 
<212> PRT 
<213> Homo sapiens 



<400> 4784 

Z,^ Met Ala Gly Glu Lys Val Glu Lys Pro Asp Thr Lys Glu Lys Lys Pro 
y 1 5 10 15 

fy Glu Ala Lys Lys Val Asp Ala Gly Gly Lys Val Lys Lys Gly Asn Leu 
HJ 20 25 30 

Lys Ala Lys Lys Pro Lys Lys Gly Lys Pro His Cys Ser Arg Asn Pro 
O 35 40 45 

Val Leu Val Arg Gly lie Gly Arg Tyr Ser Arg Ser Ala Met Tyr Ser 

50 55 60 

Arg Lys Ala Met Lys Glu Lys Asp Arg Glu Lys Glu Arg Glu Arg Xaa 
65 70 75 80 

Lys Xaa Arg Glu Lys Glu Lys Xaa Arg Gly Lys Asn Xaa Xaa Arg Asp 
85 90 95 

<210> 4785 

<211> 288 

<212> PRT 

<213> Homo sapiens 

<400> 4785 

Met Ala Gly Glu Lys Val Glu Lys Pro Asp Thr Lys Glu Lys Lys Pro 

15 10 15 

Glu Ala Lys Lys Val Asp Ala Gly Gly Lys Val Lys Lys Gly Asn Leu 

20 25 30 

Lys Ala Lys Lys Pro Lys Lys Gly Lys Pro His Cys Ser Arg Asn Pro 

35 40 45 

Val Leu Val Arg Gly lie Gly Arg Tyr Ser Arg Ser Ala Met Tyr Ser 



2901 




3S= 



50 55 60 

Arg Lys Ala Met Tyr Lys Arg Lys Gin Leu Leu Lys Pro Arg Xaa Arg 
65 70 75 80 

Lys Trp Lys Ala Gin Asn Arg Leu Arg Leu Ser lie Ser Leu Leu Glu 
85 90 95 

<210> 4786 
<211> 174 
<212> PRT 

<213> Homo sapiens 
<400> 4786 

Met Ala Gly Glu Lys Val Glu Lys Pro Asp Thr Lys Glu Lys Lys Pro 

15 10 15 

Glu Ala Lys Lys Val Asp Ala Gly Gly Lys Val Lys Lys Gly Asn Leu 

20 25 30 

Lys Ala Lys Lys Pro Lys Lys Gly Lys Pro Leu Xaa Phe Met Asp Asp 

35 40 45 

Ser Xaa Val Glu Ser Thr Ala Ser lie Leu 
50 55 

<210> 4787 
<211> 174 
<212> PRT 

<213> Homo sapiens 



Q <400> 4787 

Met Ala Gly Glu Lys Val Glu Lys Pro Asp Thr Lys Glu Lys Lys Pro 
3 1 5 10 15 

Glu Ala Lys Lys Val Asp Ala Gly Gly Lys Val Lys Lys Gly Asn Leu 

20 25 30 

Lys Ala Lys Lys Pro Lys Lys Gly Lys Pro Leu Xaa Phe Met Asp Asp 

35 40 45 

Ser Xaa Val Glu Ser Thr Ala Ser lie Leu 
50 55 

<210> 4788 
<211> 288 
<212> PRT 

<213> Homo sapiens 
<400> 4788 

Met Ala Gly Glu Lys Val Glu Lys Pro Asp Thr Lys Glu Lys Lys Pro 
15 10 15 

Glu Ala Lys Lys Val Asp Ala Gly Gly Lys Val Lys Lys Gly Asn Leu 

20 25 30 

Lys Ala Lys Lys Pro Lys Lys Gly Lys Pro His Cys Ser Arg Asn Pro 

35 40 45 

Val Leu Val Arg Gly lie Gly Arg Tyr Ser Arg Ser Ala Met Tyr Ser 

50 55 60 

Arg Lys Ala Met Lys Glu Lys Asp Arg Glu Lys Glu Arg Glu Arg Xaa 
65 70 75 80 

Lys Xaa Arg Glu Lys Glu Lys Xaa Arg Gly Lys Asn Xaa Xaa Arg Asp 
85 90 95 



2902 




'i 3 



in 



<210> 4789 
<211> 288 
<212> PRT 

<213> Homo sapiens 
<400> 4789 

Met Ala Gly Glu Lys Val Glu Lys Pro Asp Thr Lys Glu Lys Lys Pro 

15 10 15 

Glu Ala Lys Lys Val Asp Ala Gly Gly Lys Val Lys Lys Gly Asn Leu 

20 25 30 

Lys Ala Lys Lys Pro Lys Lys Gly Lys Pro His Cys Ser Arg Asn Pro 

35 40 45 

Val Leu Val Arg Gly lie Gly Arg Tyr Ser Arg Ser Ala Met Tyr Ser 

50 55 60 

Arg Lys Ala Met Tyr Lys Arg Lys Gin Leu Leu Lys Pro Arg Xaa Arg 
65 70 75 80 

Lys Trp Lys Ala Gin Asn Arg Leu Arg Leu Ser lie Ser Leu Leu Glu 
85 90 95 



<210> 4790 
<211> 669 
<212> PRT 
^ <213> Homo sapiens 



<400> 4790 

Met Ala Gly Glu Lys Val Glu Lys Pro Asp Thr Lys Glu Lys Lys Pro 

15 10 15 

Glu Ala Lys Lys Val Asp Ala Gly Gly Lys Val Lys Lys Gly Asn Leu 

20 25 30 

Lys Ala Lys Lys Pro Lys Lys Gly Lys Pro His Cys Ser Arg Asn Pro 

35 40 45 

Val Leu Val Arg Gly lie Gly Arg Tyr Ser Arg Ser Ala Met Tyr Ser 

50 55 60 

Arg Lys Ala Met Tyr Lys Arg Lys Tyr Ser Ala Ala Lys Ser Lys Val 
65 70 75 80 

Glu Lys Lys Lys Lys Glu Lys Val Leu Ala Thr Val Thr Lys Pro Val 

85 90 95 

Gly Gly Asp Lys Asn Gly Gly Thr Arg Val Val Lys Leu Arg Lys Met 

100 105 110 

Pro Arg Tyr Tyr Pro Thr Glu Asp Val Pro Arg Lys Leu Leu Ser His 

115 120 125 

Gly Lys Lys Pro Phe Ser Gin His Val Arg Lys Leu Arg Ala Ser lie 

130 135 140 

Thr Pro Gly Thr lie Leu lie lie Leu Thr Gly Arg His Arg Gly Lys 
145 150 155 160 

Arg Val Val Phe Leu Lys Gin Leu Ala Ser Gly Leu Leu Leu Val Thr 

165 170 175 

Gly Pro Leu Val Leu Asn Arg Val Pro Leu Arg Arg Thr His Gin Lys 

180 185 190 

Phe Val lie Ala Thr Ser Thr Lys He Asp He Ser Asn Val Lys He 

195 200 205 

Pro Lys His Leu Thr Asp Ala Tyr Phe Lys Lys Lys Lys Leu Arg 
210 215 220 



2903 




<210> 4791 
<211> 288 
<212> PRT 

<213> Homo sapiens 
<400> 4791 

Met Ala Gly Glu Lys Val Glu Lys Pro Asp Thr Lys Glu Lys Lys Pro 
i 5 10 15 

Glu Ala Lys Lys Val Asp Ala Gly Gly Lys Val Lys Lys Gly Asn Leu 

20 25 30 

Lys Ala Lys Lys Pro Lys Lys Gly Lys Pro His Cys Ser Arg Asn Pro 

35 40 45 

Val Leu Val Arg Gly He Gly Arg Tyr Ser Arg Ser Ala Met Tyr Ser 

50 55 60 

Arg Lys Ala Met Lys Glu Lys Asp Arg Glu Lys Glu Arg Glu Arg Xaa 

70 75 80 

Lys Xaa Arg Glu Lys Glu Lys Xaa Arg Gly Lys Asn Xaa Xaa Arg Asp 
85 90 95 

m <210> 4792 

N= <211> 288 

yj <212> PRT 

~fH <213> Homo sapiens 

<400> 4792 

J" Met Ala Gly Glu Lys Val Glu Lys Pro Asp Thr Lys Glu Lys Lys Pro 

^ 5 10 15 

^ Glu Ala Lys Lys Val Asp Ala Gly Gly Lys Val Lys Lys Gly Asn Leu 
^ 20 25 30 

Hy Lys Ala Lys Lys Pro Lys Lys Gly Lys Pro His Cys Ser Arg Asn Pro 

35 40 45 

g Val Leu Val Arg Gly He Gly Arg Tyr Ser Arg Ser Ala Met Tyr Ser 
O 55 60 

Arg Lys Ala Met Tyr Lys Arg Lys Gin Leu Leu Lys Pro Arg Xaa Arg 
^5 70 75 80 

Lys Trp Lys Ala Gin Asn Arg Leu Arg Leu Ser He Ser Leu Leu Glu 
85 90 95 

<210> 4793 
<211> 669 
<212> PRT 

<213> Homo sapiens 
<400> 4793 

Met Ala Gly Glu Lys Val Glu Lys Pro Asp Thr Lys Glu Lys Lys Pro 

1 5 10 15 

Glu Ala Lys Lys Val Asp Ala Gly Gly Lys Val Lys Lys Gly Asn Leu 

20 25 30 

Lys Ala Lys Lys Pro Lys Lys Gly Lys Pro His Cys Ser Arg Asn Pro 

35 40 45 

Val Leu Val Arg Gly He Gly Arg Tyr Ser Arg Ser Ala Met Tyr Ser 

50 55 60 

Arg Lys Ala Met Tyr Lys Arg Lys Tyr Ser Ala Ala Lys Ser Lys Val 



2904 



65 70 75 80 

Glu Lys Lys Lys Lys Glu Lys Val Leu Ala Thr Val Thr Lys Pro Val 

85 90 95 

Gly Gly Asp Lys Asn Gly Gly Thr Arg Val Val Lys Leu Arg Lys Met 

100 105 110 

Pro Arg Tyr Tyr Pro Thr Glu Asp Val Pro Arg Lys Leu Leu Ser His 

115 120 125 

Gly Lys Lys Pro Phe Ser Gin His Val Arg Lys Leu Arg Ala Ser He 

130 135 140 

Thr Pro Gly Thr He Leu He He Leu Thr Gly Arg His Arg Gly Lys 
145 150 155 160 

Arg Val Val Phe Leu Lys Gin Leu Ala Ser Gly Leu Leu Leu Val Thr 

165 170 175 

Gly Pro Leu Val Leu Asn Arg Val Pro Leu Arg Arg Thr His Gin Lys 

180 185 190 

Phe Val He Ala Thr Ser Thr Lys He Asp He Ser Asn Val Lys He 

195 200 205 

Pro Lys His Leu Thr Asp Ala Tyr Phe Lys Lys Lys Lys Leu Arg 
a 210 215 220 

<210> 4794 
Tl <211> 204 
rZ <212> PRT 
^ <213> Homo sapiens 

=fi <400> 4794 

Met Tyr Pro Glu Ser Thr Thr Gly Ser Pro Ala Arg Leu Ser Leu Arg 
^ 1 5 10 15 

p Gin Thr Gly Ser Pro Gly Met He Tyr Ser Thr Arg Tyr Gly Ser Pro 
HI 20 25 30 

m ^■^^ Arg Asn Leu Gly Lys Ser Gly Leu Arg 

^ 35 40 45 

Val Ser Cys Leu Gly Leu Gly Xaa Trp Val Thr Phe Gly Gly Gin He 
y 50 55 60 

M Thr Asp Glu Met 

65 



<210> 4795 

<211> 318 

<212> PRT 

<213> Homo sapiens 



<400> 4795 




























Met 


Ala Ala 


Pro 


Ser 


Gly Gly Val 


Asn 


Cys 


Glu 


Glu 


Phe 


Ala 


Glu 


Phe 


1 






5 










10 










15 




Gin 


Glu Leu 


Leu 


Lys 


Val 


Met 


Arg 


Thr 


He 


Asp 


Asp 


Arg 


He 


Val 


His 






20 










25 










30 






Glu 


Leu Asn 


Thr 


Thr 


Val 


Pro 


Thr 


Ala 


Ser 


Phe 


Ala 


Gly Lys 


He 


Asp 




35 










40 










45 






Ala 


Ser Gin 


Thr 


Cys 


Lys 


Gin 


Leu 


Tyr 


Glu 


Ser 


Leu 


Met 


Ala 


Ala 


His 




50 








55 










60 










Ala 


Ser Arg 


Asp 


Arg 


Val 


He 


Lys 


Asn 


Cys 


He 


Ala 


Gin 


Thr 


Ser 


Ala 


65 








70 










75 










80 


Val 


Val Lys 


Asn 


Leu 


Arg 


Glu 


Glu 


Arg 


Glu 


Lys 


Asn 


Leu 


Asp 


Asp 


Leu 
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85 90 95 

Thr Leu Leu Lys Gin Leu Arg Lys Glu Gin 
100 105 

<210> 4796 
<211> 339 
<212> PRT 
<213> Homo sapiens 

<400> 4796 

Met Pro Glu Cys Trp Asp Gly Glu His Asp lie Glu Thr Pro Tyr Gly 
15 10 15 

Leu Leu His Val Val lie Arg Gly Ser Pro Lys Gly Asn Arg Pro Ala 

20 25 30 

lie Leu Thr Tyr His Asp Val Gly Leu Asn His Lys Leu Cys Phe Asn 

35 40 45 

Thr Phe Phe Asn Phe Glu Asp Met Gin Glu lie Thr Lys His Phe Val 

50 55 60 

Val Cys His Val Xaa Xaa Pro Gly Gin Gin Val Gly Ala Ser Gin Phe 
65 70 75 80 

Ijl Pro Gin Gly Tyr Gin Phe Pro Ser Met Glu Gin Leu Ala Ala Met Leu 
tl 50 95 

Pro Ser Val Val Gin His Phe Gly Phe Lys Tyr Val lie Gly lie Gly 
100 105 110 

Val 



%0 <210> 4797 

s <211> 261 

n <212> PRT 

fy <213> Homo sapiens 

<400> 4797 

£ Met Ser Arg Glu Met Gin Asp Val Asp Leu Ala Glu Val Lys Pro Leu 

1 5 10 15 

M Val Glu Lys Gly Glu Thr lie Thr Gly Leu Leu Gin Glu Phe Asp Val 
20 25 30 

Gin Glu Gin Asp lie Glu Thr Leu His Gly Ser Val His Val Thr Leu 

35 40 45 

Cys Gly Thr Pro Lys Gly Asn Arg Pro Val He Leu Thr Tyr His Asp 

50 55 60 

He Gly Met Asn His Lys Thr Cys Tyr Asn Pro Leu Phe Asn Tyr Glu 
65 70 75 80 

Asp Met Gin Glu He Thr Gin 
85 

<210> 4798 

<211> 309 

<212> PRT 

<213> Homo sapiens 

<400> 4798 

Met Ser Lys Arg Gly Arg Gly Gly Ser Ser Gly Ala Lys Phe Arg He 

15 10 15 

Ser Leu Gly Leu Pro Val Gly Ala Val He Asn Cys Ala Asp Asn Thr 



2906 




Ml 

z z 



3^ 







20 








25 








30 




Gly Ala 


Lys 
35 


Asn 


Leu 


Tyr 


He 


He Ser 
40 


Val 


Lys 


Xaa 


He Lys 
45 


Gly Arg 


Leu Asn 


Arg 


Leu 


Pro 


Ala 


Ala 


Gly Val 


Gly 


Asp 


Met 


Val Met 


Ala Thr 


50 










55 








60 






Val Lys 


Lys 


Gly 


Lys 


Pro 


Glu 


Leu Arg 


Lys 


Lys 


Val 


His Pro 


Ala Val 


65 








70 








75 






80 


Val He 


Arg 


Gin 


Arg 
85 


Lys 


Ser 


Tyr Arg 


Arg 
90 


Lys 


Asp 


Gly Ala 


Leu Ala 
95 


Ser Gin 


Ser 


Val 
100 


Trp 


He 


Thr 















<210> 4799 
<211> 162 
<212> PRT 

<213> Homo sapiens 
<400> 4799 

Met Ala Val Gly Lys Asn Lys Arg Leu Thr Lys Gly Gly Lys Lys Gly 

15 10 15 

Ala Lys Lys Lys Val Val Asp Pro Phe Ser Lys Lys Asp Trp Tyr Asp 

20 25 30 

Val Lys Ala Pro Ala Met Phe Asn He Arg Asn He Gly His Ser Arg 

35 40 45 

Cys Phe Gin Pro Phe His 
50 



<210> 4800 
Q <211> 774 
^ <212> PRT 

<213> Homo sapiens 



<400> 4800 

Met Ala Val Gly Lys Asn Lys Arg Leu Thr Lys Gly Gly Lys Lys Gly 

15 10 15 

Ala Lys Lys Lys Val Val Asp Pro Phe Ser Lys Lys Asp Trp Tyr Asp 

20 25 30 

Val Lys Ala Pro Ala Met Phe Asn He Arg Asn He Gly Lys Thr Leu 

35 40 45 

Val Thr Arg Thr Gin Gly Thr Lys He Ala Ser Asp Gly Leu Lys Gly 

50 55 60 

Arg Val Phe Glu Val Ser Leu Ala Asp Leu Gin Asn Asp Glu Val Ala 
65 70 75 80 

Phe Arg Lys Phe Lys Leu He Thr Glu Asp Val Gin Gly Lys Asn Cys 

85 90 95 

Leu Thr Asn Phe His Gly Met Asp Leu Thr Arg Asp Lys Met Cys Ser 

100 105 110 

Met Val Lys Lys Trp Gin Thr Met He Glu Ala His Val Asp Val Lys 

115 120 125 

Thr Thr Asp Gly Tyr Leu Leu Arg Leu Phe Cys Val Gly Phe Thr Lys 

130 135 140 

Lys Arg Asn Asn Gin He Arg Lys Thr Ser Tyr Ala Gin His Gin Gin 
145 150 155 160 

Val Arg Gin He Arg Lys Lys Met Met Glu He Met Thr Arg Glu Val 
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X D 3 










170 










175 




Gin 


Thr 


Asn Asp 


Leu 


Lys 


Glu 


Val 


Val 


Asn 


Lys 


Leu 


He 


Pro 


Asp 


Ser 






180 










185 










190 






He 


Gly 


Lys Asp 


He 


Glu 


Lys 


Ala 


Cys 


Gin 


Ser 


He 


Tyr 


Pro 


Leu 


His 






195 








200 










205 








Asp 


Val 


Phe Val 


Arg 


Lys 


Val 


Lys 


Met 


Leu 


Lys 


Lys 


Pro 


Lys 


Phe 


Glu 




210 








215 










220 










Leu 


Gly 


Lys Leu 


Met 


Glu 


Leu 


His 


Gly Glu Gly Ser 


Ser 


Ser 


Gly 


Lys 


225 








230 










235 










240 


Ala 


Thr 


Gly Asp 


Glu 


Thr 


Gly Ala 


Lys 


Val 


Glu 


Arg 


Ala 


Asp Gly Tyr 








245 










250 










255 




Glu 


Pro 





























<210> 4801 

<211> 252 

<212> PRT 

<213> Homo sapiens 

<400> 4801 

Met Ala Val Gly Lys Asn Lys Arg Leu Thr Lys Gly Gly Lys Lys Gly 

15 10 15 

Ala Lys Lys Lys Val Val Asp Pro Phe Ser Lys Lys Asp Trp Tyr Asp 

20 25 30 

Val Lys Ala Pro Ala Met Phe Asn He Arg Asn He Gly Lys Thr Leu 

35 40 45 

Val Thr Arg Thr Gin Gly Thr Lys He Ala Ser Asp Gly Leu Lys Gly 

50 55 60 

Arg Val Phe Glu Thr He Arg Cys Asn Phe Ala Ser Leu Phe Leu Ala 
65 70 75 80 

Val Glu Arg Phe 



"p <210> 4802 



<211> 417 
<212> PRT 
<213> Homo sapiens 



<400> 4802 




















Met 


Xaa 


Glu 


Ala 


His 


Val 


Asp 


Val 


Lys 


Thr Thr Asp Gly Tyr Leu Leu 


1 








5 










10 


15 




Arg 


Leu 


Phe 


Cys 


Val 


Gly Phe 


Thr 


Lys 


Lys Arg Asn Asn Gin 


He 


Arg 








20 










25 


30 




Lys 


Thr 


Ser 


Tyr 


Ala 


Gin 


His 


Gin 


Gin 


Val Arg Gin He Arg 


Lys 


Lys 






35 










40 




45 






Met 


Met 


Glu 


He 


Met 


Thr 


Arg 


Glu 


Val 


Gin Thr Asn Asp Leu 


Lys 


Glu 




50 










55 






60 




Val 


Val 


Asn 


Lys 


Leu 


He 


Pro 


Asp 


Ser 


He Gly Lys Asp He 


Glu 


Lys 


65 










70 








75 




80 


Ala 


Cys 


Gin 


Ser 


He 


Tyr 


Pro 


Leu 


His 


Asp Val Phe Val Arg 


Lys 


Val 










85 










90 


95 




Lys 


Met 


Leu 


Lys 


Lys 


Pro 


Lys 


Phe 


Glu 


Leu Gly Lys Leu Met 


Glu 


Leu 








100 










105 


110 






His 


Gly 


Glu 


Gly 


Ser 


Ser 


Ser 


Gly Lys Ala Thr Gly Asp Glu Thr Gly 






115 










120 




125 






Ala 


Lys 


Val 


Glu 


Arg 


Ala 


Asp Gly Tyr Glu Pro 
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^5 



130 135 

<210> 4803 
<211> 243 
<212> PRT 

<213> Homo sapiens 
<400> 4803 

Met Asn Asn Lys Phe Asp Ala Leu Lys Asp Asp Asp Ser Gly Asp His 
15 10 15 

Asp Gin Asn Glu Glu Asn Ser Thr Gin Lys Asp Gly Glu Lys Glu Lys 

20 25 30 

Thr Glu Arg Asp Lys Asn Gin Ser Ser Ser Lys Arg Lys Val Glu Gin 

35 40 45 

Phe Trp Arg Phe Tyr Ser His Met Val Arg Pro Gly Asp Leu Thr Gly 

50 55 60 

His Ser Asp Phe His Leu Phe Lys Glu Gly lie Lys Pro Met Trp Glu 
65 70 75 80 

Asp 

<210> 4804 
<211> 189 
<212> PRT 

<213> Homo sapiens 
<400> 4804 

Met Lys Arg Lys Lys Arg Gin Phe Leu Lys Leu Ser Gin Asn lie Asn 
15 10 15 

Arg Trp Lys Asp Val Pro Met Ser Ser Pro Pro Ser Thr Leu Gly Ala 
m 20 25 30 

Trp Lys Cys Cys Ser Arg Glu Gin Ala Pro Gly Trp Thr Cys Pro Val 

35 40 45 

Leu Thr Thr Ser Val Cys Xaa Val Asn Asn Lys Ser Phe Gin Arg 
50 55 60 

<210> 4805 
<211> 282 
<212> PRT 

<213> Homo sapiens 
<400> 4805 

Met Gin His Ala Arg Lys Ala Gly Leu Val lie Pro Pro Glu Lys Ser 
15 10 15 

Asp Arg Ser lie His Leu Ala Cys Thr Ala Gly lie Phe Asp Ala Tyr 

20 25 30 

Val Pro Pro Glu Gly Asp Ala Arg lie Ser Ser Leu Ser Lys Glu Gly 

35 40 45 

Leu lie Glu Arg Thr Glu Arg Met Lys Lys Thr Met Ala Ser Gin Val 

50 55 60 

Ser lie Arg Arg lie Lys Asp Tyr Asp Ala Asn Phe Lys lie Lys Asp 
65 70 75 80 

Phe Pro Glu Lys Ala Lys Asp lie Phe lie Glu Ala His Leu 
85 90 
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<210> 4806 
<211> 297 
<212> PRT 

<213> Homo sapiens 
<400> 4806 

Met Ala Leu Arg Val Thr Arg Asn Ser Lys lie Asn Ala Glu Asn Lys 

15 10 15 

Ala Lys lie Asn Met Ala Gly Ala Lys Arg Val Pro Thr Ala Pro Ala 

20 25 30 

Ala Thr Ser Lys Pro Gly Leu Arg Pro Arg Thr Ala Leu Gly Asp lie 

35 40 45 

Gly Asn Lys Val Ser Glu Gin Leu Gin Ala Lys Met Pro Met Lys Lys 

50 55 60 

Glu Ala Lys Pro Ser Ala Thr Gly Lys Val lie Asp Lys Lys Leu Pro 
65 70 75 80 

Lys Pro Leu Glu Lys Val Pro Met Leu Val Pro Val Pro Val Ser Glu 
85 90 95 

Pro Val Pro 

lH <210> 4807 
H <211> 354 
y <212> PRT 

<213> Homo sapiens 





<400> 4807 






























Met 


Asp 


He 


Glu 


Ala 


Leu 


Lys 


Lys 


Leu 


Asn 


Lys 


Asn 


Xaa 


Lys 


Leu 


Val 




1 








5 










10 










15 




H 5 


Lys 


Lys 


Leu 


Ala 


Lys 


Lys 


Tyr Asp 


Ala 


Phe 


Leu 


Ala 


Ser 


Glu 


Ser 


Leu 


nj 

fi 3 








20 










25 










30 






lie 


Lys 


Gin 


He 


Pro 


Arg 


He 


Leu Gly Pro Gly Leu Asn 


Lys 


Ala 


Gly 








35 










40 










45 






:-=^ 
S 

■sac 


Lys 


Phe 


Pro 


Xaa 


Leu 


Leu 


Thr 


His 


Asn 


Glu 


Asn 


Met 


Val 


Ala 


Lys 


Val 






50 










55 










60 












Asp 
65 


Glu 


Val 


Lys 


Ser 


Thr 
70 


He 


Lys 


Phe 


Gin 


Met 
75 


Lys 


Lys 


Val 


Leu 


Cys 
80 




Leu 


Ala 


Val 


Ala 


Val 


Gly His 


Val 


Lys 


Met 


Thr 


Asp 


Asp 


Glu 


Leu 


Val 












85 










90 










95 






Tyr 


Asn 


He 


His 


Leu 


Ala 


Val 


Asn 


Phe 


Leu 


Val 


Ser 


Leu 


Leu 


Lys 


Lys 










100 










105 










110 






Asn 


Trp 


Gin 
115 


Asn 


Val 


Arg 























<210> 4808 
<211> 300 
<212> PRT 

<213> Homo sapiens 
<400> 4808 

Met Ala Gly His Arg Leu Val Leu Val Leu Gly Asp Leu His He Pro 

15 10 15 

His Arg Cys Asn Ser Leu Pro Ala Lys Phe Lys Lys Leu Leu Val Pro 

20 25 30 

Gly Lys He Gin His He Leu Cys Thr Gly Asn Leu Cys Thr Lys Glu 
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35 

Ser Tyr Asp Tyr 
50 

Gly Asp Phe Asp 
65 

Val Gly Gin Phe 

Ser Gly Gin Glu 
100 



40 

Leu Lys Thr Leu 
55 

Glu Asn Leu Asn 
70 

Arg Phe Ser Ser 
85 



Ala Gly Asp Val 
60 

Tyr Pro Glu Gin 
75 

Lys Ala Pro Ser 
90 



45 

His He Val Arg 

Lys Val Val Thr 
80 

His Ser Pro Phe 
95 



<210> 4809 

<211> 441 

<212> PRT 

<213> Homo sapiens 





<400> 4809 
















Met 


Leu 


Val 


Leu 


Val 


Leu Gly Asp Leu His 


He 


Pro His Arg Cys 


Asn 




1 








5 


10 




15 






Ser 


Leu 


Pro 


Ala 


Lys 


Phe Lys Lys Leu Leu 


Val 


Pro Gly Lys He 


Gin 




His 






20 




25 




30 




c Si's 

Hi 


He 


Leu 


Cys 


Thr Gly Asn Leu Cys Thr Lys Glu Ser Tyr Asp 


Tyr 








35 






40 




45 


U 


Leu 


Lys 


Thr 


Leu 


Ala 


Gly Asp Val His He 


Val 


Arg Gly Asp Phe 


Asp 






50 








55 




60 




Glu 


Asn 


Leu 


Asn 


Tyr 


Pro Glu Gin Lys Val 


Val 


Thr Val Gly Gin 


Phe 




65 










70 


75 


80 




Lys 


He 


Gly 


Leu 


He 


His Gly His Gin Val 


He 


Pro Trp Gly Asp Met 












85 


90 




95 






Ala 


Ser 


Leu 


Ala 


Leu 


Leu Gin Arg Gin Phe 


Asp 


Val Asp He Leu 


He 


1U 








100 




105 




110 




:=3 = 


Ser 


Gly His 


Thr 


His 


Lys Phe Glu Ala Phe 


Glu 


His Glu Asn Lys 


Phe 


- 






115 






120 




125 






Tyr 


He 


Asn 


Pro 


Gly Ser Ala Leu Gly His 


He 


Met Leu Gly Asn 


Lys 






130 








135 




140 




His 
145 


Tyr 


Ser 















<210> 4810 

<211> 333 

<212> PRT 

<213> Homo sapiens 



<400> 4810 



Met 


Glu 


Thr 


Phe 


Ala 


Pro 


Lys 


Arg 


1 








5 








Ala 


Gly Asp 


Val 


His 


He 


Val 


Arg 








20 










Tyr 


Pro 


Glu 


Gin 


Lys 


Val 


Val 


Thr 






35 










40 


He 


His 


Gly 


His 


Gin 


Val 


He 


Pro 




50 










55 




Leu 


Leu 


Gin 


Arg 


Gin 


Phe 


Asp 


Val 


65 










70 






Xaa 


Lys 


Phe 


Glu 


Ala 


Phe 


Glu 


His 



Val Met Thr He Xaa Arg Thr Leu 

10 15 
Gly Asp Phe Asp Glu Asn Leu Asn 
25 30 
Val Gly Gin Phe Lys He Gly Leu 
45 

Trp Gly Asp Met Ala Ser Leu Ala 
60 

Asp Xaa Leu He Ser Gly His Thr 

75 80 
Glu Asn Lys Phe Tyr He Asn Pro 
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■.n 65 



85 90 95 

Gly Ser Ala Leu Gly His He Met Leu Gly Asn Lys His Tyr Ser 
100 105 110 

<210> 4811 
<211> 207 
<212> PRT 

<213> Homo sapiens 
<400> 4811 

Met Thr Cys Cys Pro Gly Ser Ser Leu Leu His Thr Glu Cys Ser Gly 

15 10 15 

Ser Leu Asn His Cys Phe Ser Phe Glu Ser Arg Ala Ser Cys His Phe 

20 25 30 

His Val Ala Ser Ala Val Ser Pro Pro Thr Pro Val Leu Pro Cys His 

35 40 45 

Xaa Asp Gly Ser Arg Gin Gly Trp Gin Thr Leu Pro Xaa Thr Ser Leu 

50 55 60 

Ala Gin Lys Ala Ser 



1^ <210> 4812 
.J.s <211> 330 
<212> PRT 

<213> Homo sapiens 

%s 

<400> 4812 

^ Met Trp Arg Val Lys Lys Leu Ser Leu Ser Leu Ser Pro Ser Pro Gin 
O 1 5 10 15 

ry Thr Gly Lys Arg Ser Met Arg Thr Pro Leu Arg Glu Leu Thr Leu Gin 
fy 20 25 30 

^ Pro Gly Ala Leu Thr Asn Ser Gly Lys Arg Ser Pro Ala Cys Ser Ser 
n ^0 45 

X Leu Thr Pro Ser Leu Cys Lys Leu Gly Leu Gin Glu Gly Ser Asn Asn 
50 55 60 

Ser Ser Pro Val Asp Phe Val Asn Asn Lys Arg Thr Asp Leu Ser Ser 

_ 70 75 80 

Glu His Phe Ser His Ser Ser Lys Trp Leu Glu Thr Cys Gin His Glu 

85 90 95 

Ser Asp Glu Gin Pro Leu Asp Pro He Pro Gin He Ser Ser 
100 105 110 

<210> 4813 
<211> 447 
<212> PRT 

<213> Homo sapiens 
<400> 4813 

Met Ala Thr Glu Thr Val Glu Leu His Lys Leu Lys Leu Ala Glu Leu 

15 10 15 

Lys Gin Glu Cys Leu Ala Arg Gly Leu Glu Thr Lys Gly He Lys Gin 

20 25 30 

Asp Leu He His Arg Leu Gin Ala Tyr Leu Glu Glu His Ala Glu Glu 
35 40 45 
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Glu Ala Asn Glu 
50 

Thr Lys Pro lie 
65 

Thr Val Asp Val 

lie Pro Gin Thr 
100 

Pro Val Ser Leu 
115 

He Ser Ser Val 
130 

Val Asn Leu Asp 
145 



Glu Asp Val Leu 
55 

Glu Leu Pro Val 
70 

Ala Ala Glu Lys 
85 

Glu Arg Met Gin 

Glu Ser Lys Lys 
120 

Pro Thr Lys Gly 
135 

Lys 



Gly Asp Glu Thr 
60 

Lys Glu Glu Glu 
75 

Lys Val Val Lys 
90 

Lys Arg Ala Glu 
105 

Ala Ala Arg Ala 

Leu Ser Ser Asp 
140 



Glu Glu Glu Glu 

Pro Pro Glu Lys 
80 

He Thr Ser Glu 
95 

Arg Phe Asn Val 
110 

Ala Arg Phe Gly 
125 

Asn Lys Pro Met 



4fl 



<210> 4814 
<211> 339 
<212> PRT 

<213> Homo sapiens 



<400> 4814 

Met Gly Arg Glu Asn Trp Pro Glu Ala Ser Glu Ala Lys Glu He Lys 
15 10 15 

Leu Tyr Ala Gin He Pro Pro He Glu Lys Met Asp Ala Ser Leu Ser 

20 25 30 

Met Leu Ala Asn Cys Glu Lys Leu Ser Leu Ser Thr Asn Cys He Glu 
35 40 45 

:= Lys He Ala Asn Leu Asn Gly Leu Lys Asn Leu Arg He Leu Ser Leu 

U 50 55 60 

ry Gly Arg Asn Asn He Lys Asn Leu Asn Gly Leu Glu Ala Val Gly Asp 
rij 65 70 75 80 

'f Thr Leu Glu Glu Leu Trp He Ser Tyr Asn Phe He Glu Lys Leu Lys 

85 90 95 

^ Gly He His He Met Lys Lys Leu Lys He Leu Tyr Met Ser Asn Asn 
100 105 110 

Leu 

<210> 4815 

<211> 402 

<212> PRT 

<213> Homo sapiens 



<400> 4815 



Met 
1 


Ala 


Ser 


Gly 


Ser Gly 
5 


Thr 


Lys 


Asp 


Lys 


Asp 


Glu 


Tyr Glu 


Lys 


Leu 








20 








Arg Glu 


Lys 


Lys 


Asp Gly Lys 


Pro 






35 








40 


Leu 


Arg 


His 


Arg 


Asp Tyr 


Lys 


Val 




50 








55 




Thr 


He 


Val 


He 


Thr Lys 


Thr 


Thr 


65 








70 






Tyr 


Cys 


Asn 


Val 


Cys Asp 


Cys 


Val 



Asn Leu Asp Phe Arg Arg Lys Trp 

10 15 
Ala Glu Lys Arg Leu Thr Glu Glu 
25 30 
Val Gin Pro Val Lys Arg Glu Leu 
45 

Asp Leu Glu Ser Lys Leu Gly Lys 
60 

Pro Gin Ser Glu Met Gly Gly Tyr 

75 80 
Val Lys Asp Ser He Asn Phe Leu 



2913 





85 90 95 

Asp His He Asn Gly Xaa Lys His Gin Arg Asn Leu Gly Met Ser Met 

100 105 110 

Arg Val Glu Arg Ser Thr Leu Asp Gin Val Lys Lys Arg Phe Glu Val 

115 120 125 

Asn Lys Lys Lys Met Glu 
130 

<210> 4816 
<211> 393 
<212> PRT 

<213> Homo sapiens 
<400> 4816 

Met Ala Ser Gly Ser Gly Thr Lys Asn Leu Asp Phe Arg Arg Lys Trp 
15 10 15 

Asp Lys Asp Glu Tyr Glu Lys Leu Ala Glu Lys Arg Leu Thr Glu Glu 

20 25 30 

Arg Glu Lys Lys Asp Gly Lys Pro Val Gin Pro Val Lys Arg Glu Leu 

35 40 45 

Leu Arg His Arg Asp Tyr Lys Val Asp Leu Glu Ser Lys Leu Gly Lys 

50 55 60 

Thr He Val He Thr Lys Thr Thr Pro Gin Ser Glu Met Gly Gly Tyr 
65 70 75 80 

Tyr Cys Asn Val Cys Pro He Val Tyr Leu Thr He Phe Leu Leu Leu 

85 90 95 

Ser Ser Leu Ser Ser Tyr Leu Ala Tyr Leu Ser He His Leu Arg Val 
a 100 105 110 

Q Cys Leu Gin Pro Pro Pro Val Cys Pro Ser Val Gin Leu Pro Val Thr 
HI H5 120 125 

Leu Cys He 
130 

^ <210> 4817 
O <211> 174 

<212> PRT 

<213> Homo sapiens 

<400> 4817 

Met Gly Gly Tyr Tyr Cys Asn Val Cys Asp Cys Val Val Lys Asp Ser 

15 10 15 

He Asn Phe Leu Asp His He Asn Gly Xaa Lys His Gin Arg Asn Leu 

20 25 30 

Gly Met Ser Met Arg Val Glu Arg Ser Thr Leu Asp Gin Val Lys Lys 

35 40 45 

Arg Phe Glu Val Asn Lys Lys Lys Met Glu 
50 55 

<210> 4818 

<211> 336 

<212> PRT 

<213> Homo sapiens 

<400> 4818 
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Mot- 


Lys 


111 S 


lie 


Asn 


Leu 


Ser 


Phe 


Ala 


Ala 


Cys 


Gly 


Phe Leu 


Gly 


He 


1 


His 






c 










10 








15 






Leu 


vjiy 


Ala 


Ala 


Ser 


Ala 


Leu 


Cys 


Arg 


His 


Gly Lys 


Lys 


Leu 








20 










25 








30 




Val 


Lys 


Asp 


vai 


Lys 


Ala 


Pne 


Ala Gly Ala 


Ser 


Ala 


Gly Ser 


Leu 


Val 






35 










40 










45 






Ala 


Ser 


Val 


Leu 


Leu 


Thr 


Ala 


Pro 


Glu 


Lys 


He 


Glu 


Glu Cys 


Asn 


Gin 




50 










55 










60 






Phe 


Thr 


Tyr 


Lys 


Phe 


Ala 


Glu 


Glu 


He 


Arg 


Arg 


Gin 


Ser Phe 


Gly Ala 


65 










70 










75 








80 


Val 


Thr 


Pro 


Gly 


Tyr 


Asp 


Phe 


Met 


Ala 


Arg 


Leu 


Arg 


Ser Gly Met 


Glu 




He 






85 










90 








95 




Ser 


Leu 


Pro 
100 


Pro 


Ser 


Ala 


His 


Glu 
105 


Leu 


Ala 


Gin 


Asn Arg 
110 


Leu 


His 



<210> 4819 
<211> 459 
<212> PRT 
M <213> Homo sapiens 

yi <400> 4819 

Met Ala Val Val Ser Ala Val Arg Trp Leu Gly Leu Arg Ser Arg Leu 
hi 15 10 15 

Gly Gin Pro Leu Thr Gly Arg Arg Ala Gly Leu Cys Glu Gin Ala Arg 

20 25 30 

Ser Cys Arg Phe Tyr Ser Gly Ser Ala Thr Leu Ser Lys Val Glu Gly 

35 40 45 

Thr Asp Val Thr Gly He Glu Glu Val Val He Pro Lys Lys Lys Thr 

50 55 60 

Trp Asp Lys Val Ala Val Leu Gin Ala Leu Ala Ser Thr Val Asn Ara 
m " 70 75 80 

^ Asp Thr Thr Ala Val Pro Tyr Val Phe Gin Asp Asp Pro Tyr Leu Met 
O 85 90 95 

^ Pro Ala Ser Ser Leu Glu Ser Arg Ser Phe Leu Leu Ala Lys Lys Ser 
100 105 110 

Gly Glu Asn Val Ala Lys Phe He He Asn Ser Tyr Pro Lys Tyr Phe 

115 120 125 

Gin Lys Asp He Ala Glu Pro His He Pro Cys Leu Met Pro Glu Tyr 

130 135 140 

Phe Glu Pro Gin He Lys Asp He Ser 
145 150 

<210> 4820 
<211> 183 
<212> PRT 

<213> Homo sapiens 
<400> 4820 

Met Ala Glu Phe Leu Asp Asp Gin Glu Thr Arg Leu Cys Asp Asn Cys 

1 5 10 15 

Lys Lys Glu He Pro Val Phe Asn Phe Thr He His Glu He His Cys 

20 25 30 

Gin Arg Asn He Gly Met Cys Pro Thr Cys Lys Glu Pro Phe Pro Lys 
35 40 45 



2915 



m 



Ser Asp Met Glu Thr His Met Thr Ala Glu His Cys Gin 
50 55 60 

<210> 4821 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 4821 

Met Asp lie Leu Lys Ser Glu lie Leu Arg Lys Arg Gin Leu Val Glu 

15 10 15 

Asp Arg Asn Leu Leu Val Glu Asn Lys Lys Tyr Phe Lys Arg Ser Glu 

20 25 30 

Leu Ala Lys Lys Glu Glu Glu Ala Tyr Phe Glu Arg Cys Gly Tyr Lys 

35 40 45 

lie Gin Pro Lys Glu Glu Asp 
50 55 



<210> 4822 
<211> 288 
m <212> PRT 
14; <213> Homo sapiens 



<400> 4822 

^ Met Pro Gly His Leu Gin Glu Gly Phe Gly Cys Val Val Thr Asn Arg 
^ 5 10 15 

Phe Asp Gin Leu Phe Asp Asp Glu Ser Asp Pro Phe Glu Val Leu Lys 

20 25 30 

Ala Ala Glu Asn Lys Lys Lys Glu Ala Gly Gly Gly Gly Val Gly Gly 
35 40 45 

T\l Pro Gly Ala Lys Ser Ala Xaa Arg Pro Arg Pro Arg Pro Thr Pro Thr 
^ 50 55 60 

gl Xaa Gin Ala Asn Ser Cys Ala Arg Ser Pro Arg Lys Thr Ala Arg Thr 
in 70 75 80 

Arg Cys Pro Pro Ala Leu Ala Trp Leu Thr Arg Lys Arg Arg Arg Ser 
85 90 95 

<210> 4823 
<211> 345 
<212> PRT 

<213> Homo sapiens 
<400> 4823 

Met His Arg Asp Ser Cys Pro Leu Asp Cys Lys Val Tyr Val Gly Asn 

15 10 15 

Leu Gly Asn Asn Gly Asn Lys Thr Glu Leu Glu Arg Ala Phe Gly Tyr 

20 25 30 

Tyr Gly Pro Leu Arg Ser Val Trp Val Ala Arg Asn Pro Pro Gly Phe 

35 40 45 

Ala Phe Val Glu Phe Glu Asp Pro Arg Asp Ala Ala Asp Ala Val Arg 

50 55 60 

Glu Leu Asp Gly Arg Thr Leu Cys Gly Cys Arg Val Arg Val Glu Leu 
65 70 75 80 

Ser Asn Gly Glu Lys Arg Ser Arg Asn Arg Gly Pro Xaa Pro Ser Trp 



2916 




in 



85 90 95 

Gly Arg Arg Pro Arg Asp Asp Tyr Arg Arg Arg Ser Pro Pro Xaa Arg 
100 105 110 

Arg Arg Ser 
115 

<210> 4824 
<211> 330 
<212> PRT 

<213> Homo sapiens 
<400> 4824 

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr 

15 10 15 

Ala Phe Phe Val Gin Thr Cys Arg Glu Glu His Lys Lys Lys His Pro 

20 25 30 

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg 
35 40 45 

% Trp Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala 
50 55 60 

Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr lie Pro 
n 65 70 75 80 

Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Xaa Pro Asn Ala Pro Lys 
85 90 95 

^ip Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Tyr Arg 
^ 100 105 110 

PI <210> 4825 
^ <211> 330 
^ <212> PRT 

<213> Homo sapiens 

D <400> 4825 

0 Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Xaa Met Ser Ser Tyr 
15 10 15 

Xaa Phe Phe Val Gin Thr Cys Arg Glu Glu His Lys Xaa Lys His Pro 

20 25 30 

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg 

35 40 45 

Trp Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala 

50 55 60 

Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr lie Pro 
65 70 75 80 

Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Xaa Pro Asn Ala Pro Lys 

85 90 95 

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Tyr Arg 
100 105 110 
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Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala Lys Ala Asp 
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Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr lie Pro Pro Lys Gly 

20 25 30 

Glu Thr Lys Lys Lys Phe Lys Gly Pro Asn Ala Pro Lys Arg Pro Pro 

35 40 45 

Ser Ala Phe Phe Leu Phe Cys Ser Glu Tyr Arg 
50 55 
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Met Ala Asp Ala Phe Gly Asp Glu Leu Phe Ser Val Phe Glu Gly Asp 
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Ser Thr Thr Ala Ala Gly Thr Lys Lys Asp Lys Glu Lys Asp Lys Gly 
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Lys Trp Lys Gly Pro Pro Gly Ser Ala Asp Lys Ala Gly Lys Arg Phe 
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1^ Asp Gly Lys Leu Gin Ser Glu Ser Thr Asn Asn Gly Lys Asn Lys Arg 
y 50 55 60 
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Met Asp Tyr Gin Gly Arg Ser Thr Gly Glu Ala Phe Val Gin Phe Ala 
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Ser Lys Glu lie Ala Glu Asn Ala Leu Gly Lys His Lys Glu Arg lie 
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Gly His Arg Tyr He Glu He Phe Arg Ser Ser Arg Ser Glu He Lys 

35 40 45 

Gly Phe Tyr Asp Pro Pro Arg Arg Leu Leu Gly Gin Arg Pro Gly Pro 

50 55 60 

Tyr Asp Arg Pro He Gly Gly Arg Gly Gly Tyr Tyr Gly Ala Gly Arg 
65 70 75 80 

Gly Ser Met Tyr Asp Arg Met Arg Arg Gly Gly Asp Gly Tyr Asp Gly 

85 90 95 
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100 105 110 

Gly Asn Asp Gly Phe Asp Glu Arg Lys Lys Thr Arg Lys Arg Arg Arg 

115 120 125 

Arg Lys Arg Arg 
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•L <212> PRT 

<213> Homo sapiens 
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:£ Met Asp Tyr Gin Gly Arg Ser Thr Gly Glu Ala Phe Val Gin Phe Ala 
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Q Ser Lys Glu He Ala Glu Asn Ala Leu Gly Lys His Lys Glu Arg He 
20 25 30 

Gly His Arg Tyr He Glu He Phe Arg Ser Ser Arg Ser Glu He Lys 

35 40 45 

Gly Phe Tyr Asp Pro Pro Arg Arg Leu Leu Gly Gin Arg Pro Gly Pro 

50 55 60 

Tyr Asp Arg Pro He Gly Gly Arg Gly Gly Tyr Tyr Gly Ala Gly Arg 
65 70 75 80 

Gly Ser Met Tyr Asp Arg Met Arg Arg Gly Gly Asp Gly Tyr Asp Gly 

85 90 95 

Gly Tyr Gly Gly Phe Asp Asp Tyr Gly Gly Tyr Asn Asn Tyr Gly Tyr 
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Gly Thr Glu Gly 
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Trp Ser Cys Ser 
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He Gin Asn Gly 

Arg Pro Ser Gly 
55 

Lys Leu Ala Leu 
70 

Glu Val Phe Lys 
85 

Thr Gly Pro Asn 
100 

Arg Gly Leu Pro 

Ser Gly Leu Glu 
135 

Gin Gly Arg Ser 
150 

He Ala Glu Lys 
165 

Tyr He Glu He 
180 

Asp Pro Pro Arg 

Arg Pro Gly Ala 
215 

Phe Glu Arg Met 
230 

Asp Asp Tyr Gly 
245 

Phe Gly Arg Asp 
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Tyr Gly Asp Gly 

His Met Arg Gly 
295 

Phe 



Gly Glu Gly Phe Val 
10 

Ala Asp Glu Val Gin 
25 

Ala Gin Gly He Arg 
40 

Glu Ala Phe Val Glu 
60 

Lys Lys Asp Arg Glu 
75 

Ser Asn Asn Val Glu 
90 

Ser Pro Asp Thr Ala 
105 

Phe Gly Cys Ser Lys 
120 

He Val Pro Asn Gly 
140 

Thr Gly Glu Ala Phe 
155 

Ala Leu Lys Lys His 
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Phe Lys Ser Ser Arg 
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Lys Leu Met Ala Met 
200 

Gly Arg Gly Tyr Asn 
220 

Arg Arg Gly Ala Tyr 
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Gly Tyr Asn Asp Gly 
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Leu Asn Tyr Cys Phe 
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Gly Ser Ser Phe Gin 
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Leu Pro Tyr Arg Ala 
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Val Lys Val Arg 
15 

Arg Phe Phe Ser 
30 

Phe He Tyr Thr 
45 

Leu Glu Ser Glu 

Thr Met Gly His 
80 

Met Asp Trp Val 
95 

Asn Asp Gly Phe 
110 

Glu Glu He Val 
125 

He Thr Leu Pro 

Val Gin Phe Ala 
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Lys Glu Arg He 
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Ala Glu Val Arg 
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Gin Arg Pro Gly 
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Ser He Gly Arg 
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240 
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Ser Gly Met Ser 
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Ser Thr Thr Gly 
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Met Met Leu Ser Thr Glu Gly Arg 
1 5 
Gly Leu Pro Trp Ser Cys Ser Ala 
20 

Asp Cys Lys He Gin Asn Gly Thr 



Glu Gly Phe Val Val Lys Val Arg 

10 15 
Asp Glu Val Met Arg Phe Phe Ser 
25 30 
Ser Gly He Arg Phe He Tyr Thr 
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35 40 45 

Arg Glu Gly Arg Pro Ser Gly Glu Ala Phe Val Glu Leu Glu Ser Glu 

50 55 60 

Glu Glu Val Lys Leu Ala Leu Lys Lys Asp Arg Glu 
65 70 75 

<210> 4834 
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<212> PRT 

<213> Homo sapiens 
<400> 4834 

Met Cys Pro Arg lie Leu Asp Tyr Leu Arg Lys Lys Arg Xaa Xaa Glu 

15 10 15 

Xaa Lys Pro Thr Ser Gin Gly Lys Ser Ser Ser Lys Lys Glu Met Ser 

20 25 30 

Lys Arg Asp Gly Lys Glu Lys Lys Asp Arg Gly Val Thr Arg Phe Gin 
35 40 45 

Q Glu Asn Ala Ser Glu Gly Lys Ala Pro Ala Glu Asp Val Phe Lys Lys 
%S 50 55 60 

yi Pro Leu Pro Pro Thr Val Lys Lys Glu Glu Ser Xaa Pro Pro Pro Lys 
1^ 65 70 75 80 

1^1 Val Val Asn Pro Leu lie Gly Xaa Leu Gly Glu Tyr Gly Gly 

85 90 

<210> 4835 

<211> 357 
s <212> PRT 

O <213> Homo sapiens 

ry 

<400> 4835 

Met Tyr Gly Phe Val Asn His Ala Leu Glu Leu Leu Val lie Arg Asn 
Si 5 10 15 

S Tyr Gly Pro Glu Val Trp Glu Asp lie Lys Lys Glu Ala Gin Leu Asp 
^ 20 25 30 

Glu Glu Gly Gin Phe Leu Val Arg lie lie Tyr Asp Asp Ser Lys Thr 

35 40 45 

Tyr Asp Leu Val Ala Ala Ala Ser Lys Val Leu Asn Leu Asn Ala Gly 

50 55 60 

Glu lie Leu Gin Met Phe Gly Lys Met Phe Phe Val Phe Cys Gin Glu 
65 70 75 80 

Ser Gly Tyr Asp Thr lie Leu Arg Val Leu Gly Ser Asn Val Arg Glu 

85 90 95 

Phe Leu Gin Asn Leu Asp Ala Leu His Asp His Leu Ala Thr lie Xaa 
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Xaa Gly Met Arg Ala Pro Ser 
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Met Val Phe Arg Arg Phe Val Glu Val Gly Arg Val Ala Tyr Val Ser 
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Phe Gly Pro His Ala Gly Lys Leu Val Ala He Val Asp Val He Asp 

20 25 30 

Gin Asn Arg Ala Leu Val Asp Gly Pro Cys Thr Gin Val Arg Arg Gin 

35 40 45 

Ala Met Pro Phe Lys Cys Met Gin Leu Thr Asp Phe He Leu Lys Phe 

50 55 60 

Pro His Ser Ala His Gin Lys Tyr Val Arg Gin Ala Trp Gin Lys Ala 
65 70 75 80 

Asp He Asn Thr Lys Trp Ala Ala Thr Arg Trp Ala Lys Lys He Glu 

85 90 95 

Ala Arg Glu Arg Lys Ala Lys Met Thr Asp Phe Asp Arg Phe Lys Val 

100 105 110 

Met Lys Ala Lys Lys Met Arg Asn Arg He He Lys Asn Glu Val Lys 

115 120 125 

Lys Leu Gin Lys Ala Ala Leu Leu Lys Ala Ser Pro Lys Lys Ala Pro 
130 135 140 

O Gly Thr Lys Gly Thr Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 
^ 145 150 155 160 

m Ala Ala Ala Ala Lys Val Pro Ala Lys Lys He Thr Ala Ala Ser Lys 
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Lys Ala Pro Ala Gin Lys Val Pro Ala Gin Lys Ala Thr Gly Gin Lys 
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Ala Ala Pro Ala Xaa Lys Ala Gin Lys Gly Gin Lys Ala Pro Ala Gin 
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hJ Lys Ala Pro Ala Pro Lys Ala Ser Gly Xaa 
- 210 215 
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Met Val Phe Arg Arg Phe Val Glu Val Gly Arg Val Ala Tyr Val Ser 
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Phe Gly Pro His Ala Gly Lys Leu Val Ala He Val Asp Val He Asp 
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Gin Asn Arg Ala Leu Val Asp Gly Pro Cys Thr Gin Val Arg Arg Gin 

35 40 45 

Ala Met Pro Phe Lys Cys Met Gin Leu Thr Asp Phe He Leu Lys Phe 

50 55 60 

Pro His Ser Ala His Gin Lys Tyr Val Arg Gin Ala Trp Gin Lys Ala 
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Asp He Asn Thr Lys Trp Ala Xaa Thr Arg Trp Ala Leu Leu His Phe 
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Leu Leu Glu Asp Leu Phe 
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y Met Glu Glu Glu Gin Asp Leu Pro Glu Gin Pro Val Lys Lys Ala Lys 
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Met Gin Glu Ser Gly Glu Gin Thr lie Ser Gin Val Ser Asn Pro Asp 
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Val Ser Asp Gin Lys Pro Glu Thr Ser Ser Leu Ala Ser Asn Leu Pro 

35 40 45 

Met Ser Glu Glu He Met Thr Cys Thr Asp Tyr He Pro Arg Ser Ser 
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Asn Asp Tyr Thr Ser Gin Met Tyr Ser Ala Lys Pro Tyr Ala His He 
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85 90 95 

Gin Thr Leu Gin Gin 
100 



<210> 4844 

<211> 297 

<212> PRT 

<213> Homo sapiens 



<400> 4844 



2925 



Met 


Glu 


Glu 


Pro 


Glu 


(aXU 


Pro 


AX a 


Asp 


Ser Gly Gin 


Ser 


Leu 


V a.± 


Pro 


1 








c 
Z> 










xu 














vai 


Tyr 


1 le 


Tyr 


Ser 


Pro 


Glu 


Tyr 


V ax 




Met 


v-y to 


Asp 


oer 


Leu 










0 n 

Z KJ 




















3 0 






Lys 


He 


Pro 


Lys 


Arg 


Ala 


Ser 


Met 


Val 


His 


Ser 


Leu 


He 


Glu 


Ala 


Tyr 






35 










40 










45 








Ala 


Leu 


His 


Lys 


Gin 


Met 


Arg 


He 


Val 


Lys 


Pro 


Lys 


Val 


Ala 


Ser 


Met 




50 










55 










60 










Glu 


Glu 


Met 


Ala 


Thr 


Phe 


His 


Thr 


Asp 


Ala 


Tyr 


Leu 


Gin 


His 


Leu 


Gin 


65 










70 










75 










80 


Lys 


Val 


Ser 


Gin 


Glu 


Gly Asp Asp 


Asp 


His 


Pro 


Asp 


Ser 


He 


Glu 


Tyr 










85 










90 










95 




Gly 


Leu 


Gly 





























<210> 4845 
<211> 192 
<212> PRT 
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Ifl Met Ala Glu Asp Ala Asp Met Arg Asn Glu Leu Glu Glu Met Gin Arg 
U 1 5 10 15 

l^l Arg Ala Asp Gin Leu Ala Asp Glu Ser Leu Glu Ser Thr Arg Arg Met 
20 25 30 

Leu Gin Leu Val Glu Glu Ser Lys Asp Ala Gly He Arg Thr Leu Val 

35 40 45 

Met Leu Asp Glu Gin Gly Glu Gin Leu Glu Arg He Glu Glu Gly Met 
s 50 55 60 

ry <210> 4846 

fjj <211> 219 

<212> PRT 
^ <213> Homo sapiens 

•=3R? 

<400> 4846 

Met Ala Glu Val Gin Val Leu Val Leu Asp Gly Arg Gly His Leu Leu 

15 10 15 

Gly Arg Leu Ala Ala He Val Ala Lys Gin Val Leu Leu Gly Arg Lys 

20 25 30 

Val Val Val Val Arg Cys Glu Gly He He Leu Arg Lys Arg Met Asn 

35 40 45 

Thr Asn Pro Ser Arg Gly Pro Tyr His Phe Arg Ala Pro Ser Arg He 

50 55 60 

Phe Trp Arg Thr Val Arg Gly Met Leu 
65 70 
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<213> Homo sapiens 
<400> 4847 

Met Ala Glu Glu Arg Val Ala Thr Xaa Thr Gin Phe Pro Val Ser Thr 
15 10 15 



2926 




Glu Ser Gin Lys Pro Arg Gin Lys Lys Ala Pro Glu Phe Pro lie Leu 

20 25 30 

Glu Lys Gin Asn Trp Leu Xaa His Leu His Tyr lie Arg Lys Asp Tyr 

35 40 45 

Glu Ala Cys Lys Ala Val lie Lys Glu Gin Leu Gin Glu Thr Gin Gly 

50 55 60 

Leu Cys Glu Tyr Ala lie Tyr Val Gin Ala Leu lie Phe Arg Leu Glu 
65 70 75 80 

Gly Asn lie Gin Glu Ser Leu Glu Leu Phe Gin Thr Cys Ala Val Leu 

85 90 95 

Ser Pro Gin Ser Ala Asp Asn Leu Lys Gin Val Ala Arg Ser Leu Phe 

100 105 110 

Leu Leu Gly Lys His Lys Ala Ala lie Glu Val Tyr Asn Glu Ala Ala 
115 120 125 

Lys 

<210> 4848 
<211> 189 
p <212> PRT 

<213> Homo sapiens 

<400> 4848 

Met Glu Arg Ser Gly Pro Ser Glu Val Thr Gly Ser Asp Ala Ser Gly 
% ^ 5 10 15 

Pro Asp Pro Gin Leu Ala Val Thr Met Gly Phe Thr Gly Phe Gly Lys 
20 25 30 

•^S Lys Ala Arg Thr Phe Asp Leu Glu Ala Met Phe Glu Gin Thr Arg Arg 
2 35 40 45 

p Thr Ala Val Glu Arg Ser Arg Lys Thr Leu Glu Ala Arg Glu Lys 
50 55 60 



<210> 4849 
<211> 222 
<212> PRT 

<213> Homo sapiens 
<400> 4849 

Met Thr Lys Leu Gin Gly Ala Glu His Gly Lys Lys Gly Arg Gly Leu 

15 10 15 

Glu Tyr Leu Tyr Leu Ser Val His Asp Glu Asp Arg Asp Asp His Thr 

20 25 30 

Arg Cys Asn Val Trp He Leu Asp Gly Asp Leu Tyr His Lys Gly Leu 

35 40 45 

Leu Lys Phe Ala Val Ser Ala Glu Ser Leu Pro Glu Thr Leu Val He 

50 55 60 

Phe Val Ala Asp Met Ser Arg Pro Trp Thr 
65 70 

<210> 4850 
<211> 198 
<212> PRT 

<213> Homo sapiens 
<400> 4850 



2927 





Met Glu Asp Lys Val Thr Ser Pro Glu Lys Ala Glu Glu Ala Lys Leu 
15 10 15 

Lys Ala Arg Tyr Pro His Leu Gly Gin Lys Pro Gly Gly Ser Asp Phe 

20 25 30 

Leu Arg Lys Arg Leu Gin Lys Gly Gin Lys Tyr Phe Asp Ser Gly Asp 

35 40 45 

Tyr Asn Met Ala Lys Ala Lys Met Lys Asn Lys Gin Leu Pro Thr Ala 

50 55 60 

Ala Pro 
65 

<210> 4851 
<211> 246 
<212> PRT 

<213> Homo sapiens 
<400> 4851 

Met Ser Ala Glu Val Pro Glu Ala Ala Ser Ala Glu Glu Gin Lys Glu 
15 10 15 

Met Glu Asp Lys Val Thr Ser Pro Glu Lys Ala Glu Glu Ala Lys Leu 

20 25 30 

Lys Ala Arg Tyr Pro His Leu Gly Gin Lys Pro Gly Gly Ser Asp Phe 
35 40 45 

r: a § 

Leu Arg Lys Arg Leu Gin Lys Gly Gin Lys Tyr Phe Asp Ser Gly Asp 
50 55 60 

'-Q Tyr Asn Met Ala Lys Ala Lys Met Lys Asn Lys Gin Leu Pro Thr Ala 
# 65 70 75 80 

Ala Pro 



ni 



<210> 4852 
<211> 303 
<212> PRT 

<213> Homo sapiens 
<400> 4852 

Met Ser Ala Glu Val Pro Glu Ala Ala Ser Ala Glu Glu Gin Lys Ser 

15 10 15 

Glu His Asn Met Leu Pro Trp Ser Leu Gin Pro Ser lie Pro Asn Ser 

20 25 30 

Leu Glu Glu Met Glu Asp Lys Val Thr Ser Pro Glu Lys Ala Glu Glu 

35 40 45 

Ala Lys Leu Lys Ala Arg Tyr Pro His Leu Gly Gin Lys Pro Gly Gly 

50 55 60 

Ser Asp Phe Leu Arg Lys Arg Leu Gin Lys Gly Gin Lys Tyr Phe Asp 
65 70 75 80 

Ser Gly Asp Tyr Asn Met Ala Lys Ala Lys Met Lys Asn Lys Gin Leu 

85 90 95 

Pro Thr Ala Ala Pro 
100 

<210> 4853 
<211> 246 
<212> PRT 

<213> Homo sapiens 
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<400> 4853 

Met Ser Ala Glu Val Pro Glu Ala Ala Ser Ala Glu Glu Gin Lys Glu 

15 10 15 

Met Glu Asp Lys Val Thr Ser Pro Glu Lys Ala Glu Glu Ala Lys Leu 

20 25 30 

Lys Ala Arg Tyr Pro His Leu Gly Gin Lys Pro Gly Gly Ser Asp Phe 

35 40 45 

Leu Arg Lys Arg Leu Gin Lys Gly Gin Lys Tyr Phe Asp Ser Gly Asp 

50 55 60 

Tyr Asn Met Ala Lys Ala Lys Met Lys Asn Lys Gin Leu Pro Thr Ala 
65 70 75 80 

Ala Pro 

<210> 4854 
<211> 156 
<212> PRT 

<213> Homo sapiens 

o 

.fl <400> 4854 

J Met lie Lys Arg Val Leu Leu Glu Arg Leu Glu Asn Thr Arg Lys Leu 
, ^ 1 5 10 15 

Arg Glu Leu Thr Glu Gly Arg Thr Leu Asp Trp Pro Gin Asn Arg lie 
^ 20 25 30 

Thr Glu Val Ser Ala Lys Arg Gin lie Val Thr Glu Tyr Arg Glu Lys 

35 40 45 

Gly Lys Arg Asn 
50 



<210> 4855 
<211> 294 
'J <212> PRT 

^ <213> Homo sapiens 

M 

O <400> 4855 

Met Glu Thr Glu Gin Pro Glu Glu Thr Phe Pro Asn Thr Glu Thr Asn 

1 5 10 15 

Gly Glu Phe Gly Lys Arg Pro Ala Glu Asp Met Glu Glu Glu Gin Ala 

20 25 30 

Phe Lys Arg Ser Arg Asn Thr Asp Glu Met Val Glu Leu Arg lie Leu 

35 40 45 

Leu Gin Ser Lys Asn Ala Gly Ala Val lie Gly Lys Gly Gly Lys Asn 

50 55 60 

lie Lys Ala Leu Arg Thr Asp Tyr Asn Ala Ser Val Ser Val Pro Asp 
65 70 75 80 

Ser Ser Gly Pro Glu Arg lie Leu Ser lie Ser Ala Asp lie Glu Thr 
85 90 95 

He Gly 

<210> 4856 
<211> 306 
<212> PRT 

<213> Homo sapiens 
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<400> 4856 

Met Glu Thr Glu Gin Pro Glu Glu Thr Phe Pro Asn Thr Glu Thr Asn 

15 10 15 

Gly Glu Phe Gly Lys Arg Pro Ala Glu Asp Met Glu Glu Glu Gin Ala 

20 25 30 

Phe Lys Arg Ser Arg Asn Thr Asp Glu Met Val Glu Leu Arg lie Leu 

35 40 45 

Leu Gin Ser Lys Asn Ala Gly Ala Val He Gly Lys Gly Gly Lys Asn 

50 55 60 

He Lys Ala Leu Arg Thr Asp Tyr Asn Ala Ser Val Ser Val Gin Thr 
65 70 75 80 

Ala Val Ala Pro Lys Arg He Leu Ser He Ser Ala Asp He Glu Thr 

85 90 95 

He Gly Glu He Leu Lys 
100 

<210> 4857 
_ <211> 432 

O <212> PRT 

<213> Homo sapiens 

1^ <400> 4857 

Met Ala Glu Ala Ser Ser Ala Asn Leu Gly Ser Gly Cys Glu Glu Lys 
15 10 15 

Arg His Glu Gly Ser Ser Ser Glu Ser Val Pro Pro Gly Thr Thr He 

20 25 30 

Ser Arg Val Lys Leu Leu Asp Thr Met Val Asp Thr Phe Leu Gin Lys 
35 40 45 

Q Leu Val Ala Ala Gly Ser Tyr Gin Arg Phe Thr Asp Cys Tyr Lys Cys 
m 50 55 60 

pj Phe Tyr Gin Leu Gin Pro Ala Met Thr Gin Gin He Tyr Asp Lys Phe 
"p 65 70 75 80 

S He Ala Gin Leu Gin Thr Ser He Arg Glu Glu He Ser Asp He Lys 
%_ 85 90 95 

^ Glu Glu Gly Asn Leu Glu Ala Val Leu Asn Ala Leu Asp Lys He Val 
100 105 110 

Glu Glu Gly Lys Val Arg Lys Glu Pro Ala Trp Arg Pro Ser Gly He 

115 120 125 

Pro Glu Lys Asp Leu His Ser Val Met Ala Pro Thr Ser Cys Ser Asn 
130 135 140 

<210> 4858 
<211> 189 
<212> PRT 

<213> Homo sapiens 
<400> 4858 

Met Glu Gly Ala Lys Pro Thr Leu Gin Leu Val Tyr Gin Ala Val Gin 

15 10 15 

Ala Leu Tyr His Asp Pro Asp Pro Ser Gly Lys Glu Arg Ala Ser Phe 

20 25 30 

Trp Leu Gly Glu Leu Gin Arg Ser Val His Ala Trp Glu He Ser Asp 

35 40 45 

Gin Leu Leu Gin He Arg Gin Asp Val Glu Ser Cys Tyr Phe Ala 
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50 55 60 

<210> 4859 
<211> 246 
<212> PRT 

<213> Homo sapiens 
<400> 4859 

Met Pro Ser Glu Thr Leu Trp Glu lie Ala Lys Ala Glu Val Glu Lys 
15 10 15 

Arg Gly He Asn Gly Ser Glu Gly Asp Gly Ala Glu He Ala Glu Lys 

20 25 30 

Phe Val Phe Phe He Gly Ser Lys Asn Gly Gly Lys Thr Thr He He 

35 40 45 

Leu Arg Cys Leu Asp Arg Asp Glu Pro Pro Lys Pro Thr Leu Ala Leu 

50 55 60 

Glu Tyr Thr Tyr Gly Arg Arg Ala Lys Gly His Asn Thr Pro Lys Asp 
65 70 75 80 

He Ala 

<210> 4860 
<211> 324 
<212> PRT 

<213> Homo sapiens 
<400> 4860 

Met Pro Pro Lys Lys Asp Val Pro Val Lys Lys Pro Ala Gly Pro Ser 
15 10 15 

He Ser Lys Pro Ala Ala Lys Pro Ala Ala Ala Gly Ala Pro Pro Ala 
20 25 30 

pj Lys Thr Lys Ala Glu Pro Ala Val Pro Gin Ala Pro Gin Lys Thr Gin 
"p 35 40 45 

Z Glu Pro Pro Val Asp Leu Ser Lys Val Val He Glu Phe Asn Lys Asp 
2 50 55 60 

™ Gin Leu Glu Glu Leu Lys Ser Arg Arg Val Asp Phe Glu Thr Phe Leu 
65 70 75 80 

Pro Met Leu Gin Ala Val Ala Lys Asn Arg Gly Gin Gly Thr Tyr Glu 

85 90 95 

Asp Tyr Leu Glu Gly Phe Arg Val Phe Asp Lys Glu 
100 105 

<210> 4861 
<211> 198 
<212> PRT 

<213> Homo sapiens 
<400> 4861 

Met Ala Pro Val Val Thr Gly Lys Phe Gly Glu Arg Pro Pro Pro Lys 

15 10 15 

Arg Leu Thr Arg Glu Ala Met Arg Asn Tyr Leu Lys Glu Arg Gly Asp 

20 25 30 

Gin Thr Val Leu He Leu His Ala Lys Val Ala Gin Lys Ser Tyr Gly 

35 40 45 

Asn Glu Lys Arg Phe Phe Cys Pro Pro Pro Cys Val Tyr Leu Met Gly 
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50 55 60 

Ser Ala 
65 

<210> 4862 
<211> 375 
<212> PRT 

<213> Homo sapiens 





<400> 4862 




























Met 


Ala 


Asp 


Pro 


Trp 


Gin 


Glu 


Cys 


Met 


Asp 


Tyr 


Ala 


Val 


Thr 


Leu Ala 




1 








5 










10 










15 




Arg 


Gin 


Ala 


Gly Glu 


Val 


Val 


Cys 


Glu 


Ala 


He 


Lys 


Asn 


Glu 


Met Asn 










20 










25 










30 






Val 


Met 


Leu 


Lys 


Ser 


Ser 


Pro 


Val 


Asp 


Leu 


Val 


Thr 


Ala 


Thr 


Asp Gin 








35 










40 










45 








Lys 


Val 


Glu 


Lys 


Met 


Leu 


He 


Ser 


Ser 


He 


Lys 


Glu 


Lys 


Tyr 


Pro Ser 






50 










55 










60 










His 


Ser 


Phe 


He 


Gly 


Glu 


Glu 


Ser 


Val Ala Ala Gly Glu Lys 


Ser He 


~n 


65 










70 










75 








80 


i; rc 


Leu 


Thr 


Asp 


Asn 


Pro 


Thr 


Xaa 


He 


He 


Asp 


Pro 


He Asp Gly Thr Thr 


Us 










85 










90 










95 




Asn 


Phe 


Val 


His 


Arg 


Phe 


Pro 


Phe 


Val 


Ala 


Val 


Ser 


He 


Gly Phe Ala 


y ji 








100 










105 










110 






Val 


Asn 


Lys 


Lys 


He 


Glu 


Phe 


Gly Val 


Val 


Tyr 


Ser 


Cys 












115 










120 










125 








<210> 4863 




























<211> 225 




























<212> PRT 




























<213> Homo sapiens 
























<400> 4863 




























Met 


Gly Lys 


Ser 


Phe 


Ala 


Asn 


Phe 


Met 


Cys 


Lys 


Lys 


Asp 


Phe 


His Pro 




1 








5 










10 










15 




Ala 


Ser 


Lys 


Ser 


Asn 


He 


Lys 


Lys 


Val 


Trp 


Met 


Ala 


Glu 


Gin 


Lys He 










20 










25 










30 






Ser 


Tyr 


Asp 


Lys 


Lys 


Lys 


Gin 


Glu 


Glu 


Leu 


Met 


Gin 


Gin 


Tyr 


Leu Lys 








35 










40 










45 








Glu 


Gin 


Glu 


Ser 


Tyr 


Asp Asn Arg Leu Leu Met Gly Asp Glu Arg Val 






50 










55 










60 










Lys 


Asn Gly Leu 


Asn 


Phe 


Met 


Tyr 


Glu 


Ala 


Pro 












65 










70 










75 












<210> 4864 




























<211> 189 




























<212> PRT 




























<213> Homo 


sapiens 
























<400> 4864 




























Met 


Leu 


Arg 


Ser 


Arg 


Ser 


Xaa 


Xaa 


Ser 


Leu 


Gin 


Lys 


Gin 


Pro 


Pro Cys 




1 








5 










10 










15 




Gin 


Ser 


Leu 


Ser 


Ala 


Gin 


Lys 


Ser 


Arg 


Ser 


Pro 


Cys 


Gly Arg Gly Gly 



20 25 30 
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Thr Gly Arg Pro 
35 

Trp Arg Leu Leu 
50 



Arg Gly Thr Ala 
40 

Cys Gly Arg Val 
55 



Cys Gly Ala Gly 

Glu Gly Gin Arg 
60 



lie Arg Cys Glu 
45 

Glu Thr Arg 



<210> 4865 

<211> 297 

<212> PRT 

<213> Homo sapiens 



<400> 4865 



Met 


Ala 


Val 


Thr 


Leu 


Asp 


Lys 


Asp Ala Tyr Tyr 


Arg 


Arg 


Val 


Lys 


Arg 


1 








5 






10 








15 




Leu 


Tyr 


Ser 


Asn 


Trp 


Arg 


Lys 


Gly Glu Asp Glu 


Tyr 


Ala 


Asn 


Val 


Asp 








20 








25 






30 






Ala 


He 


Val 


Val 


Ser 


Val 


Gly Val Asp Glu Glu 


He 


Val 


Tyr 


Ala 


Lys 






35 










40 




45 








Ser 


Thr 


Ala 


Leu 


Gin 


Thr 


Trp 


Leu Phe Gly Tyr Glu 


Leu 


Thr 


Asp 


Thr 




50 










55 




60 










He 


Met 


Val 


Phe 


Cys 


Asp 


Asp 


Lys He He Phe 


Met 


Ala 


Ser 


Lys 


Lys 


65 










70 




75 










80 


Lys 


Val 


Glu 


Phe 


Leu 


Lys 


Gin 


He Ala Asn Thr 


Lys 


Gly Asn Glu Asn 










85 






90 








95 




Ala 


Asn Gly 























<210> 4866 

# <211> 342 

a <212> PRT 

<213> Homo sapiens 



<400> 4866 



Met 


Gly 


Ser 


Asp 


Lys 


Arg 


Val 


Ser 


Arg 


Thr 


Glu Arg Ser Gly Arg Tyr 


1 








5 










10 


15 


Gly 


Ser 


He 


He 


Asp 


Arg 


Asp 


Asp 


Arg 


Asp 


Glu Arg Glu Ser Arg Ser 








20 










25 




30 


Arg 


Arg 


Arg 


Asp 


Ser 


Asp 


Tyr 


Lys 


Arg 


Ser 


Ser Asp Asp Arg Arg Gly 






35 










40 






45 


Asp 


Arg 


Tyr 


Asp 


Asp 


Tyr 


Arg 


Asp 


Tyr 


Asp 


Ser Pro Glu Arg Glu Arg 




50 










55 








60 


Glu 


Arg 


Arg 


Asn 


Ser Asp Arg Ser Glu Asp Gly Tyr His Ser Asp Gly 


65 










70 










75 80 


Asp 


Tyr Gly Glu 


His 


Asp 


Tyr 


Arg 


His 


Asp 


He Ser Asp Glu Arg Xaa 










85 










90 


95 


Thr 


Arg 


Pro 


Ser 


Cys 


Cys 


Ala 


Ala 


Phe 


Pro 


Ser Xaa Ser Gin Arg Ala 








100 










105 




110 


He 


Phe 





















<210> 4867 

<211> 372 

<212> PRT 

<213> Homo sapiens 



<400> 4867 

Met Phe Pro Arg Val Ser Thr Phe Leu Pro Leu Arg Pro Leu Ser Arg 
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1 

His Pro Leu Ser 
20 

Leu Leu Thr Val 
35 

Leu Ala Arg Thr 
50 

Val lie Cys Ser 
65 

Ser Lys Glu Thr 

Lys Asp Leu Leu 
100 

Val Asn Val Arg 
115 



5 

Ser Gly Ser Pro 

Arg His Gly Thr 
40 

Lys Asn Asn lie 
55 

Lys Lys Asp Lys 
70 

Ser Glu Ser Gin 
85 

Gly lie lie Lys 

Thr Thr Lys Pro 
120 



10 

Glu Thr Ser Ala 
25 

Val Arg Tyr Arg 

Gin Arg Tyr Phe 
60 

Gin Ser Val Arg 
75 

Asp Ser Glu Lys 
90 

Gly Met Lys Val 
105 

Pro Lys Arg Arg 



15 

Ala Ala lie Met 
30 

Ser Ser Ala Leu 
45 

Gly Thr Asn Ser 

Thr Glu Glu Thr 
80 

Glu Asn Thr Lys 
95 

Glu Leu Ser Thr 
110 



m 



<210> 4868 
<211> 279 
<212> PRT 

<213> Homo sapiens 



<400> 4868 

Met Leu Leu Thr Val Arg His Gly Thr Val Arg Tyr Arg Ser Ser Ala 
1 5 10 15 

Leu Leu Ala Arg Thr Lys Asn Asn He Gin Arg Tyr Phe Gly Thr Asn 
^ 20 25 30 

^3 Ser Val He Cys Ser Lys Lys Asp Lys Gin Ser Val Arg Thr Glu Glu 
T 35 40 45 

in Thr Ser Lys Glu Thr Ser Glu Ser Gin Asp Ser Glu Lys Glu Asn Thr 
P 50 55 60 

^ Lys Lys Asp Leu Leu Gly He He Lys Gly Met Lys Val Glu Leu Ser 

65 70 75 80 

+ Thr Val Asn Val Arg Thr Thr Lys Pro Pro Lys Arg Arg 
O 85 90 

<210> 4869 
<211> 159 
<212> PRT 

<213> Homo sapiens 



<400> 4869 

Met Thr Val Leu Tyr Lys Ser Lys Asn Thr Cys Leu Pro Arg Ser Glu 

15 10 15 

Val Val Ala Leu Arg Asn Met Tyr He Leu Leu Ser Phe Gin His Phe 

20 25 30 

Val Asn Val Asp Tyr Leu Lys Phe Leu Phe Arg Xaa Ala He Asn He 

35 40 45 

Leu Leu Asp Ser Glu 
50 



<210> 4870 

<211> 210 

<212> PRT 

<213> Homo sapiens 
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<400> 4870 

Met Glu Lys Phe Asn Leu Asp Leu Ser Thr Val Thr Gin Ala Phe Leu 

15 10 15 

Lys Asn Ser Gly Glu Leu Glu Ala Thr Ser Ala Phe Leu Ala Ser Gly 

20 25 30 

Gin Arg Ala Asp Gly Tyr Pro lie Trp Ser Arg Gin Asp Asp He Asp 

35 40 45 

Leu Gin Lys Asp Asp Glu Asp Thr Arg Glu Ala Leu Val Lys Lys Phe 

50 55 60 

Gly Ala Gin Asn Val Ala 
65 70 



<210> 4871 
<211> 258 
<212> PRT 

<213> Homo sapiens 



<400> 4871 

Met Ala Ala Leu Gly Pro Ser Ser Gin Asn Val Thr Glu Tyr Val Val 
15 10 15 

^ Arg Val Pro Lys Asn Thr Thr Lys Lys Tyr Asn He Met Ala Phe Asn 
: . 20 25 30 

Ala Ala Asp Lys Val Asn Phe Ala Thr Trp Asn Gin Ala Arg Leu Glu 
35 40 45 

''S Arg Asp Leu Ser Asn Lys Xaa Xaa Thr Lys Arg Arg Arg Cys Pro Asn 
# 50 55 60 

s Arg Ala Arg Ala Val Ser Ser Thr Ala Ser Phe Gly Arg Arg Leu Gly 

Q 65 70 75 80 

Gly Arg Ser Thr Ala Ser 
85 



S 



<210> 4872 
O <211> 282 

y <212> PRT 

<213> Homo sapiens 



<400> 4872 

Met Ser Gly Ser 

1 

Leu Thr Pro Ser 
20 

Cys Arg Lys Lys 
35 

Phe Cys Asp Glu 
50 

Phe Ser Ser Glu 
65 

Ser Thr Lys Glu 



Val Leu Phe Thr 
5 

Arg Ser Ser Leu 

Ser Thr Thr Pro 
40 

Asn Ala Lys Glu 
55 

Gin Gin Ala Ser 
70 

Leu Glu Ala Phe 
85 



Ala Gly Glu Arg 
10 

Tyr Trp Ala Leu 
25 

Lys Lys He Thr 

Pro Glu Asn Ala 
60 

He Leu His Val 
75 

Arg Leu Leu Arg 
90 



Trp Arg Cys Phe 
15 

His Asn Phe Cys 
30 

Pro Asn Val Thr 
45 

Leu Asp Lys Leu 

Leu Asn Thr Ala 
80 

Gly Arg 



<210> 4873 
<211> 156 
<212> PRT 
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<213> Homo sapiens 
<400> 4873 





Met Arg Asp Ser 


Ala 


Glu 


Gly 


Pro 


Lys 


Glu 


Asp 


Glu 


Glu 


Lys 


Pro 


Ser 




1 


5 










10 










15 






Ala Ser Ala Leu 


Glu 


Gin 


Pro 


Ala 


Thr 


Leu 


Gin 


Glu 


Val 


Ala 


Ser 


Gin 




20 










25 










30 








Glu Val Pro Pro 


Glu 


Leu 


Ala 


Thr 


Pro 


Ala 


Pro 


Ala 


Trp 


Glu 


Pro 


Gin 




35 








40 










45 










Pro Glu Pro Asp 




























50 




























<210> 4874 




























<211> 405 




























<212> PRT 




























<213> Homo sapiens 


























<400> 4874 


























=^ 


Met Lys Cys Val 


Phe 


Val 


Thr 


Val 


Gly 


Thr 


Thr 


Ser 


Phe 


Asp 


Asp 


Leu 


?? 


1 


5 










10 










15 




y = 


He Ala Cys Val 


Ser 


Ala 


Pro 


Asp 


Ser 


Leu 


Gin 


Lys 


He 


Glu 


Ser 


Leu 


hk 


20 










25 










30 






uJ 


Gly Tyr Asn Arg 


Leu 


He 


Leu 


Gin 


He 


Gly Arg Gly Thr Val 


Val 


Pro 




35 








40 










45 










Glu Pro Phe Ser 


Thr 


Glu 


Ser 


Phe 


Thr 


Leu Asp 


Val 


Tyr 


Arg 


Tyr 


Lys 


— - 


50 






55 










60 












Asp Ser Leu Lys 


Glu 


Asp 


He 


Gin 


Lys 


Ala Asp 


Leu 


Val 


He 


Ser 


His 




65 




70 










75 










80 




Ala Gly Ala Gly 


Ser 


Cys 


Leu 


Glu 


Thr 


Leu 


Glu 


Lys 


Gly Lys 


Pro 


Leu 


1 




85 










90 










95 






Val Val Val He 


Asn 


Glu 


Lys 


Leu 


Met 


Asn 


Asn 


His 


Gin 


Leu 


Glu 


Leu 




100 










105 










110 






=^ 


Ala Lys Gin Leu 


His 


Lys 


Glu Gly His 


Leu 


Phe 


Tyr 


Cys 


Thr 


Cys 


Ser 




115 








120 










125 










Thr Leu Pro Gly Leu Leu 


Gin 






















130 






135 






















<210> 4875 




























<211> 279 




























<212> PRT 




























<213> Homo sapiens 


























<400> 4875 




























Met Ala Pro Ala 


Lys 


Lys 


Gly Gly Glu 


Lys 


Lys 


Lys 


Gly Arg 


Ser 


Ala 




1 


5 










10 










15 






He Asn Glu Val 


Xaa 


Thr 


Arg 


Glu 


Tyr 


Thr 


He 


Asn 


He 


His 


Lys 


Arg 




20 










25 










30 








He His Gly Val 


Gly 


Phe 


Lys 


Lys 


Arg 


Ala 


Pro Arg 


Ala 


Leu 


Lys 


Glu 




35 








40 










45 










He Arg Lys Phe 


Ala 


Met 


Lys 


Glu 


Met 


Gly Thr 


Pro 


Asp 


Val 


Arg 


He 




50 






55 










60 












Asp Thr Arg Leu 


Asn 


Lys 


Ala 


Val 


Trp 


Ala 


Lys 


Gly 


He 


Arg 


Cys 


Xaa 




65 




70 










75 










80 




Ser Tyr Leu Tyr 


Ser 


Xaa 


Val 


Asn 


Phe 


Cys 


Xaa 


Asp 


Thr 









2936 




85 90 

<210> 4876 
<211> 336 
<212> PRT 
<213> Homo sapiens 

<400> 4876 

Met Ala Pro Ala Lys Lys Gly Gly Glu Lys Lys Lys Gly Arg Ser Ala 
15 10 15 

He Asn Glu Val Val Thr Arg Glu Tyr Thr He Asn He His Lys Arg 

20 25 30 

He His Gly Val Gly Phe Lys Lys Arg Ala Pro Arg Ala Leu Lys Glu 

35 40 45 

He Arg Lys Phe Ala Met Lys Glu Met Gly Thr Pro Asp Val Arg He 

50 55 60 

Asp Thr Arg Leu Asn Lys Ala Val Trp Ala Lys Gly He Arg Asn Val 
65 70 75 80 

Pro Tyr Arg He Arg Val Arg Leu Ser Arg Lys Arg Asn Glu Asp Glu 

85 90 95 

Asp Ser Pro Asn Lys Leu Tyr Thr Leu Xaa Thr Tyr Thr Val Asn Val 
100 105 110 

<210> 4877 
<211> 324 
<212> PRT 
^ <213> Homo sapiens 

<400> 4877 

fU Met Trp Val Ser Ser Phe Ala Arg Val Gin Gly Lys Ser Gly Glu Gly 
ni 1 5 10 15 

^ He Val Ser He He Lys Ser Val Gly Ala Val Gly Gly Thr Asn Ala 
|H 20 25 30 

S Pro Thr Thr Glu Ala Gly Arg Lys Leu Ser Gly Gly Ala Arg Ala Gin 
35 40 45 

Arg Arg Pro Glu Leu Pro Lys Gin Arg Gly Phe Gly Asp Gly Gly Phe 

50 55 60 

Val Arg Arg Asn Thr Lys Ser Arg Ala Trp Trp Gly He Phe Asp He 
65 70 75 80 

Leu Arg Xaa Glu Leu Gin Glu Leu Met Lys Gin He Asp He Met Val 

85 90 95 

Ala His Lys Lys Ser Glu Trp Glu Gly Arg Tyr Thr 
100 105 

<210> 4878 
<211> 303 
<212> PRT 

<213> Homo sapiens 
<400> 4878 

Met Ser Gly Lys Asp Arg He Glu He Phe Pro Ser Arg Met Ala Gin 
15 10 15 

Thr He Met Lys Ala Arg Leu Lys Gly Ala Gin Thr Gly Arg Asn Leu 
20 25 30 
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Leu Lys Lys Lys Ser Asp Ala Leu 

35 40 
Lys Lys lie lie Glu Thr Lys Met 

50 55 
Ala Ala Phe Ser Leu Ala Glu Ala 
65 70 
Thr Thr Val He Gin Asn Val Asn 
85 

Lys Lys Asp Asn Val 
100 



Thr Leu Arg Phe Arg Gin He Leu 
45 

Leu Met Gly Glu Val Met Arg Glu 
60 

Lys Phe Thr Ala Gly Asp Phe Ser 

75 80 
Lys Ala Gin Val Lys He Arg Ala 
90 95 



<210> 4879 
<211> 192 
<212> PRT 

<213> Homo sapiens 



<400> 4879 

Met Val Leu Trp Lys Val Val Phe Asn Arg Asp Lys Gin Gly Glu Tyr 
fn 1 5 10 15 

Arg Phe Ser Thr Thr Gin Pro Pro Gin Glu Ser Val Asp Arg Trp Gly 
20 25 30 

f: Lys Cys Cys Leu Pro Trp Ala Leu Gly Cys Arg Lys Lys Thr Pro Lys 

35 40 45 

y Ala Lys Tyr Met Tyr Leu Ala Gin Glu Leu Leu Val Asp Pro Glu Trp 
m 50 55 60 

^ <210> 4880 
^ <211> 273 

Q <212> PRT 

<213> Homo sapiens 

""'Z <400> 4880 

5 Met Thr Ala Ala Glu Asn Val Cys Tyr Thr Leu He Asn Val Pro Met 
O 1 5 10 15 

P Asp Ser Glu Pro Pro Ser Glu He Ser Leu Lys Asn Asp Leu Glu Lys 
20 25 30 

Gly Asp Val Lys Ser Lys Thr Glu Ala Leu Lys Lys Val He He Met 

35 40 45 

He Leu Asn Gly Glu Lys Leu Pro Gly Leu Leu Met Thr He He Arg 

50 55 60 

Phe Val Leu Pro Leu Gin Asp His Thr He Lys Lys Leu Leu Leu Xaa 
65 70 75 80 

Phe Trp Glu He Val Pro Lys Thr Thr Pro Asp 
85 90 



<210> 4881 

<211> 273 

<212> PRT 

<213> Homo sapiens 



<400> 4881 

Met Thr Ala Ala 

1 

Asp Ser Glu Pro 



Glu Asn Val Cys 
5 

Pro Ser Glu He 



Tyr Thr Leu He 
10 

Ser Leu Lys Asn 



Asn Val Pro Met 
15 

Asp Leu Glu Lys 
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20 

Gly Asp Val Lys 
35 

lie Leu Asn Gly 
50 

Phe Val Leu Pro 
65 

Phe Trp Glu lie 



Ser Lys Thr Glu 
40 

Glu Lys Leu Pro 
55 

Leu Gin Asp His 
70 

Val Pro Lys Thr 
85 



25 

Ala Leu Lys Lys 

Gly Leu Leu Met 
60 

Thr lie Lys Lys 
75 

Thr Pro Asp 
90 



30 

Val He He Met 
45 

Thr He He Arg 

Leu Leu Leu Xaa 
80 



<210> 4882 
<211> 375 
<212> PRT 

<213> Homo sapiens 



<400> 4882 

Met Gin Leu Thr His Gin Leu Asp Leu Phe Pro Glu Cys Arg Val Thr 
15 10 15 

Q Leu Leu Leu Phe Lys Asp Val Lys Asn Ala Gly Asp Leu Arg Arg Lys 
:S 20 25 30 

Ala Met Glu Gly Thr He Asp Gly Ser Leu He Asn Pro Thr Val He 
■z^ 35 40 45 

Val Asp Pro Phe Gin He Leu Val Ala Ala Asn Lys Ala Val His Leu 
^ 50 55 60 

^^0 Tyr Lys Leu Gly Lys Met Lys Thr Arg Thr Leu Ser Thr Glu He He 
# 65 70 75 80 

-'lB Phe Asn Leu Ser Pro Asn Asn Asn He Ser Glu Ala Leu Lys Lys Phe 
3 85 90 95 

O Gly He Ser Ala Asn Asp Thr Ser He Leu He Val Tyr He Glu Glu 
■^l 100 105 110 

Gly Glu Lys Gin He Asn Gin Glu Tyr Leu He Ser Gin 
115 120 125 



Hi. 

^ <210> 4883 



<211> 339 
<212> PRT 

<213> Homo sapiens 
<400> 4883 

Met Glu Thr Ala Pro Lys Pro Gly Lys Asp Val Pro Pro Lys Lys Asp 

15 10 15 

Lys Leu Gin Thr Lys Arg Lys Lys Pro Arg Arg Tyr Trp Glu Glu Glu 

20 25 30 

Thr Val Pro Thr Thr Ala Gly Ala Ser Pro Gly Pro Pro Arg Asn Lys 

35 40 45 

Lys Asn Arg Glu Leu Arg Pro Gin Arg Pro Lys Asn Ala Tyr He Leu 

50 55 60 

Lys Lys Ser Arg He Ser Lys Lys Pro Gin Val Pro Lys Lys Pro Arg 
65 70 75 80 

Glu Trp Lys Asn Pro Glu Ser Gin Arg Gly Leu Ser Gly Ala Gin Asp 

85 90 95 

Pro Phe Pro Gly Pro Xaa Pro Val Pro Val Glu Val Val Gin Lys Phe 
100 105 110 

Cys 
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<210> 4884 
<211> 330 
<212> PRT 

<213> Homo sapiens 
<400> 4884 

Met Asp Ser Val Ala Phe Glu Asp Val Asp Val Asn Phe Thr Gin Glu 

15 10 15 

Glu Trp Ala Leu Leu Asp Pro Ser Gin Lys Asn Leu Tyr Arg Asp Val 

20 25 30 

Met Trp Glu Thr Met Arg Asn Leu Ala Ser lie Gly Lys Lys Trp Lys 

35 40 45 

Asp Gin Asn lie Lys Asp His Tyr Lys His Arg Gly Arg Asn Leu Arg 

50 55 60 

Ser His Met Leu Glu Arg Leu Tyr Gin Xaa Lys Asp Gly Ser Gin Arg 
65 70 75 80 

Gly Gly lie Phe Ser Gin Phe Ala Asn Gin Asn Leu Ser Lys Lys lie 

85 90 95 

Pro Gly Val Lys Leu Cys Glu Ser lie Val Tyr Gly Glu Val 
100 105 110 



<210> 4885 

^ <211> 330 

# <212> PRT 

■'M <213> Homo sapiens 



<400> 4885 

Met Asp Ser Val Xaa Phe Glu Asp Val Asp Val Asn Phe Thr Gin Glu 

15 10 15 

Glu Trp Ala Leu Leu Asp Pro Ser Gin Lys Asn Leu Tyr Arg Asp Val 

20 25 30 

Met Trp Glu Thr Met Arg Asn Leu Ala Ser lie Gly Lys Lys Trp Lys 

35 40 45 

Asp Gin Asn lie Lys Asp His Tyr Lys His Arg Gly Arg Asn Leu Arg 

50 55 60 

Ser His Met Leu Glu Arg Leu Tyr Gin Xaa Lys Asp Gly Ser Gin Arg 
65 70 75 80 

Gly Gly lie Phe Ser Gin Phe Ala Asn Gin Asn Leu Ser Lys Lys lie 

85 90 95 

Pro Gly Val Lys Leu Cys Glu Ser lie Val Tyr Gly Glu Val 
100 105 110 

<210> 4886 
<211> 330 
<212> PRT 

<213> Homo sapiens 
<400> 4886 

Met Asp Ser Val Ala Phe Glu Asp Val Xaa Val Asn Phe Thr Xaa Glu 

15 10 15 

Glu Trp Ala Leu Leu Xaa Pro Ser Gin Lys Asn Leu Tyr Arg Asp Val 

20 25 30 

Met Trp Glu Thr Met Arg Asn Leu Ala Ser lie Gly Lys Lys Trp Lys 
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35 40 45 

Asp Gin Asn He Lys Asp His Tyr Lys His Arg Gly Arg Asn Leu Arg 

50 55 60 

Ser His Met Leu Glu Arg Leu Tyr Gin Xaa Lys Asp Gly Ser Gin Arg 
65 70 75 80 

Gly Gly He Phe Ser Gin Phe Ala Asn Gin Asn Leu Ser Lys Lys He 

85 90 95 

Pro Gly Val Lys Leu Cys Glu Ser He Val Tyr Gly Glu Val 
100 105 110 

<210> 4887 
<211> 207 
<212> PRT 

<213> Homo sapiens 
<400> 4887 

Met Asp Ser Val Ala Phe Glu Asp Val Ala Val Asn Phe Thr Gin Glu 
15 10 15 

Glu Trp Ala Leu Leu Ser Pro Ser Gin Lys Asn Leu Tyr Arg Asp Val 

20 25 30 

Thr Leu Glu Thr Phe Arg Asn Leu Ala Ser Val Gly He Gin Trp Lys 

35 40 45 

Asp Gin Asp He Glu Asn Leu Tyr Gin Asn Leu Gly He Lys Leu Arg 
^ 50 55 60 

^-B Ser Leu Val Glu Arg 
%0 65 



1^ 



<210> 4888 
<211> 270 
<212> PRT 
<213> Homo sapiens 



J <400> 4888 

O Met Asp Ser Val Ala Phe Glu Asp Val Ser Val Ser Phe Ser Gin Glu 
O 1 5 10 15 

Glu Trp Ala Leu Leu Ala Pro Ser Xaa Lys Lys Leu Tyr Arg Asp Val 

20 25 30 

Met Gin Glu Thr Phe Lys Asn Leu Ala Ser He Gly Glu Lys Trp Glu 

35 40 45 

Asp Pro Asn Val Glu Asp Gin His Lys Asn Gin Gly Arg Asn Leu Arg 

50 55 60 

Ser His Thr Gly Glu Arg Leu Cys Glu Gly Lys Glu Gly Ser Gin Cys 
65 70 75 80 

Ala Glu Asn Phe Ser Pro Asn Leu Ser Val 
85 90 

<210> 4889 
<211> 231 
<212> PRT 

<213> Homo sapiens 
<400> 4889 

Met Pro Cys Cys Ser His Arg Arg Cys Arg Glu Xaa Pro Gly Thr Ser 
15 10 15 
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Glu Ser Gin Glu Met Asp Pro Val 
20 

Phe Thr Gin Glu Glu Trp Ala Leu 

35 40 
Tyr Lys Glu Val Met Leu Glu Thr 

50 55 
Lys Ser Trp Lys Asp Gin Asn lie 
65 70 



Ala Phe Asp Asp Val Ala Val Asn 
25 30 
Leu Asp lie Ser Gin Arg Lys Leu 
45 

Phe Arg Asn Leu Thr Ser Val Gly 
60 

Glu Tyr Glu Tyr Gin 
75 



<210> 4890 

<211> 327 

<212> PRT 

<213> Homo sapiens 





<400> 4890 




















Met 


Ala 


Arg 


Gly 


Ser 


Val 


Ser Asp Glu Glu Met Met 


Glu 


Leu 


Arg 


Glu 




1 








5 




10 






15 






Ala 


Phe 


Ala 


Lys 


Val 


Asp 


Thr Asp Gly Asn Gly Tyr 


He 


Ser 


Phe 


Asn 










20 






25 




30 








Glu 


Leu 


Asn 


Asp 


Leu 


Phe 


Lys Ala Ala Cys Leu Pro 


Leu 


Pro 


Gly Tyr 








35 








40 


45 








m 


Arg 


Val 


Arg 


Xaa 


He 


Thr Glu Asn Leu Met Ala Thr Gly Asp 


Leu 


Asp 




50 








55 60 












Gin 


Asp 


Gly Arg 


He 


Ser 


Phe Asp Glu Phe He Xaa 


He 


Phe 


His 


Gly 




65 










70 


75 








80 




Leu 


Lys 


Ser 


Thr 


Asp 
85 


Val 


Ala Lys Thr Phe Arg Xaa 
90 


Ala 


He 


Asn 
95 


Lys 




Lys 


Xaa 


Gly 


He 
100 


Cys 


Ala 


He Gly Gly Thr Ser Glu 
105 


Gin 









<210> 4891 
^ <211> 333 
^ <212> PRT 

%J <213> Homo sapiens 

O 

<400> 4891 

Met Ala Ser Asn Lys Thr Thr Leu Gin Lys Met Gly Lys Lys Gin Asn 

15 10 15 

Gly Lys Ser Lys Lys Val Glu Glu Ala Glu Pro Glu Glu Phe Val Val 

20 25 30 

Glu Lys Val Leu Asp Arg Arg Val Val Asn Gly Lys Val Glu Tyr Phe 

35 40 45 

Leu Lys Trp Lys Gly Phe Thr Asp Ala Asp Asn Thr Trp Glu Pro Glu 

50 55 60 

Glu Asn Leu Asp Cys Pro Glu Leu He Glu Ala Phe Leu Asn Ser Gin 
65 70 75 80 

Lys Ala Gly Lys Glu Lys Asp Gly Thr Lys Arg Lys Ser Leu Ser Asp 

85 90 95 

Ser Glu Ser Asp Asp Ser Lys Ser Lys Lys Lys Arg Asp Ala Ala 
100 105 110 



<210> 4892 
<211> 372 
<212> PRT 
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<213> Homo sapiens 



m 



<400> 4892 

Met Ser Ala Arg Lys Ser Ser Asp Ala Ser Ala Cys Ser Ser Ser Glu 

15 10 15 

lie Ser Val Lys Glu Phe Leu Ala Lys Ala Lys Glu Asp Phe Leu Lys 

20 25 30 

Lys Trp Glu Asn Pro Thr Gin Asn Asn Ala Gly Leu Glu Asp Phe Glu 

35 40 45 

Arg Lys Lys Thr Leu Gly Thr Gly Ser Phe Gly Arg Val Met Leu Val 

50 55 60 

Lys His Lys Ala Thr Xaa Xaa Tyr Tyr Ala Met Lys lie Leu Asp Lys 
65 70 75 80 

Gin Lys Val Val Lys Leu Lys Gin lie Glu His Thr Leu Asn Glu Lys 

85 90 95 

Arg lie Leu Gin Ala Val Asn Phe Pro Phe Leu Val Arg Leu Glu Tyr 

100 105 110 

Ala Phe Lys Asp Asn Ser Asn Xaa Tyr Met Val Met 
115 120 



<210> 4893 



^; <211> 204 
<212> PRT 
^ <213> Homo sapiens 

^ <400> 4893 

Met Gly Leu Ser Arg Lys Ser Ser Asp Ala Ser Ala Cys Ser Ser Ser 
si 5 10 15 

if=i Glu lie Ser Val Lys Glu Phe Leu Ala Lys Ala Lys Glu Asp Phe Leu 
20 25 30 

Lys Lys Trp Glu Asn Pro Thr Gin Asn Asn Ala Gly Leu Glu Asp Phe 

35 40 45 

Glu Arg Lys Lys Thr Leu Gly Thr Gly Ser Phe Gly Arg Val Met Leu 

50 55 60 

Val Lys His Lys 
65 



<210> 4894 
<211> 261 
<212> PRT 

<213> Homo sapiens 



<400> 4894 




























Met 


Asn 


Thr 


Val 


Gly Thr 


Trp 


Arg 


Leu 


Leu 


Gin 


Xaa 


Asn 


Arg 


Ala 


Ala 


1 








5 










10 










15 




Thr 


Gly 


Lys 


Met 


Glu 


Met 


Glu 


Met 


Glu 


Gin 


Val 


Phe 


Glu 


Met 


Lys 


Val 








20 










25 










30 






Lys 


Glu 


Lys 


Val 


Gin 


Lys 


Leu 


Lys 


Asp 


Ser 


Glu 


Ala 


Glu 


Leu Gin Arg 






35 










40 










45 








Arg 


His 


Glu 


Gin 


Met 


Lys 


Lys 


Asn 


Leu 


Glu 


Ala 


Gin 


His 


Lys 


Glu 


Leu 




50 










55 










60 










Glu 


Glu 


Lys 


Arg 


Arg 


Gin 


Xaa 


Glu 


Asp 


Glu 


Lys 


Ala 


Asn 


Trp 


Glu 


Ala 


65 










70 










75 










80 


Gin 


Gin 


Arg 


He 


Leu 


Glu 


Gin 
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85 

<210> 4895 
<211> 540 
<212> PRT 

<213> Homo sapiens 



<400> 4895 





Met 


Ala 


Ala 


Ala 


Val 


Pro 


Gin 


Arg 


Ala Trp 


Thr 


Val 


Glu 


Gin 


Leu 


Arg 




1 








5 








10 










15 






Ser 


Glu 


Gin 


Leu 


Pro 


Lys 


Lys 


Asp 


He He 


Lys 


Phe 


Leu 


Gin 


Glu 


His 










20 










25 








30 








Gly 


Ser 


Asp 


Ser 


Ala 


Gly 


Val 


Gin 


Xaa Arg 


Asp 


Leu 


Gly 


Ser 


Leu 


Gin 








35 










4 U 








4 5 










Piro 


Pro 


Pro 


Pro 


\j±y 


DVi o 

fne 


Lys 


Arg 




Cys 


Leu 




Leu 


Ser 


Ser 






50 










55 








60 












Ser 


Trp 


Asp 


Tyr 


Arg 


Arg 


Val 


Pro 


Pro Arg 


Gin 


Xaa 


Leu 


Ala 


Glu 


His 




65 










70 








75 










80 




Lys 


Leu 


Leu 


Gly 


Asn 


He 


Lys 


Asn 


Val Ala 


Lys 


Thr 


TV 1 

Ala 


Asn 


Lys 


Asp 












85 








90 










95 






His 


Leu 


Val 


Thr 


Ala 


Tyr 


Asn 


His 


Leu Phe 


Glu 


Thr 


Lys 


Arg 


Phe 


Lys 


m 








100 










105 








110 








Gly 


Thr 


Glu 


Ser 


He 


Ser 


Lys 


Val 


Ser Glu 


Gin 


val 


Lys 


Asn 


Val 


Lys 


lil 






115 










120 








125 










Leu 


Asn 


Glu 


Asp 


Lys 


Pro 


Lys 


Glu 


Thr Lys 


Ser 


Glu 


CjIU 


Thr 


Leu Asp 






130 










135 








140 












Glu 


Gly 


Pro 


Pro 


Lys 


Tyr 


Thr 


Lys 


Ser Val 


Xaa 


Lys 


Lys 


Gly Asp Lys 


S 


145 










150 








155 










160 


1*1 


Pro 


Thr 


Phe 


Pro 


Lys 


Arg 


Glu 


Met 


Leu Phe 


Thr 


Ala 


Cjiy 


He 


Gin 


Xaa 


ru 










165 








170 










175 






His 


Tyr 


Lys 


Met 
































180 


























































<210> 4896 


























f*^ 


<211> 351 




























<212> PRT 




























<213> Homo sapiens 
























<400> 4896 




























Met 


Lys 


Ser 


Glu 


Ala 


Lys 


Asp Gly Glu Glu Glu 


Ser 


Leu 


Gin 


Thr 


Ala 




1 








5 








10 










15 






Phe 


Lys 


Lys 


Leu 


Arg 


Val 


Asp 


Ala 


Ser Gly Ser Val 


Ala 


Ser 


Leu 


Ser 










20 










25 








30 








Val 


Gly 


Glu 


Gly 


Thr 


Gly 


Val 


Arg 


Ala Pro 


Val 


Arg 


Thr 


Ala 


Thr 


Asp 








35 










40 








45 










Asp 


Thr 


Lys 


Pro 


Lys 


Thr 


Thr 


Cys 


Ala Ser 


Lys 


Asp 


Ser 


Trp 


His 


Gly 






50 










55 








60 












Ser 


Thr 


Arg 


Lys 


Ser 


Ser 


Arg Gly Ala Val Arg Thr 


Gin Arg Arg Arg 




65 










70 








75 










80 




Arg 


Ser 


Lys 


Ser 


Pro 


Val 


Leu 


His 


Pro Pro 


Lys 


Phe 


He 


His 


Cys 


Ser 












85 








90 










95 






Thr 


He 


Ala 


Ser 


Ser 


Ser 


Ser 


Ser 


Gin Leu 


Lys 


His 


Lys 


Xaa 


Gin 


Thr 










100 










105 








110 








Xaa 


Ser 


Pro 


Asp 


Gly 
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115 

<210> 4897 
<211> 447 
<212> PRT 

<213> Homo sapiens 
<400> 4897 

Met Ala Ala Ser Met Phe Tyr Gly Arg Leu Val Ala Val Ala Thr Leu 

15 10 15 

Arg Asn His Arg Pro Arg Thr Ala Gin Arg Ala Ala Ala Gin Val Leu 

20 25 30 

Gly Ser Ser Gly Leu Phe Asn Asn His Gly Leu Gin Val Gin Gin Gin 

35 40 45 

Gin Gin Arg Asn Leu Ser Leu His Glu Tyr Met Ser Met Glu Leu Leu 

50 55 60 

Gin Glu Ala Gly Val Ser Val Pro Lys Gly Tyr Val Ala Lys Ser Pro 
65 70 75 80 

Asp Glu Ala Tyr Ala lie Ala Lys Lys Leu Gly Ser Lys Asp Val Val 
^ 85 90 95 

yf lie Lys Ala Gin Val Leu Ala Gly Gly Arg Gly Lys Gly Thr Phe Glu 
^ 100 105 110 

^ Ser Gly Leu Lys Gly Gly Val Lys He Val Phe Ser Pro Glu Glu Ala 
U 115 120 125 

Lys Ala Val Ser Ser Gin Met He Gly Lys Lys Leu Phe Thr Lys Gin 
:^ 130 135 140 

Thr Gly Glu Arg Ala 
T 145 



<210> 4898 
<211> 342 
<212> PRT 

<213> Homo sapiens 
<400> 4898 

Met Ala Thr Ala Glu Val Leu Asn He Gly Lys Lys Leu Tyr Glu Gly 

15 10 15 

Lys Thr Lys Glu Val Tyr Glu Leu Leu Asp Ser Pro Gly Lys Val Leu 

20 25 30 

Leu Gin Ser Lys Asp Gin He Thr Ala Gly Asn Ala Ala Arg Lys Asn 

35 40 45 

His Leu Glu Gly Lys Ala Ala He Ser Asn Lys He Thr Ser Cys He 

50 55 60 

Phe Gin Leu Leu Gin Glu Ala Gly He Lys Thr Ala Phe Thr Arg Lys 
65 70 75 80 

Cys Gly Glu Thr Xaa Phe He Ala Pro Gin Cys Glu Met He Pro He 

85 90 95 

Glu Trp Val Cys Arg Arg He Ala Thr Gly Ser Phe Leu Lys Arg Asn 
100 105 110 

Pro Gly 

<210> 4899 
<211> 339 
<212> PRT 
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<213> Homo sapiens 


























<400> 4899 






























Met 


Arg 


Asn 






Arg 


Phe 


Leu 


Ala 


Ser 


Ser 


Leu 


Ser 


Val 


Val 


Val 




1 








5 










10 










15 






Seir 


Leu 


Leu 


Leu 


He 


Pro 


Glu 


Asp 


Val 


Cys 


Glu 


Lys 


He 


He 


Gly Gly 










20 










25 










30 








Asn 


Glu 


Val 


Thr 


Pro 


His 


Ser 


Arg 


Pro 


Tyr 


Met 


Val 


Leu 


Leu 


Ser 


Leu 








35 










40 










A C 

4 D 










Asp 


Arg 


Lys 


Thr 


He 


Cys 


Ala 


Gly 


Ala 


Leu 


lie 


Ala 


Lys 


Asp 


Trp 


Val 






50 










55 










60 












Leu 


Thr 


Ala 


Ala 


His 


Cys 


Asn 


Leu 


Asn 


Lys 


Arg 


Ser 


Gin 


Val 


He 


Leu 




65 










70 










75 










oU 




Gly 


Ala 


His 


Ser 


He 


Thr 


Arg 


Glu 


Glu 


Pro 


Thr 


Lys 


Gin 


He 


Met 


Leu 










85 










90 










95 






Val 


Lys 


Lys 


Glu 


Phe 


Pro 


Tyr 


Pro 


Cys 


Tyr 


Asp 


Pro 


Ala 


Thr 


Arg 


Glu 










100 










105 










110 








Gly 




































































<210> 4900 






























<211> 279 






























<212> PRT 




























UJ 


<213> Homo sapiens 


























<400> 4900 






























Met 


Lys 


Val 


Gly 


Tyr 


Glu 


Arg 


Asp 


Phe 


Leu 


Arg 


Tyr 


Leu 


Gin 


Ser 


Leu 




1 








5 










10 










15 






Leu 


Ala 


Glu 


Val 


Glu 


Arg 


Arg 


He 


Arg 


Arg 


Val 


His 


Ala 


Arg 


Leu 


Ala 










20 










25 










30 








Leu 


Ser 


Gin 


Asn 


Gin Gin Ser Ser Gly Ala Ala Gly 


Xaa 


Thr Gly Lys 


S3 5 






35 










40 










45 








ly- 


Asn 


Glu 


Glu 


Lys 


He 


Gin 


Val 


Leu 


Thr 


Asp 


Lys 


He 


Asp 


Val 


Leu 


Leu 


r 




50 








55 










60 












Gin 


Gin 


lie 


Glu 


Glu Leu Gly 


Ser 


Glu Gly Lys 


Val 


Glu 


Glu 


Ala 


Gin 




65 










70 










75 










80 




Gly Met 


Met 


Lys 


Leu 


Val 


Glu 


Gin 


Leu 


Lys 


Glu 


Glu 


Arg 









85 90 



<210> 4901 
<211> 198 
<212> PRT 

<213> Homo sapiens 
<400> 4901 

Met He Ser Ala Ala Gin Leu Leu Asp Glu Leu Met Gly Arg Asp Arg 

15 10 15 

Asn Leu Ala Pro Asp Glu Lys Arg Xaa Thr Cys Gly Gly Thr Thr Arg 

20 25 30 

Ala Phe Val Asn He He Ser Val Val Xaa Val Leu Arg Xaa Cys Ser 

35 40 45 

Gin He His Val Leu He Leu Met Tyr Leu Glu Glu Glu He Asn He 

50 55 60 

Arg Asp 
65 



2946 



<210> 4902 
<211> 204 
<212> PRT 

<213> Homo sapiens 



<400> 4902 

Met Ser Ala Gin 

1 

Pro Asp Glu Glu 
20 

Asp Gly Glu Glu 
35 

Glu lie Phe Arg 
50 

Gly Pro Arg Glu 
65 



Ser Val Glu Glu 
5 

Glu Lys lie Leu 

Gly Ser Ser lie 
40 

Gin Arg Phe Arg 
55 



Asp Ser lie Leu 
10 

Arg Val Lys Leu 
25 

Pro Trp Asn His 

Gin Phe Gly Tyr 
60 



lie lie Pro Thr 
15 

Glu Glu Asp Pro 
30 

Leu Pro Asp Pro 
45 

Gin Asp Ser Xaa 



^ <210> 4903 

<211> 411 

'yi <212> PRT 

^ <213> Homo sapiens 

y <400> 4903 

^ Met Ala Ala Ser Arg Arg Leu Met Lys Glu Leu Glu Glu lie Arg Lys 
JS 15 10 15 

Cys Gly Met Lys Asn Phe Arg Asn lie Gin Val Asp Glu Ala Asn Leu 

20 25 30 

Leu Thr Trp Gin Gly Leu He Val Pro Asp Asn Pro Pro Tyr Asp Lys 

35 40 45 

Gly Ala Phe Arg He Glu He Asn Phe Pro Ala Glu Tyr Pro Phe Lys 

50 55 60 

Pro Pro Lys He Thr Phe Lys Thr Lys He Tyr His Pro Asn He Asp 
65 70 75 80 

Glu Lys Ala Xaa Val Cys Leu Pro Val He Ser Ala Glu Asn Trp Lys 

85 90 95 

Pro Ala Thr Lys Thr Asp Gin Gly Lys Thr Cys Ala Cys Val Phe Leu 

100 105 110 

Gly Arg Gly Leu Trp Gly Cys Cys Ser Gly Val Gly Ala Ser Gly Thr 

115 120 125 

Arg Ser Asp Arg He Gin Arg He Phe 
130 135 



iris 



<210> 4904 

<211> 240 

<212> PRT 

<213> Homo sapiens 



<400> 4904 

Met Ser Val Lys Met Gly Lys Lys 
1 5 
Gly Leu Glu Val He Asn Asp Tyr 
20 

Leu Ser Asn Asp Leu Lys Leu Asn 



Tyr Lys Asn He Val Leu Leu Lys 

10 15 
His Phe Arg Met Val Lys Ser Leu 
25 30 
Leu Lys Met Arg Glu Glu Tyr Asp 
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35 

Lys lie Gin lie 
50 

Gly Leu Gly Lys 
65 



40 

Ala Asp Leu Met 
55 

Leu lie Lys lie 
70 



Glu Glu Lys Phe 
60 

Phe Glu Asp lie 
75 



45 

Arg Gly Asp Ala 

Pro Thr Leu Glu 
80 



<210> 4905 

<211> 240 

<212> PRT 

<213> Homo sapiens 



<400> 4905 

Met Ser Val Lys Met Gly Lys Lys Tyr Lys Asn lie Val Leu Leu Lys 

15 10 15 

Gly Leu Glu Val lie Asn Asp Tyr His Phe Arg Met Val Lys Ser Leu 

20 25 30 

Leu Ser Asn Asp Leu Lys Leu Asn Leu Lys Met Arg Glu Glu Tyr Asp 

35 40 45 

Lys He Gin He Ala Asp Leu Met Glu Glu Lys Phe Arg Gly Asp Ala 
50 55 60 

fi Gly Leu Gly Lys Leu He Lys He Phe Glu Asp He Pro Thr Leu Glu 
^ 65 70 75 80 

y <210> 4906 

^ <211> 240 

<212> PRT 

.f^ <213> Homo sapiens 

Ir:, <400> 4906 

^ Met Ser Val Lys Met Gly Lys Lys Tyr Lys Asn He Val Leu Leu Lys 
1 5 10 15 

Gly Leu Glu Val He Asn Asp Tyr His Phe Arg Met Val Lys Ser Leu 
=P 20 25 30 

O Leu Ser Asn Asp Leu Lys Leu Asn Leu Lys Met Arg Glu Glu Tyr Asp 
p 35 40 45 

Lys He Gin He Ala Asp Leu Met Glu Glu Lys Phe Arg Gly Asp Ala 

50 55 60 

Gly Leu Gly Lys Leu He Lys He Phe Glu Asp He Pro Thr Leu Glu 
65 70 75 80 



<210> 4907 
<211> 273 
<212> PRT 

<213> Homo sapiens 



<400> 4907 

Met Met Glu Tyr 

1 

Asn Tyr Phe Glu 
20 

Val Asp Ala Leu 
35 

Pro Lys He Gly 
50 



Leu Lys He Ala 
5 

He Lys Asn Lys 

Gly Leu Asn He 
40 

Phe Pro Trp Ser 
55 



Gin Asp Leu Glu 
10 

Lys Gly Thr Glu 
25 

Tyr Glu His Asp 

Glu He Arg Asn 
60 



Met Tyr Gly Val 
15 

Leu Trp Leu Gly 
30 

Asp Lys Leu Thr 
45 

He Ser Phe Asn 
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Asp Lys Lys Phe Val lie 
65 70 
Val Phe Tyr Ala Pro Arg 
85 



Lys Pro lie Asp Lys Lys Ala Pro Asp Phe 

75 80 
Leu Arg lie Asn Lys 
90 



ill- 
Ul 



<210> 4908 

<211> 306 

<212> PRT 

<213> Homo sapiens 

<400> 4908 



Met 


Thr 


Thr 


Ala 


Thr 


Arg 


Gin 


Glu 


Val 


Leu Gly Leu Tyr 


Arg 


Ser 


He 


1 








5 










10 




15 




Phe 


Arg 


Leu 


Ala 


Arg 


Lys 


Trp 


Gin 


Ala 


Thr Ser Gly Gin 


Met 


Glu 


Asp 








20 










25 




30 






Thr 


He 


Lys 


Glu 


Lys 


Gin 


Tyr 


He 


Leu 


Asn Glu Ala Arg 


Thr 


Leu 


Phe 






35 










40 




45 








Arg 


Lys 


Asn 


Lys 


Asn 


Leu 


Thr 


Asp 


Thr 


Asp Leu He Lys 


Gin 


Cys 


He 




50 










55 






60 








Asp 


Glu 


Cys 


Thr 


Ala 


Arg 


He 


Xaa 


He 


Gly Leu His Tyr 


Lys 


He 


Pro 


65 










70 








75 






80 


Tyr 


Pro 


Xaa 


Pro 


He 


His 


Leu 


Pro 


Pro 


Met Gly Leu Thr 


Pro 


Leu 


Arg 










85 










90 




95 




Gly Arg 


Gly 


Leu 


Arg 


Ser 

















100 



ry. 

ill 



<210> 4909 

<211> 309 

<212> PRT 

<213> Homo sapiens 

<400> 4909 



Met 


Ser 


Ala 


Thr 


Val 


Val 


1 








5 




Ser 


Lys 


Glu 


Met 
20 


Ser 


Leu 


Trp 


Arg 


Lys 
35 


Lys 


Lys 


Glu 


Pro 


Ala 
50 


Glu 


Val 


Asp 


Glu 


Gin 


Tyr 


He 


Ser 


Ser 


Val 


65 










70 


Thr 


Leu 


Lys 


His 


Gin 
85 


Arg 


Ser 


Ser 


Gly 


Glu 
100 


Trp 


Tyr 



Asp Ala Val Asn Ala Ala Pro Leu Ser Gly 

10 15 
Glu Glu Pro Lys Lys Met Thr Arg Glu Asp 

25 30 
Leu Glu Glu Gin Arg Lys Leu Gly Asn Ala 

40 45 
Glu Gly Lys Asp He Asn Pro His He Pro 
55 60 

Pro Trp Tyr He Asp Pro Ser Lys Arg Pro 

75 80 
Pro Gin Pro Glu Lys Gin Lys Gin Phe Ser 
90 95 

Lys 



<210> 4910 

<211> 252 

<212> PRT 

<213> Homo sapiens 



<400> 4910 

Met Phe Thr Arg Trp Lys 



Gin Gin Gin Arg Lys Glu Lys Leu Ala Ala 
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15 10 15 

Lys Lys Lys Leu Lys Lys Glu Arg Glu Ala Leu Gly Asp Lys Ala Pro 

20 25 30 

Pro Lys Pro Val Pro Lys Thr He Asp Asn Gin Arg Val Tyr Asp Glu 

35 40 45 

Thr Thr Val Asp Pro Asn Asp Glu Glu Val Ala Tyr Asp Glu Ala Thr 

50 55 60 

Asp Glu Phe Ala Ser Tyr Phe Asn Lys Gin Thr Ser Pro Lys He Leu 
65 70 75 80 

He Thr Thr Ser 

<210> 4911 
<211> 330 
<212> PRT 

<213> Homo sapiens 
<400> 4911 

Met Ala Thr Val Glu Pro Glu Thr Thr Pro Thr Pro Asn Pro Pro Thr 
15 10 15 

Thr Glu Glu Glu Lys Thr Glu Ser Asn Gin Glu Val Ala Asn Pro Glu 
20 25 30 

■Jl His Tyr He Lys His Pro Leu Gin Asn Arg Trp Ala Leu Trp Phe Phe 
1^ 35 40 45 

y Lys Asn Asp Lys Ser Lys Thr Trp Gin Ala Asn Leu Arg Leu He Ser 

50 55 60 

• ^^ Lys Phe Asp Thr Val Glu Asp Phe Trp Ala Leu Tyr Asn His He Gin 
% 65 70 75 80 

Leu Ser Ser Asn Leu Met Pro Gly Cys Asp Tyr Ser Leu Phe Lys Asp 
^ 85 90 95 

y Gly He Glu Pro Met Trp Glu Asp Glu Lys Asn Lys Arg Gly 
fy 100 105 110 

=P <210> 4912 
□ <211> 183 
p <212> PRT 

<213> Homo sapiens 

<400> 4912 

Met Ser Phe He Phe Asp Trp He Tyr Ser Gly Phe Ser Ser Val Leu 

15 10 15 

Gin Phe Leu Gly Leu Tyr Lys Lys Thr Gly Lys Leu Val Phe Leu Gly 

20 25 30 

Leu Asp Asn Ala Gly Lys Thr Thr Leu Leu His Met Leu Lys Asp Asp 

35 40 45 

Arg Leu Gly Gin His Val Pro Thr Leu His Pro Thr Ser 
50 55 60 

<210> 4913 
<211> 282 
<212> PRT 

<213> Homo sapiens 
<400> 4913 

Met Ser Glu Phe Asn Asn Asn Phe Arg Gin Gin Met Glu Asn Tyr Pro 
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1 






5 










1 U 






1 c; 






Lys Asn 


Asn 


His 


Thr 


Ala 


Ser 


He 


Leu 


Asp 


Arg 


Met 


Gin Ala Asp 


Phe 






20 










25 








30 






Lys Cys 


Cys 


Gly 


Ala 


Ala 


Asn 


Tyr 


Thr 


Asp 


Trp 


U±U 


Jjys JLXc:: irL\J 


C c» V- 

0 ~ JL 




35 










40 










ft J 






Met Ser 


Lys 


Asn 


Arg 


Val 


Pro 


Asp 


Ser 


Cys 


Cys 


T 1 O 


/-1.0II VctJ. XIIJ. 


Val 




50 










55 










60 








Gly Cys Gly 


He 


Asn 


Phe 


Asn 


Glu 


Lys 


Ala 


He 


His 


Lys Glu Gly 


Cys 




65 








70 










75 






oU 




Val Glu 


Lys 


He 


Gly 


Gly 


Trp 


Leu 


Arg 


Lys 


Asn 


Val 


Leu Val 












85 










90 












<210> 4914 


























<211> 357 


























<212> PRT 


























<213> Homo sapiens 






















<400> 4914 


























Met Ser 


He 


Pro 


Phe 


Ser 


Asn 


Thr 


His 


Tyr 


Arg 


He 


Pro Gin Gly 


■nV\ er^ 

pne 




1 






5 










10 






15 






Gly Asn 


Leu 


Leu 


Glu 


Gly Leu 


Thr 


Arg 


Glu 


He 


Leu 


Arg Glu Gin 


Pro 


y 1 




20 










25 








30 






Asp Asn 


He 


Pro 


Ala 


Phe 


Ala 


Ala 


Ala 


Tyr 


Phe 


Glu 


Ser Leu Leu 


oXU 


yj 


35 










40 










45 






Lys Arg 


Glu 


Lys 


Thr 


Asn 


Phe 


Asp 


Pro Ala Glu Trp Gly Ser Lys 


Val 




50 










55 










60 








Glu Asp 


Arg 


Phe 


Tyr 


Asn 


Asn 


His 


Ala 


Phe 


Glu 


Glu 


Xaa Glu Pro 


Pro 




65 






70 










75 






80 




Glu Lys 


Ser 


Asp 


Pro 


Lys 


Gin 


Glu 


Glu 


Ser 


Gin 


He 


Ser Gly Lys 


Glu 


lad 






85 










90 






95 




ly- 


Glu Glu 


Thr 


Ser 


Val 


Thr 


He 


Leu 


Asp 


Ser 


Ser 


Glu 


Glu Asp Lys 


Glu 


ry 






100 










105 








110 






Lys Glu 


Glu 


Val 


Ala 


Ala 


Val 




















115 

























<210> 4915 
<211> 309 
<212> PRT 

<213> Homo sapiens 



<400> 4915 



Met 


Thr 


Gly 


Lys 


Val 


Met 


Ala 


Ser 


Lys 


Thr 


Ser 


Glu 


Leu 


Ser 


Tyr 


Leu 


1 






5 










10 










15 




Asp 


He 


Phe 


He 


Gin 


Cys 


Val 


Gly 


Cys 


Tyr 


Thr 


Cys 


He 


Thr 


Ala 


He 






20 










25 










30 






He 


Glu 


Leu 


Ser 


His Gly 


Ser 


Phe 


Glu 


Lys 


Gin 


Asp 


Arg 


Asp 


Val 


Leu 






35 










40 










45 








Lys 


Ala 


Ser 


Gly 


Phe 


Asp 


Phe 


Leu 


Val 


Arg 


Cys 


Cys 


Gly Thr Trp 


His 




50 










55 










60 










Leu 


Thr 


Thr 


Arg 


He 


Val 


Val 


Cys 


Lys 


Glu 


Lys 


Thr 


Ser 


Arg 


Lys 


Arg 


65 










70 










75 










80 


Gin 


Gin 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 










85 










90 










95 




Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 





















2951 





100 

<210> 4916 
<211> 162 
<212> PRT 

<213> Homo sapiens 
<400> 4916 

Met Pro Thr Thr Gin Gin Ser Pro Gin Asp Glu Gin Glu Lys Leu Leu 

15 10 15 

Asp Glu Ala He Gin Ala Val Lys Val Gin Ser Phe Gin Met Lys Arg 

20 25 30 

Cys Leu Asp Lys Asn Lys Leu Met Asp Ala Leu Lys His Ala Ser Asn 

35 40 45 

Met Leu Gly Glu Leu Arg 
50 

<210> 4917 
<211> 459 
<212> PRT 

<213> Homo sapiens 



<400> 4917 

W Met Ser He Phe Thr Pro Thr Asn Gin lie Arg Leu Thr Asn Val Ala 
m 1 5 10 15 

Val Val Arg Met Lys Arg Ala Gly Lys Arg Phe Glu He Ala Cys Tyr 
^n 20 25 30 

T Lys Asn Lys Val Val Gly Trp Arg Ser Gly Val Glu Lys Asp Leu Asp 
-c.^ 35 40 45 

Glu Val Leu Gin Thr His Ser Val Phe Val Asn Val Ser Lys Gly Gin 

50 55 60 

Val Ala Lys Lys Glu Asp Leu He Ser Ala Phe Gly Thr Asp Asp Gin 
+ 65 70 75 80 

Thr Glu He Cys Lys Gin He Leu Thr Lys Gly Glu Val Gin Val Ser 

85 90 95 

Asp Lys Glu Arg His Thr Gin Leu Glu Gin Met Phe Arg Asp He Ala 

100 105 110 

Thr He Val Ala Asp Lys Cys Val Asn Pro Glu Thr Lys Arg Pro Tyr 

115 120 125 

Thr Val He Leu He Glu Arg Ala Met Lys Asp He His Tyr Ser Val 

130 135 140 

Lys Thr Asn Lys Ser Thr Lys Gin Gin 
145 150 

<210> 4918 
<211> 318 
<212> PRT 

<213> Homo sapiens 
<400> 4918 

Met Pro Lys Ser Lys Arg Asp Lys Lys Val Ser Leu Thr Lys Thr Ala 
15 10 15 

Lys Lys Gly Leu Glu Leu Lys Gin Asn Leu He Glu Glu Leu Arg Lys 
20 25 30 
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Cys Val Asp Thr Tyr Lys Tyr Leu Phe lie Phe Ser Val Ala Asn Met 

35 40 45 

Arg Asn Ser Lys Leu Lys Asp lie Arg Asn Ala Trp Lys His Ser Arg 

50 55 60 

Met Phe Phe Gly Lys Asn Lys Val Met Met Val Ala Leu Gly Arg Ser 
65 70 75 80 

Pro Ser Asp Glu Tyr Lys Asp Asn Leu His Gin Val Ser Lys Arg Leu 

85 90 95 

Arg Gly Glu Val Gly Leu Leu Phe Thr Asn 
100 105 

<210> 4919 
<211> 606 
<212> PRT 

<213> Homo sapiens 
<400> 4919 

Met Ser Asn Leu Asn Thr Gin Val Lys Asp Thr Met Asn Gly His lie 
15 10 15 

Ser Asn His Pro Ser Ser Phe Gly Met Tyr Pro Ser Gin Met Asn Gly 
"fi 20 25 30 

Ul Tyr Gly Ser Ser Pro Thr Phe Ser Gin Thr Asp Arg Glu His Gly Ser 
H= 35 40 45 

yj Lys Thr Ser Ala Lys Ala Leu Tyr Glu Gin Arg Lys Asn Tyr Ala Arg 

50 55 60 

^.^ Asp Ser Val Ser Ser Val Ser Asp lie Ser Gin Tyr Arg Val Glu His 

65 70 75 80 

j" Leu Thr Thr Phe Val Leu Asp Arg Lys Asp Ala Met lie Thr Val Asp 
^ 85 90 95 

2t Asp Gly lie Arg Lys Leu Lys Leu Leu Asp Ala Lys Gly Lys Val Trp 
fj^ 100 105 110 

iy Thr Gin Asp Met lie Leu Gin Val Asp Asp Arg Ala Val Ser Leu lie 
^ 115 120 125 

O Asp Leu Glu Ser Lys Asn Glu Leu Glu Asn Phe Pro Leu Asn Thr lie 
n 130 135 140 

Gin His Cys Gin Ala Val Met His Ser Cys Ser Tyr Asp Ser Val Leu 
145 150 155 160 

Ala Leu Val Cys Lys Glu Pro Thr Gin Asn Lys Pro Asp Leu His Leu 

165 170 175 

Phe Gin Cys Asp Glu Val Lys Ala Asn Leu lie Ser Glu Asp lie Glu 

180 185 190 

Ser Ala He Ser Asp Ser Lys Gly Gly Lys 
195 200 

<210> 4920 
<211> 297 
<212> PRT 

<213> Homo sapiens 
<400> 4920 

Met Lys Pro Ala Met Glu Thr Ala Ala Glu Glu Asn Thr Glu Gin Ser 
15 10 15 

Gin Glu Arg Lys Gly Cys Phe Glu Cys Cys He Lys Cys Leu Gly Gly 
20 25 30 
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Val Pro Tyr Ala Ser Leu Val Ala Thr lie Leu Cys Phe Ser Gly Val 

35 40 45 

Ala Leu Phe Cys Gly Cys Gly His Val Ala Leu Ala Gly Thr Val Ala 

50 55 60 

He Leu Glu Gin His Phe Ser Thr Asn Ala Ser Xaa His Ala Leu Leu 
65 70 75 80 

Ser Glu Val He Gin Leu Met Gin Tyr Val He Tyr Gly He Ala Ser 
85 90 95 

Phe Ser Ser 

<210> 4921 

<211> 426 

<212> PRT 

<213> Homo sapiens 

<400> 4921 

Met Glu Leu Val Gin Val Leu Lys Arg Gly Leu Gin Gin He Thr Gly 
15 10 15 

^ His Gly Gly Leu Arg Gly Tyr Leu Arg Val Phe Phe Arg Thr Asn Asp 
^ 20 25 30 

Ala Lys Val Gly Thr Leu Val Gly Glu Asp Lys Tyr Gly Asn Lys Tyr 
In 35 40 45 

N= Tyr Glu Asp Asn Lys Gin Phe Phe Gly Arg His Arg Trp Val Val Tyr 
Ul 50 55 60 

•=0 Thr Thr Glu Met Asn Gly Lys Asn Thr Phe Trp Asp Val Asp Gly Ser 
65 70 75 80 

Met Val Pro Pro Glu Trp His Arg Trp Leu His Ser Met Thr Asp Asp 
^ 85 90 95 

L Pro Pro Thr Thr Lys Pro Leu Thr Ala Arg Lys Phe He Trp Thr Asn 
y 100 105 110 

Jj^ His Lys Phe Asn Val Thr Gly Thr Pro Glu Gin Tyr Val Pro Tyr Ser 
lU 115 120 125 

-P Thr Thr Arg Lys Lys He Gin Glu Trp He His Leu Gin His 
130 135 140 

<210> 4922 
<211> 228 
<212> PRT 

<213> Homo sapiens 
<400> 4922 

Met Glu Glu Asp Gin Glu Leu Glu Arg Lys Ala He Glu Glu Leu Leu 
15 10 15 

Lys Glu Ala Lys Arg Gly Lys Thr Arg Ala Glu Thr Met Gly Pro Met 

20 25 30 

Gly Trp Met Lys Cys Pro Leu Ala Ser Thr Asn Lys Arg Phe Leu He 

35 40 45 

Asn Thr He Lys Asn Thr Leu Pro Ser His Lys Glu Gin Asp His Glu 

50 55 60 

Gin Lys Glu Gly Asp Lys Glu Pro Ala Lys Ser Gin 
65 70 75 

<210> 4923 
<211> 189 
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<212> PRT 

<213> Homo sapiens 



<400> 4923 

Met Glu Glu Asp 

1 

Ser Met Ala Glu 
20 

Ala Gly Thr Asp 
35 

His Thr Leu Gly 
50 



Gin Glu Leu Glu 
5 

Gly Glu Arg Lys 

Arg His Cys Val 
40 

Asn Ser Leu Arg 
55 



Arg Lys lie Ser 
10 

Thr Ala Leu Glu 
25 

Thr Phe Val Leu 

Tyr Met lie Met 
60 



Gly Leu Lys Thr 
15 

Met Val Gin Ala 
30 

His Glu Glu Asp 
45 

Xaa Asn Pro 



<210> 4924 
<211> 189 
<212> PRT 

<213> Homo sapiens 



<400> 4924 

y Met Phe Lys Asn Thr Phe Gin Ser Gly Phe Leu Ser He Leu Tyr Ser 

# 1 5 10 15 

U1 He Gly Ser Lys Pro Leu Gin He Trp Asp Lys Lys Val Arg Asn Gly 

H 20 25 30 

M His He Lys Arg He Thr Asp Asn Asp He Gin Ser Leu Val Leu Glu 

'r.n 35 40 45 

Jts He Glu Gly Thr Asn Val Ser Thr Thr Tyr He Xaa Cys Pro Ala 

if 50 55 60 

% <210> 4925 
y <211> 330 
<212> PRT 

•nl 5 

<213> Homo sapiens 
"3 <400> 4925 

r*i Met Thr Ala Ala He Arg Arg Gin Arg Glu Leu Ser He Leu Pro Lys 
1 5 10 15 

Val Thr Leu Glu Ala Met Asn Thr Thr Val Met Gin Gly Phe Asn Arg 

20 25 30 

Ser Glu Arg Cys Pro Arg Asp Thr Arg He Val Gin Leu Val Phe Pro 

35 40 45 

Ala Leu Tyr Thr Val Val Phe Leu Thr Gly He Leu Leu Asn Thr Leu 

50 55 60 

Ala Leu Trp Val Phe Val His He Pro Ser Ser Ser Thr Phe He He 
65 70 75 80 

Tyr Leu Lys Asn Thr Leu Val Ala Asp Leu He Met Thr Pro Val Gly 

85 90 95 

Leu Leu His Ala Leu Leu Met Ala Gly Gly Ser Cys Pro Asp 
100 105 110 



<210> 4926 

<211> 348 

<212> PRT 

<213> Homo sapiens 
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<400> 4926 



Met 


Ser 


His 


Val 


1 








Ala 


Asn 


Leu 


Asp 








20 


Ala 


Ser 


Lys 


Gly 






35 




Ser 


Lys 


Gly 


Phe 




50 






Asp 


Lys 


Asp 


Ala 


65 








Pro 


Gly 


Tyr 


Phe 


Asp 


Arg 


Gly Arg 








100 


Ala 


Leu 


Ala 


Asp 






115 





Val' Val Lys Asn 
5 

Leu Asn Ser Glu 

Arg Tyr lie Pro 
40 

Hi a. Asp Lys Asp 
55 

Tyr Ser Ser Phe 
70 

Ser Glu Arg Gly 
85 

Xaa Thr Met Met 



Asp Pro Glu Leu 
10 

Lys Gin Ser Gly 
25 

Pro His Leu Arg 

Ser Ser Gly Trp 
60 

Gly Ser Arg Asp 
75 

Ser Gly Ser Arg 
90 

Val Leu Ala lie 
105 



Asp Gin Gin Leu 
15 

Gly Ala Ser Thr 
30 

Asn Arg Glu Ala 
45 

Ser Cys Ser Lys 

Ser Arg Gly Lys 
80 

Gly Arg Phe Asp 
95 

Val Xaa Asp Leu 
110 



^ <210> 4927 

y <211> 348 

^ <212> PRT 

UI <213> Homo sapiens 



iU 



<400> 4927 
























Met 


Asp 


He 


Arg 


Pro 


Asn 


His 


Thr 


He 


Tyr 


He Asn Asn 


Met 


Asn Asp 


1 








5 










10 






15 




Lys 


He 


Lys 


Lys 
20 


Glu 


Glu 


Leu 


Lys 


Arg 
25 


Ser 


Leu Tyr Ala 


Leu 
30 


Phe 


Ser 


Gin 


Phe 


Gly His 


Val 


Val 


Asp 


He 


Val 


Ala 


Leu Lys Thr 


Met 


Lys 


Met 






35 










40 






45 








Arg 


Gly 
50 


Gin 


Ala 


Phe 


Val 


He 
55 


Phe 


Lys 


Glu 


Leu Gly Ser 
60 


Ser 


Thr 


Asn 


Ala 


Leu 


Arg 


Gin 


Leu Gin Gly 


Phe 


Pro 


Phe 


Tyr Gly Lys 


Pro 


Met 


Arg 


65 










70 










75 






80 


He 


Gin 


Tyr 


Ala 


Lys 


Thr 


Asp 


Ser 


Asp 


He 


He Ser Lys 


Met Arg Gly 










85 










90 






95 




Thr 


Phe 


Ala 


Asp 
100 


Lys 


Glu 


Lys 


Lys 


Lys 
105 


Glu 


Lys Lys Lys 


Ala 
110 


Lys 


Thr 


Val 


Glu 


Gin 
115 


Thr 























<210> 4928 
<211> 348 
<212> PRT 

<213> Homo sapiens 



<400> 4928 

Met Asp He Arg 

1 

Lys He Lys Lys 
20 

Gin Phe Gly His 
35 

Arg Gly Gin Ala 



Pro Asn His Thr 
5 

Glu Glu Leu Lys 

Val Val Asp He 
40 

Phe Val He Phe 



He Tyr He Asn 
10 

Arg Ser Leu Tyr 
25 

Val Ala Leu Lys 
Lys Glu Leu Gly 



Asn Met Asn Asp 
15 

Ala Leu Phe Ser 
30 

Thr Met Lys Met 
45 

Ser Ser Thr Asn 
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50 










55 




60 










Ala 


Leu 


Arg 


Gin 


Leu 


Gin Gly Phe Pro Phe 


Tyr Gly Lys 


Pro 


Met Arg 




65 










70 




75 








Q n 




lie 


Gin 


Tyr 


Ala 


Lys 


Thr 


Asp Ser Asp He 


He 


Ser 


Lys 


Met 


Arg Gly 












85 




90 










95 




Thr 


Phe 


Ala 


Asp 


Lys 


Glu 


Lys Lys Lys Glu 


Lys 


Lys 


Lys 


Ala 


Lys Thr 










100 






105 








110 






Val 


Glu 


Gin 


Thr 
























115 






















<210> 4929 






















<211> 393 






















<212> PRT 






















<213> Homo sapiens 


















<400> 4929 






















Met 


Thr 


Thr 


Leu 


Val 


Leu Asp Asn Gly Ala 


Tyr 


Asn 


Ala 


Lys 


He Gly 




1 








5 




10 










Id 




Tyr 


Ser 


His 


Glu 


Asn 


Val 


Ser Val He Pro 


Asn 


Cys 


(jin 


Phe 


Arg Ser 


uFi 








20 






25 








J 0 






Lys 


Thr 


Ala 


Arg 


Leu 


Lys 


Thr Phe Thr Ala 


Asn 


tjin 


lie 


Asp 


CjIu lie 


P-TI 






35 








40 














Lys 


Asp 


Pro 


Ser Gly 


Leu 


Phe Tyr He Leu 


Pro 


Phe 


Gin 


Lys 


Gly Tyr 


yj 




50 










55 




60 










Leu 


Val 


Asn 


Trp 


Asp 


Val 


Gin Arg Gin Val 


Trp 


Asp 


Tyr 


Leu 


Phe Gly 


^?^* 


65 










70 




/d 








80 




Lys 


Glu 


Met 


Tyr 


Gin 


Val 


Asp Phe Leu Asp 


inr 


Asn 


lie 


lie 


lie Tnr 












85 




90 










95 




Glu 


Pro 


Tyr 


Phe 


Asn 


Phe 


Thr Ser He Gin 


Glu 


Ser 


Met 


Asn 


Glu He 










100 






105 








110 




5 U" 


Leu 


Phe 


Glu 


Glu 


Tyr 


Gin 


Phe Gin Ala Val 


Leu 


Arg 


vai 


Asn 


Ala Gly 


1 u 






115 








120 






125 








Ala 


Leu 


Ser 
























130 


















































<210> 4930 






















<211> 324 






















<212> PRT 






















<213> Homo sapiens 


















<400> 4930 






















Met 


Thr 


Thr 


Leu 


Val 


Leu Asp Asn Gly Ala 


Tyr 


Asn 


Ala 


Lys 


He Gly 




1 








5 




10 










15 




Tyr 


Ser 


His 


Glu 


Asn 


Val 


Ser Val He Pro 


Asn 


Cys 


Gin 


Phe 


Arg Ser 










20 






25 








J u 






Lys 


Thr 


Ala 


Arg 


Leu 


Lys 


Thr Phe Thr Ala 


Asn 


Gin 


He 


Asp 


Glu He 








35 








40 






45 








Lys 


Asp 


Pro 


Ser 


Gly 


Leu 


Phe Tyr He Leu 


Pro 


Phe 


Gin 


Lys 


Val Asp 






50 










55 




60 










Phe 


Leu 


Asp 


Thr 


Asn 


He 


He He Thr Glu 


Pro 


Tyr 


Phe 


Asn 


Phe Thr 




65 










70 




75 








80 




Ser 


He 


Gin 


Glu 


Ser 


Met 


Asn Glu He Leu 


Phe 


Glu 


Glu 


Tyr 


Gin Phe 












85 




90 










95 




Gin 


Ala 


Val 


Leu 


Arg 


Val 


Asn Ala Gly Ala 


Leu 


Ser 









2957 




. 5- 
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100 105 

<210> 4931 
<211> 246 
<212> PRT 

<213> Homo sapiens 
<400> 4931 

Met Ser Ala Leu Asn Trp Lys Pro Phe Val Tyr Gly Gly Leu Ala Ser 

15 10 15 

lie Thr Ala Glu Cys Gly Thr Phe Pro lie Asp Leu Thr Lys Thr Arg 

20 25 30 

Leu Gin lie Gin Gly Gin Thr Asn Asp Ala Lys Phe Lys Glu lie Arg 

35 40 45 

Tyr Arg Xaa Met Leu His Ala Leu Val Arg lie Gly Arg Glu Xaa Gly 

50 55 60 

Ala Glu Ser Thr Leu Leu Gly Asp Cys Pro Arg Asp Val Thr Pro Gly 
65 70 75 80 

lie Leu 



rl- <210> 4932 

<211> 300 

<212> PRT 
yj <213> Homo sapiens 

<400> 4932 

Met Gly Tyr His Phe Glu Leu Pro Gly Pro Arg Met Val Val Thr Asn 
^ 1 5 10 15 

Leu Leu Thr Arg Asn Gin Asp Lys Gin Arg Gin Lys Arg Gin Glu Glu 

20 25 30 

Gin Lys Gin Gin Gin Leu Lys Glu Gin Lys Lys Leu lie Ala Met Leu 
^1 35 40 45 

Glu Asn Gly Leu Gly Leu Pro Pro Gly Met Xaa Glu Leu Leu Gly Gly 

50 55 60 

Pro Lys Pro Asp Ser Arg Met Gin Glu Phe Phe Gin Pro Pro Pro Pro 
65 70 75 80 

Arg Pro Pro Asn Pro Gin Asn Val Pro Phe Ser Gin Arg Ser Xaa Met 
85 90 95 

Met Lys Lys Pro 
100 

<210> 4933 
<211> 372 
<212> PRT 

<213> Homo sapiens 
<400> 4933 

Met Ala Thr Leu He Tyr Val Asp Lys Glu Asn Gly Glu Pro Gly Thr 
15 10 15 

Arg Val Val Ala Lys Asp Gly Leu Lys Leu Gly Ser Gly Pro Ser He 

20 25 30 

Lys Ala Leu Asp Gly Arg Ser Gin Val Ser Thr Pro Arg Phe Gly Lys 

35 40 45 

Thr Phe Asp Ala Pro Pro Ala Leu Pro Lys Ala Thr Arg Lys Ala Leu 
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50 55 60 

Gly Thr Val Asn Arg Ala Thr Glu Lys Ser Val Lys Thr Lys Gly Pro 
65 70 75 80 

Leu Lys Gin Lys Gin Pro Ser Phe Ser Ala Lys Lys Met Thr Glu Lys 

85 90 95 

Thr Val Lys Ala Lys Ser Ser Val Pro Ala Ser Asp Xaa Ala lie Gin 

100 105 110 

Lys Xaa Lys He Leu Ser Leu Gin Ser Ser Arg Leu 
115 120 

<210> 4934 
<211> 261 
<212> PRT 

<213> Homo sapiens 
<400> 4934 

Met Ala Glu Val Pro Glu Leu Ala Ser Glu Met Met Ala Tyr Tyr Ser 

15 10 15 

Gly Asn Glu Asp Asp Leu Phe Phe Glu Ala Asp Gly Pro Lys Gin Met 

20 25 30 

Lys Cys Ser Phe Gin Asp Leu Asp Leu Cys Pro Leu Asp Gly Gly He 
35 40 45 

^ Gin Leu Arg He Ser Asp His His Tyr Ser Lys Gly Phe Arg Gin Ala 
y 50 55 60 

Ala Ser Val Val Val Ala Met Asp Lys Leu Arg Lys Met Leu Val Pro 
^ 65 70 75 80 

5 Cys Pro Gin Thr Phe Gin Glu 

85 



<210> 4935 
<211> 246 
<212> PRT 
<213> Homo sapiens 

p <400> 4935 

Met Gin He Val Arg Tyr Ser Glu Gin Thr Leu Lys He Ala Val He 

15 10 15 

Ser Lys Asn Pro Val Leu Val Ser Gin Tyr Glu Lys Val Asp Ala Gly 

20 25 30 

Glu Gin Arg Leu Met Asn Glu Ala Phe Gin Pro Ala Ser Asp Leu Phe 

35 40 45 

Gly Pro Cys He Leu His Gin He Gly Ser Pro Pro Thr Leu Arg Pro 

50 55 60 

Pro Lys Thr Leu Asn Ser Ser Ser Val He Leu Thr Glu Arg Tyr Pro 
65 70 75 80 

Leu Gin 

<210> 4936 

<211> 231 

<212> PRT 

<213> Homo sapiens 

<400> 4936 

Met Gin He Val Arg Tyr Ser Glu Gin Thr Leu Lys He Ala Val He 
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15 10 15 

Ser Lys Asn Pro Val Leu Val Ser Gin Tyr Glu Lys Val Asp Ala Gly 

20 25 30 

Glu Gin Arg Leu Met Asn Glu Ala Phe Gin Pro Ala Ser Asp Leu Phe 

35 40 45 

Gly Pro Cys He Leu His Gin He Gly Ser Pro Pro Thr Leu Arg Pro 

50 55 60 

Pro Lys Thr Leu Asn Ser Ser Ser Val He Leu Thr Glu 
65 70 75 

<210> 4937 
<211> 270 
<212> PRT 

<213> Homo sapiens 
<400> 4937 

Met Gly Asn Arg Val Cys Cys Gly Gly Ser Trp Ser Cys Pro Ser Thr 

15 10 15 

Phe Gin Lys Lys Lys Lys Arg Gly Ser Gin Thr Arg Arg Thr Leu Lys 

^ 20 25 30 

?2 Pro Gin Pro Gin Gin Leu Gin Gin Asn Leu Pro Lys Gly His Glu Thr 
35 40 45 

1^ Thr Gly His Thr Tyr Glu Arg Val Leu Gin Gin Gin Gly Ser Gin Glu 

y 50 55 60 

^ Arg Ser Pro Gly Xaa Met Ser Glu Asp Ser Asn Leu His Tyr Ala Asp 
^ 65 70 75 80 

lie Gin Val Cys Ser Arg Pro His Ala Arg 
""^^ 85 90 



<210> 4938 
<211> 324 
<212> PRT 

<213> Homo sapiens 
<400> 4938 

Met Lys Leu Pro He Phe He Ala Asp Ala Phe Thr Ala Arg" Ala Phe 

15 10 15 

Arg Gly Asn Pro Ala Ala Val Cys Leu Leu Glu Asn Glu Leu Asp Glu 

20 25 30 

Asp Met His Gin Lys He Ala Arg Glu Met Asn Leu Ser Glu Thr Ala 

35 40 45 

Phe He Arg Lys Leu His Pro Thr Asp Asn Phe Ala Xaa Xaa Ser Cys 

50 55 60 

Phe Gly Leu Arg Trp Phe Thr Pro Ala Ser Glu Val Pro Leu Cys Gly 
65 70 75 80 

His Ala Xaa Leu Ala Ser Ala Ala Val Leu Phe His Lys He Lys Xaa 

85 90 95 

Met Asn Ser Thr Leu Thr Phe Val Thr Leu Ser Gly 
100 105 

<210> 4939 
<211> 201 
<212> PRT 

<213> Homo sapiens 
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^ 5 
•-it: 




4^ 



<400> 4939 

Met His Thr Gly Gly Leu Gly Gly Tyr Gly Ser Gly Asp Ser Glu Asp 

15 10 15 

Glu Arg Ser Asp Arg Gly Ser Glu Ser Ser Asp Thr Asp Asp Glu Glu 

20 25 30 

Leu Arg His Arg He Arg Gin Lys Gin Glu Ala Phe Trp Arg Lys Glu 

35 40 45 

Lys Glu Gin Gin Leu Leu His Asp Lys Gin Met Glu Glu Glu Lys Gin 

50 55 60 

Gin Thr Glu 
65 

<210> 4940 

<211> 267 

<212> PRT 

<213> Homo sapiens 

<400> 4940 

^ Met Gly Asp Val Lys Asn Phe Leu Tyr Ala Trp Cys Gly Lys Arg Lys 
15 10 15 

Met Thr Pro Ser Tyr Glu He Arg Ala Val Gly Asn Lys Asn Arg Gin 
N' 20 25 30 

y Lys Phe Met Cys Glu Val Gin Val Glu Gly Tyr Asn Tyr Thr Gly Met 
rM- 35 40 45 

.fi Gly Asn Ser Thr Asn Lys Lys Asp Ala Gin Ser Asn Ala Ala Arg Asp 
J 50 55 60 

Phe Val Asn Tyr Leu Val Arg He Asn Glu He Lys Ser Glu Glu Val 
5^ 65 70 75 80 

Pro Ala Xaa Gly Val Ala Ser Pro Pro 
85 



<210> 4941 
<211> 417 
<212> PRT 

<213> Homo sapiens 



<400> 4941 
























Met 


Phe 


Ser 


Arg 


Ala Gly Val 


Ala 


Gly 


Leu 


Ser 


Ala 


Trp 


Thr 


Leu 


Gin 


1 








5 






10 










15 




Pro 


Gin 


Trp 


He 


Gin Val Arg 


Asn 


Met 


Ala 


Thr 


Leu 


Lys 


Asp 


He 


Thr 








20 






25 










30 






Arg 


Arg 


Leu 


Lys 


Ser He Lys 


Asn 


He 


Gin 


Lys 


He 


Thr 


Lys 


Ser 


Met 






35 






40 










45 








Lys 


Met 


Val 


Ala 


Ala Ala Lys 


Tyr 


Ala 


Arg 


Ala 


Glu 


Arg 


Glu 


Leu 


Lys 




50 






55 










60 










Pro 


Ala 


Arg 


He 


Tyr Gly Leu 


Gly 


Ser 


Leu 


Ala 


Leu 


Tyr 


Glu 


Lys 


Ala 


65 








70 








75 










80 


Asp 


He 


Lys 


Gly 


Pro Glu Asp 


Lys 


Lys 


Lys 


His 


Leu 


Leu 


He 


Gly Val 










85 






90 










95 




Ser 


Ser 


Asp 


Arg 


Gly Leu Cys 


Gly Ala 


He 


His 


Ser 


Ser 


He 


Ala 


Lys 








100 






105 










110 






Gin 


Met 


Lys 


Ser 


Glu Val Ala 


Thr 


Leu Thr Ala Ala Gly Lys 


Glu 


Val 






115 






120 










125 
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m 



.?13 



Xaa Leu Val Gly lie Gly Asp Leu Phe Ser Gly 
130 135 

<210> 4942 
<211> 276 
<212> PRT 

<213> Homo sapiens 
<400> 4942 

Met Lys Met Val Ala Ala Ala Lys Tyr Ala Arg Ala Glu Arg Glu Leu 

15 10 15 

Lys Pro Ala Arg lie Tyr Gly Leu Gly Ser Leu Ala Leu Tyr Glu Lys 

20 25 30 

Ala Asp lie Lys Gly Pro Glu Asp Lys Lys Lys His Leu Leu lie Gly 

35 40 45 

Val Ser Ser Asp Arg Gly Leu Cys Gly Ala He His Ser Ser He Ala 

50 55 60 

Lys Gin Met Lys Ser Glu Val Ala Thr Leu Thr Ala Ala Gly Lys Glu 
65 70 75 80 

Val Xaa Leu Val Gly He Gly Asp Leu Phe Ser Gly 
85 90 



<210> 4943 
y <211> 174 
^ <212> PRT 
uf% <213> Homo sapiens 



<400> 4943 

Met Asp Ala Asn Asp Lys Lys He Gin Glu Lys Asp Arg Glu Leu Glu 
15 10 15 

He Lys Asn He Tyr Ser His Pro He Leu Lys Asn Leu His Asp Thr 
fU 20 25 30 

Glu Asp Tyr Pro Lys Val Ser Ser Thr Lys Ser Val Gin Ala Asp Arg 

35 40 45 

Lys He Leu Pro Phe Thr Ser Met Arg His 
50 55 

<210> 4944 
<211> 345 
<212> PRT 

<213> Homo sapiens 
<400> 4944 

Met Gly Gin Gin He Ser Asp Gin Thr Gin Leu Val He Asn Lys Leu 
15 10 15 

Pro Glu Lys Val Ala Lys His Val Xaa Leu Val Arg Glu Ser Gly Ser 

20 25 30 

Leu Thr Tyr Glu Glu Phe Leu Gly Arg Val Ala Glu Leu Asn Asp Val 

35 40 45 

Thr Ala Lys Val Ala Ser Gly Gin Glu Lys His Leu Leu Phe Glu Val 

50 55 60 

Gin Pro Gly Ser Asp Ser Ser Ala Phe Trp Lys Val Val Val Arg Val 
65 70 75 80 

Val Cys Thr Lys He Asn Lys Ser Ser Gly He Val Glu Ala Ser Arg 
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85 90 95 

He Met Asn Leu Tyr Gin Phe He Gin Leu Tyr Lys Asp He Thr Ser 
100 105 110 

Gin Ala Ala 
115 

<210> 4945 
<211> 414 
<212> PRT 

<213> Homo sapiens 



<400> 4945 

Met Pro Met Ala Gly Leu Leu Lys Gly Leu Val Arg Gin Leu Glu Gin 

15 10 15 

Phe Arg Val Gin Gin Gin Ala Ser Lys Met Pro Pro Lys Gly Lys Ser 

20 25 30 

Gly Ser Gly Lys Ala Gly Lys Gly Gly Ala Ala Ser Gly Ser Asp Ser 

35 40 45 

Ala Asp Lys Lys Ala Gin Gly Pro Lys Gly Gly Gly Asn Ala Val Lys 

50 55 60 

Val Arg His He Leu Cys Glu Lys His Gly Lys He Met Glu Ala Met 
65 70 75 80 

Glu Lys Leu Lys Ser Gly Met Arg Phe Asn Glu Val Ala Ala Gin Tyr 

85 90 95 

Ser Glu Asp Lys Ala Arg Gin Gly Gly Asp Leu Gly Trp Met Thr Arg 

100 105 110 

Gly Ser Met Val Gly Pro Phe Gin Glu Ala Ala Phe Ala Leu Pro Val 

115 120 125 

Ser Gly Met Asp Lys Pro Val Phe Thr Asp 
130 135 



<210> 4946 
<211> 345 
<212> PRT 

<213> Homo sapiens 



<400> 4946 






















Met 


Pro 


Met 


Ala 


Gly Leu Leu 


Lys 


Gly 


Leu Val 


Arg 


Gin 


Leu 


Glu 


Gin 


1 








5 






10 








15 




Phe 


Arg 


Val 


Gin 


Gin Gin Ala 


Ser 


Lys 


Met Pro 


Pro 


Lys 


Gly Lys 


Ser 






20 






25 








30 






Gly 


Ser 


Gly 


Lys 


Ala Gly Lys 


Gly Gly Ala Ala 


Ser Gly 


Ser 


Asp 


Ser 






35 






40 








45 








Ala 


Asp 


Lys 


Lys 


Ala Gin Gly 


Pro 


Lys 


Gly Gly Gly 


Asn 


Ala 


Val 


Lys 




50 






55 








60 










Val 


Arg 


His 


He 


Leu Cys Glu 


Lys 


His 


Gly Lys 


He 


Met 


Glu 


Ala 


Met 


65 








70 






75 










80 


Glu 


Lys 


Leu 


Lys 


Ser Gly Met 

85 . 


Arg 


Phe 


Asn Glu 
90 


Val 


Ala 


Ala 


Gin 
95 


Tyr 


Ser 


Glu 


Asp 


Lys 
100 


Ala Arg Gin 


Gly 


He 
105 


Pro Ser 


Leu 


Gin 


Gin 
110 


His 


Ala 


Gly 


His 


Xaa 
115 
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<210> 4947 
<211> 174 
<212> PRT 

<213> Homo sapiens 
<400> 4947 

Met Glu Ala Met Glu Lys Leu Lys Ser Gly Met Arg Phe Asn Glu Val 

15 10 15 

Ala Ala Gin Tyr Ser Glu Asp Lys Ala Arg Gin Gly Arg Met Gin Gin 

20 25 30 

Gin Gly Thr lie Leu Glu Ala Glu Ser Ser Pro His Gin lie Pro lie 

35 40 45 

Leu Leu Ala Pro Ser Ser Trp Thr Leu Gin 
50 55 

<210> 4948 

<211> 195 

<212> PRT 

<213> Homo sapiens 



y£ <400> 4948 

Met Leu Phe Pro Pro Ser Ser Cys Leu Glu Gin Pro Asp Ser Cys Gin 
1 5 10 15 

UI Pro Tyr Gly Ser Ser Phe Tyr Ala Leu Glu Glu Lys His Val Gly Phe 

20 25 30 

J?5 Ser Leu Asp Val Gly Glu He Glu Lys Lys Gly Lys Gly Lys Lys Arg 

35 40 45 

y Arg Gly Arg Arg Ser Thr Lys Lys Arg Arg Arg Arg Gly Arg Lys Glu 
% 50 55 60 

? Gly 

=P <210> 4949 
O <211> 375 
p <212> PRT 

<213> Homo sapiens 



<400> 4949 
























Met 


Ala 


Leu 


Asp 


Gly 


Pro 


Glu 


Gin 


Met 


Glu 


Leu Glu Glu Gly Lys 


Ala 


1 








5 










10 






15 




Gly 


Ser 


Gly 


Leu 
20 


Arg 


Gin 


Tyr 


Tyr 


Leu 
25 


Ser 


Lys He 


Glu Glu 
30 


Leu 


Gin 


Leu 


He 


Val 
35 


Asn 


Asp 


Lys 


Ser 


Gin 
40 


Asn 


Leu 


Arg Arg 


Leu Gin 
45 


Ala 


Gin 


Arg 


Asn 
50 


Glu 


Leu 


Asn 


Ala 


Lys 
55 


Val 


Arg 


Leu 


Leu Arg 
60 


Glu Glu 


Leu 


Gin 


Leu 


Leu 


Gin 


Glu 


Gin Gly 


Ser 


Tyr 


Val 


Gly Glu Val 


Val Arg 


Ala 


Met 


65 










70 










75 






80 


Asp 


Lys 


Lys 


Lys 


Val 
85 


Leu 


Val 


Lys 


Val 


His 
90 


Pro Glu 


Gly Lys 


Phe 
95 


Val 


Val 


Asp 


Val 


Asp 
100 


Lys 


Asn 


He 


Asp 


He 
105 


Asn 


Asp Val 


Thr Pro 
110 


Asn 


Cys 


Arg 


Val 


Ala 
115 


Leu 


Arg 


Asn 


Asp 


Ser 
120 


Tyr 


Thr 


Leu His 


Lys 
125 
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<210> 4950 
<211> 531 
<212> PRT 

<213> Homo sapiens 
<400> 4950 

Met Leu Arg Leu Pro Thr Val Phe Arg Gin Met Arg Pro Val Ser Arg 
15 10 15 

Val Leu Ala Pro His Leu Thr Arg Ala Tyr Ala Lys Asp Val Lys Phe 

20 25 30 

Gly Ala Asp Ala Arg Ala Leu Met Leu Gin Gly Val Asp Leu Leu Ala 

35 40 45 

Asp Ala Val Ala Val Thr Met Gly Pro Lys Gly Arg Thr Val He He 

50 55 60 

Glu Gin Ser Trp Gly Ser Pro Lys Val Thr Lys Asp Gly Val Thr Val 
65 70 75 80 

Ala Lys Ser He Asp Leu Lys Asp Lys Tyr Lys Asn He Gly Ala Lys 

85 90 95 

Leu Val Gin Asp Val Ala Asn Asn Thr Asn Glu Glu Ala Gly Asp Gly 

100 105 110 

Thr Thr Thr Ala Thr Val Leu Ala Arg Ser He Ala Lys Glu Gly Phe 
H 115 120 125 

y Glu Lys He Ser Lys Gly Ala Asn Pro Val Glu He Arg Arg Gly Val 
^ 130 135 140 

Met Leu Ala Val Asp Ala Val He Ala Glu Leu Lys Lys Gin Ser Lys 
J 145 150 155 160 

^ Pro Val Thr Thr Pro Glu Glu He Ala Gin Val Ala Thr He Ser Ala 



Q 



165 170 175 

Asn 



^2 <210> 4951 

==P <211> 633 

O <212> PRT 

p <213> Homo sapiens 

<400> 4951 

Met Ala Thr Gly Thr Gly Lys His Lys Leu Leu Ser Thr Gly Pro Thr 

15 10 15 

Glu Pro Trp Ser He Arg Glu Lys Leu Cys Leu Ala Ser Ser Val Met 

20 25 30 

Arg Ser Gly Asp Gin Asn Trp Val Ser Val Ser Arg Ala He Lys Pro 

35 40 45 

Phe Ala Glu Pro Gly Arg Pro Pro Asp Trp Phe Ser Gin Lys His Cys 

50 55 60 

Ala Ser Gin Tyr Ser Glu Leu Leu Glu Thr Thr Glu Thr Pro Lys Arg 
65 70 75 80 

Lys Arg Gly Glu Lys Gly Glu Val Val Glu Thr Val Glu Asp Val He 

85 90 95 

Val Arg Lys Leu Thr Ala Glu Arg Val Glu Glu Leu Lys Lys Val He 

100 105 110 

Lys Glu Thr Gin Glu Arg Tyr Arg Arg Leu Lys Arg Asp Ala Glu Leu 

115 120 125 

He Gin Ala Gly His Met Asp Ser Arg Leu Asp Glu Leu Cys Asn Asp 
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130 135 140 

lie Ala Thr Lys Lys Lys Leu Glu Glu Glu Glu Ala Glu Val Lys Arg 
145 150 155 160 

Lys Ala Thr Asp Ala Ala Tyr Gin Ala Arg Gin Ala Val Lys Thr Pro 

165 170 175 

Pro Arg Arg Leu Pro Thr Val Met Val Arg Ser Pro lie Asp Ser Ala 

180 185 190 

Ser Pro Gly Gly Asp Tyr Pro Leu Gly Asp Leu Thr Pro Thr Thr Met 

195 200 205 

Glu Glu Ala 
210 

<210> 4952 
<211> 234 
<212> PRT 

<213> Homo sapiens 
<400> 4952 

^ Met Asp Ser Arg Leu Asp Glu Leu Cys Asn Asp lie Ala Thr Lys Lys 
^ 1 5 10 15 

''^^ Lys Leu Glu Glu Glu Glu Ala Glu Val Lys Arg Lys Ala Thr Asp Ala 
^ 20 25 30 

Ala Tyr Gin Ala Arg Gin Ala Val Lys Thr Pro Pro Arg Arg Leu Pro 
y 35 40 , 45 

Thr Val Met Val Arg Ser Pro lie Asp Ser Ala Ser Pro Gly Gly Asp 
50 55 60 

uft Tyr Pro Leu Gly Asp Leu Thr Pro Thr Thr Met Glu Glu Ala 

65 70 75 



<210> 4953 

<211> 369 

<212> PRT 

<213> Homo sapiens 

Q <400> 4953 

Met Asn Leu Gly Asp Gly Leu Lys Leu Glu Thr Glu Leu Leu Asp Gly 

15 10 15 

Lys Thr Lys Leu lie Leu Ser Pro Tyr Glu His Lys Ser Lys lie Ser 

20 25 30 

Val Lys Met Gly Asn Lys Ala Lys lie Ala Lys Cys Pro Leu Arg Thr 

35 40 45 

Lys Thr Gly His lie Leu Lys Ser Thr Gin Asp Thr Cys lie Gly Ser 

50 55 60 

Glu Lys Leu Leu Gin Lys Lys Pro Val Gly Ser Glu Thr Ser Gin Ala 
65 70 75 80 

Lys Gly Glu Lys Asn Gly Met Thr Phe Ser Ser Thr Lys Asp Leu Cys 

85 90 95 

Lys Gin Cys lie Asp Lys Asp Cys Leu His lie Gin Lys Glu lie Ser 

100 105 110 

Pro Ala Thr Pro Asn Met Gin Lys Thr Arg Asn 
115 120 

<210> 4954 
<211> 378 
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<212> PRT 

<213> Homo sapiens 



<400> 4954 














Met 


Ser 


He 


Gly 


Val Pro He 


Lys 


Val 


Leu His 


Glu Ala Glu Gly His 


1 








5 






10 


15 


He 


Val 


Thr 


Cys 


Glu Thr Asn Thr Gly Glu Val 


Tyr Arg Gly Lys Leu 








20 






25 




30 


He 


Glu 


Ala 


Glu 


Asp Asn Met 


Asn 


Cys 


Gin Met 


Ser Asn He Thr Val 






35 






40 






45 


Thr 


Tyr 


Arg 


Asp 


Gly Arg Val 


Ala 


Gin 


Leu Glu 


Gin Val Tyr He Arg 




50 






55 








60 


Gly 


Ser 


Lys 


He 


Arg Phe Leu 


He 


Leu 


Pro Asp 


Met Leu Lys Asn Ala 


65 








70 






75 


80 


Pro 


Met 


Leu 


Lys 


Ser Met Lys 


Asn 


Lys 


Asn Gin Gly Ser Gly Ala Gly 










85 






90 


95 


Arg 


Gly 


Lys 


Ala 


Ala He Leu 


Lys 


Ala 


Gin Val 


Ala Ala Arg Gly Arg 








100 






105 




110 


Gly 


Arg 


Gly Met 


Gly Xaa Gly 


Asn 


He 


Phe Gin 


Lys Arg Arg 






115 






120 






125 



<210> 4955 

<211> 267 

<212> PRT 

<213> Homo sapiens 

<400> 4955 

Met Ala Gly Asn Asp Glu Asn Tyr Ser Ala Glu Leu Arg Asn Ala Ser 

15 10 15 

Ala Val Met Lys Asn Gin Val Ala Arg Phe Asn Asp Leu Arg Phe Val 

20 25 30 

Gly Arg Ser Gly Arg Gly Lys Ser Phe Thr Leu Thr He Thr Val Phe 

35 40 45 

Thr Asn Pro Pro Gin Val Ala Thr Tyr His Arg Ala He Lys Val Thr 

50 55 60 

Val Asp Gly Pro Arg Glu Pro Arg Arg His Arg Gin Lys Leu Asp Asp 
65 70 75 80 

Ser Lys Pro Ser Leu Phe Ser Asp Arg 
85 

<210> 4956 

<211> 165 

<212> PRT 

<213> Homo sapiens 

<400> 4956 

Met Gly Gly Phe Phe Ser Ser He Phe Ser Ser Leu Phe Gly Thr Arg 

15 10 15 

Glu Met Arg He Leu He Leu Gly Leu Asp Gly Ala Gly Lys Thr Thr 

20 25 30 

He Leu Tyr Arg Leu Gin Val Gly Glu Val Val Thr Thr He Pro Thr 

35 40 45 

He Gly Phe Asn Val Glu Thr 
50 55 
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<210> 4957 
<211> 345 
<212> PRT 

<213> Homo sapiens 



<400> 4957 




























Met 


Glu 


Ser 


Gly 


Lys 


Met 


Ala 


Pro 


Pro 


Lys 


Asn 


Ala 


Pro 


Arg 


Asp 


Ala 


1 








5 










10 










15 




Leu 


Val 


Met 


Ala 
20 


Gin 


He 


Leu 


Lys 


Asp 
25 


Met 


Gly 


He 


Thr 


Glu 
30 


Tyr 


Glu 


Pro 


Arg 


Val 


He 


Asn 


Gin 


Met 


Leu 


Glu 


Phe 


Ala 


Phe 


Arg 


Tyr 


Val 


Thr 




35 










40 










45 








Thr 


He 
50 


Leu 


Asp 


Asp 


Ala 


Lys 
55 


He 


Tyr 


Ser 


Ser 


His 
60 


Ala 


Lys 


Lys 


Pro 


Asn 


Val 


Asp 


Ala 


Asp 


Asp 


Val 


Arg 


Leu 


Ala 


He 


Gin 


Cys 


Arg 


Ala 


Asp 


65 










70 










75 










80 


Gin 


Ser 


Phe 


Thr 


Ser 
85 


Pro 


Pro 


Pro 


Arg 


Asp 
90 


Phe 


Leu 


Leu 


Asp 


He 
95 


Ala 


Arg 


Gin 


Lys 


Asn 


Gin 


Thr 


Pro 


Leu 


Pro 


Leu 


He 


Lys 


Pro 


Tyr 


Ala 


Gly 






100 










105 










110 






Pro 


Arg 


Leu 
115 





























o 



<210> 4958 
<211> 249 
<212> PRT 

<213> Homo sapiens 
<400> 4958 

Met Glu Ser Gly Lys Thr Ala Ser Pro Lys Ser Met Pro Lys Asp Ala 

15 10 15 

Gin Met Met Ala Gin He Leu Lys Asp Met Gly He Thr Glu Tyr Glu 

20 25 30 

Pro Arg Val He Asn Gin Met Leu Glu Phe Ala Phe Arg Xaa Val Thr 

35 40 45 

Thr He Leu Asp Asp Ala Lys He Tyr Ser Ser His Ala Lys Lys Ala 

50 55 60 

Thr Val Asp Ala Asp Asp Val Arg Xaa Ala He Gin Xaa Arg Ala Asp 
65 70 75 80 

Gin Ser Phe 



<210> 4959 
<211> 231 
<212> PRT 

<213> Homo sapiens 



<400> 4959 

Met Leu Glu Phe Ala Phe Arg Tyr Val Thr Thr He Leu Asp Asp Ala 

15 10 15 

Lys He Tyr Ser Ser His Ala Lys Lys Pro Asn Val Asp Ala Asp Asp 

20 25 30 

Val Arg Leu Ala He Gin Cys Arg Ala Asp Gin Ser Phe Thr Ser Pro 
35 40 45 
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Pro Pro Arg Asp Phe Leu Leu Asp lie Ala Arg Gin Lys Asn Gin Thr 

50 55 60 

Pro Leu Pro Leu lie Lys Pro Tyr Ala Gly Pro Arg Leu 
65 70 75 

<210> 4960 
<211> 192 
<212> PRT 

<213> Homo sapiens 
<400> 4960 

Met Met Thr Ser Val Ser Ser Asp His Cys Arg Gly Ala Gin Glu Lys 

15 10 15 

Pro Gin He Ser Ala Ala Gin Ser Thr Gin Pro Gin Lys Gin Val Val 

20 25 30 

Gin Ala Thr Ala Glu Gin Met Arg Leu Ala Gin Val He Phe Asp Lys 

35 40 45 

Asn Asp Ser Asp Phe Glu Ala Lys Val Lys Gin Leu Met Glu Val Thr 
50 55 60 



y£ <210> 4961 
yi <211> 201 
1=^ <212> PRT 

<213> Homo sapiens 



<400> 4961 

Met Asp Arg Leu His Leu Arg Arg Thr Thr Glu Gin His Val Pro Glu 
15 10 15 

Val Glu Val Gin Val Lys Arg Arg Arg Thr Ala Ser Leu Ser Asn Gin 
^ 20 25 30 

nj Glu Cys Gin Leu Tyr Pro Arg Arg Ser Gin Gin Gin Gin Val Pro Val 
fU 35 40 45 

:f Val Asp Phe Gin Ala Glu Leu Arg Gin Ala Phe Leu Ala Glu Thr Pro 
□ 50 55 60 

g Arg Gly Gly 
65 

<210> 4962 
<211> 270 
<212> PRT 

<213> Homo sapiens 



<400> 4962 
























Met 


Gin 


Leu 


Glu 


His 


Cys 


Leu 


Ser 


Pro 


Ser 


He Met Leu 


Ser 


Lys 


Lys 


1 








5 










10 






15 




Phe 


Leu 


Asn 


Val 


Ser 


Ser 


Ser 


Tyr 


Pro 


His 


Ser Gly Gly 


Ser 


Glu 


Leu 








20 










25 






30 






Val 


Leu 


His 


Asp 


His 


Pro 


He 


He 


Ser 


Thr 


Thr Asp Asn 


Leu 


Glu 


Arg 






35 










40 






45 








Ser 


Ser 


Pro 


Leu 


Lys 


Lys 


He 


Thr 


Arg 


Gly Met Thr Asn 


Gin 


Ser 


Asp 




50 










55 








60 








Thr 


Asp 


Asn 


Phe 


Pro 


Asp 


Ser 


Lys 


Asp 


Ser 


Pro Gly Asp 


Val 


Gin 


Arg 


65 










70 










75 






80 


Ser 


Lys 


Leu 


Ser 


Pro 


Val 


Leu Asp Gly Val 











2969 




85 



90 



<210> 4963 
<211> 333 
<212> PRT 

<213> Homo sapiens 



<400> 4963 




























Met 


Thr 


Gly 


Tyr 


Thr 


Pro 


Asp 


Glu 


Lys 


Leu 


Arg 


Leu 


Gin 


Gin 


Leu 


Arg 


1 








5 










10 










15 




Glu 


Leu 


Arg 


Arg 


Arg 


Trp 


Leu 


Lys 


Asp 


Gin 


Glu 


Leu 


Ser 


Pro 


Arg 


Glu 








20 










25 










30 






Pro 


Val 


Leu 


Pro 


Pro 


Gin 


Lys 


Met 


Gly 


Pro 


Met 


Glu 


Lys 


Phe 


Trp 


Asn 






35 










40 










45 








Lys 


Phe 


Leu 


Glu 


Asn 


Lys 


Ser 


Pro 


Trp 


Arg 


Lys 


Met 


Val 


His 


Gly Val 




50 










55 










60 










Tyr 


Lys 


Lys 


Ser 


He 


Phe 


Val 


Phe 


Thr 


His 


Val 


Leu 


Val 


Pro 


Val 


Trp 


65 










70 










75 










80 


He 


He 


His 


Tyr 


Tyr 


Met 


Lys 


Tyr 


His 


Val 


Ser 


Glu 


Lys 


Pro 


Tyr 


Gly 


e 








85 










90 










95 






Val 


Glu 


Lys 


Lys 


Ser 


Arg 


He 


Phe 


Pro 


Gly Asp 


Thr 


He 


Leu 










100 










105 










110 







<210> 4964 
<211> 315 
<212> PRT 

<213> Homo sapiens 



<400> 4964 
Met Phe Ser Leu Arg 
1 5 
Cys Ser Val Pro Arg 
20 

His His Tyr Ala Asn 
35 

Cys He Ser Val Arg 
50 

Val Glu Gly Ala He 
65 

Ser Val Val Arg Met 
85 

Pro Tyr Gly Val Val 
100 



Phe He Cys Val Lys Gin Asn Ser Val Tyr Trp 

10 15 
Glu Gly Trp His Ser Met Glu Val Ser Lys Asn 

25 30 
His Gin Glu Tyr Asp Pro Asp Thr Cys Ala Arg 

40 45 
Glu Ser Pro Arg Lys Thr Gin His Ser Gin Val 

55 60 
Val Thr Gin Arg Arg Asp Arg Ala Arg Ser Val 
70 75 80 

Gly Pro Leu Cys Pro Gly Val Pro Arg Gly Cys 
90 95 

Cys Leu Arg Ala 
105 



<210> 4965 

<211> 231 

<212> PRT 

<213> Homo sapiens 



<400> 4965 
Met Leu Arg Ala Lys 
1 5 
Arg Gin Val Lys Glu 
20 



Asn Gin Leu Phe Leu Leu Ser Pro His Tyr Leu 

10 15 
Ser Ser Gly Ser Arg Leu He Gin Gin Arg Leu 
25 30 



2970 



Leu His Gin Gin Gin Pro Leu His Pro Glu Trp Ala Ala Leu Ala Lys 

35 40 45 

Lys Gin Leu Lys Gly Lys Asn Pro Glu Asp Leu lie Trp His Thr Pro 

50 55 60 

Glu Gly lie Ser lie Lys Pro Leu Tyr Ser Lys Arg Asp 
65 70 75 

<210> 4966 
<211> 366 
<212> PRT 

<213> Homo sapiens 





<400> 4966 






























Met 


Ala 


Lys 


Gly 


Asp 


Pro 


Lys 


Lys 


Pro 


Lys 


Gly Lys 


Met 


Ser 


Ala 


Tyr 




1 








5 










10 










15 






Ala 


Phe 


Phe 


Val 
20 


Gin 


Thr 


Cys 


Arg 


Glu 
25 


Glu 


His 


Lys 


Lys 


Lys 
30 


Asn 


Pro 




Glu 


Val 


Pro 
35 


Val 


Asn 


Phe 


Ala 


Glu 
40 


Phe 


Ser 


Lys 


Lys 


Cys 
45 


Ser 


Glu 


Arg 




Trp 


Lys 


Thr 


Met 


Ser Gly Lys 


Glu 


Lys 


Ser 


Lys 


Phe 


Asp 


Glu 


Met 


Ala 






50 










55 










60 










m 


Lys 


Ala 


Asp 


Lys 


Val 


Arg 


Tyr 


Asp 


Arg 


Glu 


Met 


Lys 


Asp 


Tyr 


Gly 


Pro 




65 










70 










75 










80 


w 


Ala 


Lys 


Gly 


Gly 


Lys 


Lys 


Lys 


Lys 


Asp 


Pro 


Asn 


Ala 


Pro 


Lys 


Arg 


Pro 












85 










90 










95 






Pro 


Ser 


Gly 


Phe 


Phe 


Leu 


Phe 


Cys 


Ser 


Glu 


Phe 


Arg 


Pro 


Lys 


He 


Lys 


3 








100 










105 










110 








Ser 


Thr 


Asn 


Pro 


Gly 


He 


Ser 


He 


Gly Asp 




















115 










120 



















<210> 4967 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<400> 4967 

Met Asp Ala Phe Glu Lys Val Arg Thr Lys Leu Glu Thr Gin Pro Gin 

15 10 15 

Glu Glu Tyr Glu He He Asn Val Glu Val Lys His Gly Gly Phe Val 

20 25 30 

Tyr Tyr Gin Glu Gly Cys Cys Leu Val Arg Ser Lys Asp Glu Glu Ala 

35 40 45 

Asp Ser Asp Asn Tyr Glu Val Leu Phe Asn Leu Glu Glu Leu Lys Leu 

50 55 60 

Asp Gin Pro Phe He Asp Cys He Arg 
65 70 

<210> 4968 
<211> 234 
<212> PRT 

<213> Homo sapiens 
<400> 4968 

Met Asp Ala Phe Glu Lys Val Arg Thr Lys Leu Glu Thr Gin Pro Gin 



2971 




15 10 15 

Glu Glu Tyr Glu lie lie Asn Val Glu Val Lys His Gly Gly Phe Val 

20 25 30 

Tyr Tyr Gin Glu Gly Cys Cys Leu Val Arg Ser Lys Asp Glu Glu Ala 

35 40 45 

Asp Asn Asp Asn Tyr Glu Val Leu Phe Asn Leu Glu Glu Leu Lys Leu 

50 55 60 

Asp Gin Pro Phe lie Asp Val Ser Glu Leu Leu Gin Met Lys 
65 70 75 

<210> 4969 
<211> 276 
<212> PRT 

<213> Homo sapiens 



<400> 4969 

Met Glu Lys Leu Tyr Lys Glu Asn Glu Gly Lys Pro Glu Asn Glu Arg 

15 10 15 

Asn Leu Glu Ser Glu Gly Lys Pro Glu Asp Glu Gly Ser Thr Glu Asp 

20 25 30 

Glu Gly Lys Ser Asp Glu Glu Glu Lys Pro Asp Met Glu Gly Lys Thr 

35 40 45 

Glu Cys Glu Gly Lys Arg Glu Asp Glu Gly Xaa Pro Gly Asp Glu Gly 

50 55 60 

Gin Leu Glu Asp Xaa Gly Asn Gin Glu Lys Gin Gly Lys Ser Glu Gly 
65 70 75 80 

Glu Xaa Lys Pro Gin Ser Glu Gly Lys Pro Ala Ser 
85 90 



<210> 4970 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<400> 4970 

Met Ala Thr Val Gin Gin Leu Glu Gly Arg Trp Arg Leu Val Asp Ser 

15 10 15 

Lys Gly Phe Asp Glu Tyr Met Lys Glu Leu Gly Glu Ala Pro Gly Leu 

20 25 30 

Ala Ala Pro Ala Thr Trp Arg Val Val Arg Ser Ser Val Pro Arg Ser 

35 40 45 

Pro Ser Ala Cys Gin He Leu Gly Gin Glu Met Leu Gly Gly Leu Pro 

50 55 60 

Pro Ser Pro Pro 
65 

<210> 4971 

<211> 390 

<212> PRT 

<213> Homo sapiens 



<400> 4971 

Met Ser Asp Gin Gin Leu Asp Cys Ala Leu Asp Leu Met Arg Arg Leu 
15 10 15 



2972 




Pro 


Pro 


Gin 


Gin 
20 


He 


Glu 


Lys 


Asn 


Leu 
25 


Ser 


Asp 


Leu 


J. j.c: 


2\. d d 

30 


Ad. a. 


Val 


Pro 


Ser 


Leu 
35 


Cys 


Glu 


Asp 


Leu 


Leu 
40 


Ser 


Ser 


vai 


Asp 


4. R 


"D 

c L\J 


Leu 


uy o 


lie 


Ala 


Arg 


Asp 


Lys 


Val 


Val 


Gly Lys 


Asp 


Tyr 




Leu 




Asp 


Tvr 




50 










55 










60 










Asn 


Arg 


Asp 


Gly 


Asp 


Ser 


Tyr 


Arg 


Ser 


Pro 


Trp 


Ser 


Asn 


Lys 


lyr 




65 










70 










75 










80 


Pro 


Pro 


Leu 


Glu 


Asp Gly Ala 


Met 


Pro 


Ser 


Ala 


Arg 


Leu 


Arg 


Lys 


Leu 










85 










90 










95 




Glu 


Val 


Glu 


Ala 
100 


Asn 


Asn 


Ala 


Phe 


Asp 
105 


Gin 


Tyr 


Arg 


Asp 


Leu 
110 


Tyr 


Phe 


Glu 


Gly Gly 


Val 


Ser 


Ser 


Val 


Tyr 


Leu 


Trp Asp 


Leu 


Asp 


His 


Gly 


Phe 






115 










120 










125 








Ala 


Gly 
130 































<210> 4972 
<211> 294 
<212> PRT 

<213> Homo sapiens 
<400> 4972 

Met Ala Gly Lys Lys Asn Val Leu Ser Ser Leu Ala Val Tyr Ala Glu 

15 10 15 

Asp Ser Glu Pro Glu Ser Asp Gly Glu Ala Gly He Glu Ala Val Gly 

20 25 30 

Ser Ala Ala Glu Glu Lys Gly Gly Leu Val Ser Asp Ala Tyr Gly Glu 

35 40 45 

Asp Asp Phe Ser Arg Leu Gly Gly Asp Glu Asp Gly Tyr Glu Glu Glu 

50 55 60 

Glu Asp Glu Asn Ser Arg Gin Ser Glu Asp Asp Asp Ser Glu Thr Glu 
65 70 75 80 

Lys Pro Glu Ala Asp Asp Pro Lys Asp Asn Thr Glu Ala Glu Lys Arg 
85 90 95 

Asp Pro 

<210> 4973 
<211> 183 
<212> PRT 

<213> Homo sapiens 
<400> 4973 

Met Ala Gly Lys Lys Asn Val Leu Ser Ser Leu Ala Val Tyr Ala Glu 

15 10 15 

Asp Ser Glu Pro Glu Ser Asp Gly Glu Ala Gly He Glu Ala Val Gly 

20 25 30 

Ser Ala Ala Glu Glu Lys Gly Gly Leu Val Ser Asp Ala Tyr Gly Glu 

35 40 45 

Asp Thr Asn Pro Leu Tyr Pro Ala Leu Ser Leu Pro Pro 
50 55 60 

<210> 4974 
<211> 330 



2973 




<212> PRT 

<213> Homo sapiens 
<400> 4974 



Met 


Ala 


Asp 


He 


Asp 


Asn 


Lys 


Glu 


Gin 


Ser 


Glu Leu 


Asp 


Gin 


Asp 


Leu 


1 








5 










10 








15 




Asp 


Asp 


Val 


Glu 


Glu 


Val 


Glu 


Glu 


Glu 


Glu 


Thr Gly Glu Glu 


Thr 


Lys 








20 










25 








30 






Leu 


Lys 


Ala 


Arg 


Gin 


Leu 


Thr 


Val 


Gin 


Met 


Met Gin 


Asn 


Pro 


Gin 


He 






35 










40 








45 








Leu 


Ala 


Ala 


Leu 


Gin 


Glu Arg Leu Asp Gly Leu Val 


Glu 


Thr 


Pro 


Thr 




50 










55 








60 










Gly 


Tyr 


He 


Glu 


Ser 


Leu 


Pro 


Arg 


Val 


Val 


Lys Arg 


Arg 


Val 


Asn 


Ala 


65 










70 










75 








80 


Leu 


Lys 


Asn 


Leu 


Gin 


Val 


Lys 


Cys 


Ala 


Gin 


He Glu 


Ala 


Lys 


Phe 


Tyr 










85 










90 








95 




Glu 


Glu 


Val 


Met 


Xaa 


Leu 


Lys 


Gly 


Ser 


Met 


Leu Ser 


Leu 


Ser 







100 105 110 



<210> 4975 
^5 <211> 303 
m <212> PRT 
l^s: <213> Homo sapiens 

2 <400> 4975 





Met 


Ala 


Ala 


Ala 


Asn 


Pro 


Trp 


Asp 


Pro 


Ala 


Ser 


Ala 


Pro Asn Gly Ala 




1 








5 










10 






15 




Gly 


Leu 


Val 


Leu 


Gly His 


Phe 


He 


Ala 


Ser Gly Met 


Val Asn Gin Glu 










20 










25 








30 




Met 


Leu 


Asn 


Met 


Ser 


Lys 


Lys 


Thr 


Val 


Ser 


Cys 


Phe 


Val Asn Phe Thr 








35 










40 










45 


m 


Arg 


Leu 


Gin 


Gin 


He 


Thr 


Asn 


He 


Gin 


Ala 


Glu 


He 


Tyr Gin Lys Asn 




50 










55 










60 






Leu 


Glu 


He 


Glu 


Leu 


Leu 


Lys 


Leu 


Glu 


Lys 


Asp 


Thr 


Ala Asp Val Val 




65 










70 










75 




80 


4sJ 


His 
Leu 


Pro 
Glu 


Phe 
Leu 


Phe 

Met 
100 


Leu 

85 

Ala 


Glu 


Met 


Lys 


Ser 


Cys 
90 


Tyr 


Val 


Ala Gin Ala Gly 
95 



<210> 4976 
<211> 348 
<212> PRT 

<213> Homo sapiens 
<400> 4976 

Met Ser Gly Lys Ala Asn Ala Ser Lys Lys Asn Ala Gin Gin Leu Lys 

15 10 15 

Arg Asn Pro Lys Arg Lys Lys Asp Asn Glu Glu Val Val Leu Ser Glu 

20 25 30 

Asn Lys Val Arg Asn Thr Val Lys Lys Asn Lys Asn His Leu Lys Asp 

35 40 45 

Leu Ser Ser Glu Gly Gin Thr Lys His Thr Asn Leu Xaa His Gly Lys 
50 55 60 



2974 




Thr Ala Ala Ser Lys Arg Lys Thr Trp Gin Pro Leu Ser Lys Ser Thr 
65 70 75 80 

Arg Asp His Leu Gin Thr Met Met Glu Ser Val He Met Thr He Leu 

85 90 95 

Xaa Asn Ser He Xaa Glu Lys Glu Xaa He Xaa Tyr His Leu Asn Phe 

100 105 110 

Leu Lys Lys Arg 
115 

<210> 4977 
<211> 384 
<212> PRT 

<213> Homo sapiens 



■HI 



<400> 4977 

Met Ala Asp Gly Lys Ala Gly Asp Glu Lys Pro Glu Lys Ser Gin Arg 

15 10 15 

Ala Gly Ala Ala Gly Arg Pro Glu Glu Glu Ala Glu Lys Pro Val Lys 

20 25 30 

Thr Lys Thr Val Ser Ser Ser Asn Gly Gly Glu Ser Ser Ser Arg Ser 

35 40 45 

Ala Glu Lys Arg Ser Ala Glu Glu Glu Ala Ala Asp Leu Pro Thr Lys 

50 55 60 

Pro Thr Lys He Ser Lys Phe Gly Phe Ala He Gly Ser Gin Thr Thr 
65 70 75 80 

Lys Lys Ala Ser Ala He Ser He Xaa Leu Gly Ser Ser Lys Xaa Lys 

85 90 95 

Glu Thr Val Pro Thr Leu Ala Pro Lys Thr Leu Ser Val Ala Ala Ala 

100 105 110 

Phe Xaa Glu Asp Glu Gly Ser Glu Pro Glu Glu Met Pro Pro Glu Ala 
115 120 125 



<210> 4978 
<211> 246 
<212> PRT 

<213> Homo sapiens 
<400> 4978 

Met Asn Arg Leu Pro Asp Asp Tyr Asp Pro Tyr Ala Val Glu Glu Pro 

15 10 15 

Ser Asp Glu Glu Pro Ala Leu Ser Arg Trp Ala Pro Ala Pro Xaa Trp 

20 25 30 

Pro Pro Arg He Trp Val Glu Ala Trp Leu Trp Ser Pro Pro Phe Val 

35 40 45 

Ala Pro Ala Glu Pro Thr Gin Thr Leu Ala Ala Arg Glu Pro Val Val 

50 55 60 

Pro Val Thr Cys Ala Xaa Gin Arg Ala Phe Leu Met Gly Ser Arg Ser 
65 70 75 80 

Pro Gly 



<210> 4979 

<211> 354 

<212> PRT 

<213> Homo sapiens 



2975 



<400> 4979 





Asn 


Arg 


Leu 


Pro 


Asp 


Asp 


Tyr 


Asp 


Pro 


Tyr 


Ala 


vax 


Cj±U 


LilU 


Pro 


1 








5 










10 










15 




Sqt 


Asp 




LfJ-U 

20 


Pro 


AX a 


Leu 


Ser 


Ser 
25 


Ser 


Glu 


Asp 


Glu 


Val 
30 


Asp 


Val 


Leu 


Leu 


His 
35 


Gly 


Thr 


Pro 


Asp 


Gin 
40 


Lys 


Arg 


Lys 


Leu 


lie 
45 


Arg 


Glu 


Cys 


Leu 


Thr 
50 


Gly 


Glu 


Ser 


Glu 


Ser 
55 


Ser 


Ser 


Glu 


Asp 


Glu 
60 


Phe 


Glu 


Lys 


Glu 


Met 


Glu 


Ala 


Glu 


Leu 


Asn 


Ser 


Thr 


Met 


Lys 


Thr 


Met 


Glu 


Asp 


Lys 


Leu 


65 










70 










75 










80 


Ser 


Ser 


Leu 


Gly 


Thr 


Gly 


Ser 


Ser 


Ser 


Gly Asn Gly 


Lys 


Val 


Ala 


Thr 










85 










90 










95 




Ala 


Pro 


Thr 


Arg 
100 


Tyr 


Tyr 


Asp 


Asp 


He 
105 


Tyr 


Xaa 


Asp 


Ser 


Asp 
110 


Ser 


Glu 


Asp 


Glu 


Asp 
115 


Arg 


Ala 


Val 























<210> 4980 
<211> 246 
^ <212> PRT 

<213> Homo sapiens 



<400> 4980 





Met 


Asp 


Asp 


Phe 


Glu 


Arg 


Arg 


Arg 


Glu 


Leu 


Arg 


Arg 


Gin 


Lys 


Arg 


Glu 




1 








5 










10 










15 






Glu 


Met 


Arg 


Leu 


Glu 


Ala 


Glu 


Arg 


He 


Ala 


Tyr 


Gin 


Arg 


Asn 


Asp 


Asp 










20 










25 










30 






m- 


Asp 


Glu 


Glu 


Glu 


Ala 


Ala Arg 


Glu 


Arg 


Arg 


Arg Arg 


Ala 


Arg 


Gin 


Glu 








35 










40 










45 








iy 


Arg 


Leu 


Arg 


Gin 


Lys 


Gin 


Glu 


Glu 


Glu 


Ser 


Leu 


Xaa 


Gin 


Val 


Thr 


Asp 






50 










55 










60 












Gin 


Val 


Glu 


Val 


Asn 


Ala 


Gin 


Asn 


Ser 


Val 


Pro 


Asp 


Glu 


Glu 


Ala 


Lys 



65 70 75 80 

Thr Thr 

<210> 4981 
<211> 258 
<212> PRT 

<213> Homo sapiens 



<400> 4981 



Met Ala 


Ala 


Gin 


Gly 


Glu 


Pro 


Gin 


Val 


Gin 


Phe 


Lys 


Leu 


Val 


Leu 


Val 


1 






5 










10 










15 




Gly Asp 


Gly 


Gly 


Thr 


Gly Lys 


Thr 


Thr 


Phe 


Val 


Lys 


Arg 


His 


Leu 


Thr 






20 










25 










30 






Gly Glu 


Phe 


Glu 


Lys 


Lys 


Tyr 


Val 


Ala 


Thr 


Leu 


Gly Val 


Glu 


Val 


His 




35 










40 










45 








Pro Leu 


Val 


Phe 


His 


Thr 


Asn 


Arg 


Gly 


Pro 


He 


Lys 


Phe 


Asn 


Val 


Trp 


50 










55 










60 










Asp Thr 


Ala 


Gly 


Gin 


Glu 


Lys 


Phe 


Gly 


Gly 


Leu 


Arg 


Asp 


Gly 


Tyr 


Tyr 


65 








70 










75 










80 


He Leu 


Thr 


Gin 


Ala 


Thr 























2976 




85 

<210> 4982 
<211> 429 
<212> PRT 

<213> Homo sapiens 
<400> 4982 

Met Ala Ala Gin Gly Glu Pro Gin Val Gin Phe Lys Leu Val Leu Val 

15 10 15 

Gly Asp Gly Gly Thr Gly Lys Thr Thr Phe Val Lys Arg His Leu Thr 

20 25 30 

Gly Glu Phe Glu Lys Lys Tyr Val Ala Thr Leu Gly Val Glu Val His 

35 40 45 

Pro Leu Val Phe His Thr Asn Arg Gly Pro lie Lys Phe Asn Val Trp 

50 55 60 

Asp Thr Ala Gly Gin Glu Lys Phe Gly Gly Leu Arg Asp Gly Tyr Tyr 
65 70 75 80 

lie Gin Ala Gin Cys Ala lie lie Met Phe Asp Val Thr Ser Arg Val 

85 90 95 

Thr Tyr Lys Asn Val Pro Asn Trp His Arg Asp Leu Val Arg Val Cys 

100 105 110 

Glu Asn lie Pro lie Val Leu Cys Gly Asn Lys Val Asp lie Lys Asp 
yj 115 120 125 

Arg Lys Val Lys Ala Lys Ser lie Val Phe His Arg Lys Lys Asn 
.fl 130 135 140 

^ <210> 4983 
% <211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 4983 

Met Ala Asp Lys Pro Asp Met Gly Glu lie Ala Ser Phe Asp Lys Ala 
15 10 15 

Lys Leu Xaa Glu Lys Arg Arg Arg Arg Arg Arg Thr Pro Cys Arg Pro 

20 25 30 

Lys Arg Pro Leu Ser Arg Arg Ser Gly Val Lys Phe Pro Lys lie Leu 

35 40 45 

Val Asn Gly Leu Val 
50 

<210> 4984 
<211> 174 
<212> PRT 

<213> Homo sapiens 
<400> 4984 

Met Ala Asp Lys Pro Asp Met Gly Glu lie Ala Ser Phe Asp Lys Ala 
15 10 15 

Lys Leu Lys Lys Thr Glu Thr Gin Glu Lys Asn Thr Leu Pro Thr Lys 

20 25 30 

Glu Ser Glu Cys Ala Ser Val Ser Arg Ala Pro Ala Gin Pro Leu Thr 
35 40 45 



?5 



2977 



Leu Leu Phe Leu Ala Asn Pro Leu Leu His 
50 55 

<210> 4985 
<211> 402 
<212> PRT 

<213> Homo sapiens 
<400> 4985 



Met 


Glu 


Tyr 


Leu 


He 


Gly 


He 


Gin Gly 


Pro 


Asp 


Tyr 


Val 


Leu 


Val 


Ala 


1 








5 








10 










15 




Ser 


Asp 


Arg 


Val 


Ala 


Ala 


Ser 


Asn He 


Val 


Gin 


Met 


Lys 


Asp 


Asp 


His 








20 








25 










30 






Asp 


Lys 


Met 


Phe 


Lys 


Met 


Ser 


Glu Lys 


He 


Leu 


Leu 


Leu 


Cys 


Val 


Gly 






35 










40 








45 








Glu 


Ala 


Gly Asp 


Thr 


Val 


Gin 


Phe Ala 


Glu 


Tyr 


He 


Gin 


Lys 


Asn 


Val 




50 










55 








60 










Gin 


Leu 


Tyr 


Lys 


Met 


Arg 


Asn 


Gly Tyr Glu 


Leu 


Ser 


Pro 


Thr 


Ala 


Ala 


65 










70 








75 










80 


Ala 


Asn 


Phe 


Thr 


Arg 


Arg 


Asn 


Leu Ala 


Asp 


Cys 


Leu 


Arg 


Ser 


Arg 


Thr 










85 








90 










95 




Pro 


Tyr 


His 


Val 


Asn 


Leu 


Leu 


Leu Ala 


Gly Tyr Asp 


Glu 


His 


Glu 


Gly 








100 








105 










110 






Pro 


Ala 


Leu 


Tyr 


Tyr 


Met 


Asp 


Tyr Leu 


Ala 


Ala 


Leu 


Ala 


Lys 


Ala 


Leu 






115 










120 








125 








Leu 


Gin 


Pro 


Thr 


Ala 


Met 





















130 



<210> 4986 

<211> 279 

<212> PRT 

<213> Homo sapiens 

<400> 4986 



Met 


Glu 


Tyr 


Leu 


He Gly 


He 


Gin Gly Pro Asp Tyr Xaa 


Leu 


Val 


Ala 


1 








5 










10 










15 




Ser 


Asp 


Arg 


Val 


Ala 


Ala 


Ser 


Asn 


He 


Val 


Xaa 


Xaa 


Lys 


Asp Gly Tyr 








20 










25 










30 






Glu 


Leu 


Ser 


Pro 


Thr 


Ala 


Ala 


Ala 


Asn 


Phe 


Thr 


Arg 


Arg 


Asn 


Leu 


Ala 






35 










40 










45 








Asp 


Cys 


Leu 


Arg 


Ser 


Arg 


Xaa 


Pro 


Tyr 


His 


Val 


Asn 


Leu 


Leu 


Leu 


Ala 




50 










55 










60 










Xaa 


Tyr Asp 


Glu 


His 


Glu 


Gly 


Pro 


Ala 


Leu 


Tyr 


Tyr 


Met 


Asp 


Tyr 


Leu 


65 










70 










75 










80 


Ala 


Ala 


Leu 


Ala 


Lys 


Ala 


Leu 


Leu 


Gin 


Pro 


Thr 


Ala 


Met 









85 90 



<210> 4987 
<211> 162 
<212> PRT 

<213> Homo sapiens 
<400> 4987 

Met Lys Gin Pro He Met Ala Asp Gly Pro Arg Cys Lys Arg Arg Lys 



2978 




1 5 
Gin Ala Asn Pro Arg 
20 

Phe Ser Gly Pro Leu 
35 

Arg Glu Arg Asn Arg 
50 



10 

Arg Lys Asn Gly Lys Lys 
25 

Arg Gly Ser Arg Pro Arg 
40 

Gly 



15 

Gin Pro Glu Pro Asn 
30 

Glu Lys Glu Gly Glu 
45 



hi 
US 

w 

'XSt • 



<210> 4988 
<211> 399 
<212> PRT 

<213> Homo sapiens 
<400> 4988 



Met 


Val 


His 


Ala 


Glu 


Ala 


Phe 


Ser 


Arg 


Pro 


Leu 


Ser 


Arg 


Asn 


Glu Val 


1 








5 










10 










15 


Val 


Gly Leu 


He 


Phe 


Arg 


Leu 


Thr 


He 


Phe 


Gly Ala Val 


Thr 


Tyr Phe 








20 










25 










30 




Thr 


He 


Lys 
35 


Trp 


Met 


Val 


Asp 


Ala 
40 


He 


Asp 


Pro 


Thr 


Arg 
45 


Lys 


Gin Lys 


Val 


Glu 
50 


Ala 


Gin 


Lys 


Gin 


Ala 
55 


Glu 


Lys 


Leu 


Met 


Lys 
60 


Gin 


He 


Gly Val 


Lys 


Asn 


Val 


Lys 


Leu 


Ser 


Glu 


Tyr 


Glu 


Met 


Ser 


He 


Ala 


Ala 


His Leu 


65 










70 










75 








80 


Val 


Asp 


Pro 


Leu 


Asn 


Met 


His 


Val 


Thr 


Trp 


Ser 


Asp 


He 


Ala Gly Leu 










85 










90 










95 


Asp 


Asp 


Val 


He 
100 


Thr 


Asp 


Leu 


Lys 


Asp 
105 


Thr 


Val 


He 


Leu 


Pro 
110 


He Lys 


Lys 


Lys 


His 


Leu 


Phe 


Glu 


Asn 


Ser Arg 


Leu 


Leu 


Gin 


Pro 


Pro 


Lys Gly 






115 










120 










125 






Val 


Leu 
130 


Leu 


Tyr 


Gly 























<210> 4989 

<211> 303 

<212> PRT 

<213> Homo sapiens 



<400> 4989 



Met 


Tyr 


Leu 


Lys 


1 








Ala 


Val 


Ala 


Asp 








20 


Arg 


Glu 


Lys 


Asn 






35 




He 


Lys 


Gin 


Arg 




50 






Arg 


Glu 


Asn 


Thr 


65 








Gin 


Glu 


Leu 


Leu 


Gin 


Leu 


Lys 


Glu 








100 



Ser Asp Ser Gly Leu Gly Gly 
5 10 
Val Leu Lys Tyr Ser Cys He 
25 

Asn Val Glu Gin Asp Leu Lys 
40 

Thr Ser Glu Val Gin Asp Leu 
55 

Asn Leu Gin Lys Leu Gin Ala 

70 75 
Asp Glu Leu Asp Glu Gin Lys 
85 90 
Val 



Trp He Thr He Pro 
15 

Val Cys Trp Ser Ser 
30 

Glu Lys Glu Asp Thr 
45 

Gin Asp Glu Val Gin 
60 

Gin Lys Gin Gin Val 
80 

Ala Gin Leu Glu Glu 
95 
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Ik 



<210> 4990 
<211> 195 
<212> PRT 

<213> Homo sapiens 
<400> 4990 

Met Ala Asp Glu He Asp Phe Thr Thr Gly Asp Ala Gly Ala Ser Ser 

15 10 15 

Xaa Tyr Pro Met Gin Cys Ser Ala Leu Arg Lys Asn Gly Phe Val Val 

20 25 30 

Leu Lys Gly Arg Pro Cys Lys He Val Glu Met Ser Thr Ser Lys Thr 

35 40 45 

Gly Lys His Gly His Ala Lys Val His Leu Val Gly He Asp He Phe 
50 55 60 

Xaa 
65 



<210> 4991 
<211> 339 
<212> PRT 

<213> Homo sapiens 



n 



<400> 4991 

Met Ala Met He Ser Gly Leu Ser Gly Arg Lys Ser Ser Thr Gly Ser 

15 10 15 

Pro Thr Ser Pro Leu Asn Ala Glu Lys Leu Glu Ser Glu Glu Asp Val 

20 25 30 

Ser Gin Ala Phe Leu Glu Ala Val Ala Glu Glu Lys Pro His Val Lys 

35 40 45 

Pro Tyr Phe Ser Lys Thr He Arg Asp Leu Glu Val Val Glu Gly Ser 

50 55 60 

Ala Ala Arg Phe Asp Cys Lys He Glu Gly Tyr Pro Asp Pro Glu Val 
65 70 75 80 

Val Trp Phe Lys Asp Asp Gin Ser He Arg Glu Ser Arg His Phe Gin 

85 90 95 

He Asp Tyr Asp Glu Asp Gly Asn Cys Ser Leu He He Ser Asp Val 
100 105 110 

Cys 



<210> 4992 
<211> 303 
<212> PRT 

<213> Homo sapiens 



<400> 4992 

Met Ala Ala Ser Ser Ser Ser Ser Ser Ala Gly Gly Val Ser Gly Ser 

15 10 15 

Ser Val Thr Gly Ser Gly Phe Ser Val Ser Asp Leu Ala Pro Pro Arg 

20 25 30 

Lys Ala Leu Phe Thr Tyr Pro Lys Gly Ala Gly Glu Met Leu Glu Asp 

35 40 45 

Gly Ser Glu Arg Phe Leu Cys Glu Ser Val Phe Ser Tyr Gin Val Ala 

50 55 60 

Ser Thr Leu Lys Gin Val Lys His Asp Gin Gin Val Ala Arg Met Glu 



2980 




65 

Lys Leu Ala Gly Leu 
85 

Lys Pro lie Glu Gin 
100 



70 75 80 

Val Glu Glu Leu Glu Ala Asp Glu Trp Arg Phe 
90 95 



<210> 4993 

<211> 303 

<212> PRT 

<213> Homo sapiens 



<400> 4993 




Met 


Ala 


Ala 


Ser 


1 








Ser 


Val 


Thr 


Gly 








20 


Lys 


Ala 


Leu 


Phe 






35 




Gly 


Ser 


Glu 


Arg 




50 






Ser 


Thr 


Leu 


Lys 


65 








Lys 


Leu 


Ala Gly 


Lys 


Pro 


lie 


Glu 








100 



85 



<210> 4994 

<211> 348 

<212> PRT 

<213> Homo sapiens 



Ser Ser Ser Ser Ala Gly Gly Val Ser Gly Ser 

10 15 
Gly Phe Ser Val Ser Asp Leu Ala Pro Pro Arg 

25 30 
Tyr Pro Lys Gly Ala Gly Glu Met Leu Glu Asp 

40 45 
Leu Cys Glu Ser Val Phe Ser Tyr Gin Val Ala 

55 60 
Val Lys His Asp Gin Gin Val Ala Arg Met Glu 
70 75 80 

Val Glu Glu Leu Glu Ala Asp Glu Trp Arg Phe 
90 95 



<400> 4994 



Met 


Pro 


Ala 


Tyr 


His 


Ser 


Ser 


Leu 


Met 


Asp 


Pro Asp 


Thr 


Lys 


Leu 


He 


1 








5 










10 








15 




Gly 


Asn 


Met 


Ala 
20 


Leu 


Leu 


Pro 


He 


Arg 
25 


Ser 


Gin Phe 


Lys 


Gly 
30 


Pro 


Ala 


Pro 


Arg 


Glu 


Thr 


Lys Asp Thr Asp 


He 


Val 


Asp Glu 


Ala 


He 


Tyr 


Tyr 






35 










40 








45 








Phe 


Lys 
50 


Ala 


Asn 


Val 


Phe 


Phe 
55 


Lys 


Asn 


Tyr 


Glu He 
60 


Lys 


Asn 


Glu 


Ala 


Asp 


Arg 


Thr 


Leu 


He 


Tyr 


He 


Thr 


Leu 


Tyr 


He Ser 


Glu 


Cys 


Leu 


Lys 


65 










70 










75 








80 


Lys 


Leu 


Gin 


Lys 


Cys 


Asn 


Ser 


Lys 


Ser Gin Gly Glu Lys 


Glu 


Met 


Tyr 










85 










90 








95 




Thr 


Leu 


Gly 


He 


Thr 


Asn 


Phe 


Pro 


He 


Pro 


Gly Glu 


Pro Gly Phe 


Pro 








100 










105 








110 






Leu 


Asn 


Ala 
115 


He 

























<210> 4995 

<211> 300 

<212> PRT 

<213> Homo sapiens 
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<400> 4995 

Met Gin Ser Asp 

1 

Cys Ser Phe Lys 
20 

Tyr Ser Leu Thr 
35 

Ser Gin Tyr Ala 
50 

Met Lys Val He 
65 

Val Arg Leu Ser 

Asn Leu He Thr 
100 



Asp Val He Trp 
5 

He Arg Thr Lys 

Gly Leu Cys Asn 
40 

Thr He Lys Glu 
55 

Glu Arg Ala Ala 
70 

Lys Asn Tyr Glu 
85 



Asp Thr Leu Gly 
10 

Thr Gin Ser Phe 
25 

Arg Ser Ser Cys 

Glu Lys Gly Gin 
60 

Phe Pro Arg Arg 
75 

Lys Ala Leu Glu 
90 



Asn Lys Gin Phe 
15 

Cys Arg Asn Glu 
30 

Pro Leu Ala Asn 
45 

Cys Tyr Leu Tyr 

Leu Trp Glu Arg 
80 

Gin He Asp Glu 
95 



<210> 4996 
^ <211> 204 
O <212> PRT 



<213> Homo sapiens 
<400> 4996 

Met Ala Ala Ala Ala Thr Leu Arg Leu Ser Ala Gin Glu Ser His Ser 

15 10 15 

Val He Gin Thr Gly Val Gin Trp Arg Asp His Ser Ser Pro Gin Pro 

20 25 30 

Pro Pro Thr Gly Asp He Leu He Gin Asp Leu Thr Leu Phe Pro Arg 

35 40 45 

Leu Glu Cys Asp Gly Thr He Ser Ala Asp Cys Xaa Leu His Phe Pro 
50 55 60 



fU Gly Arg Leu Phe 



£ 65 



<210> 4997 

<211> 180 

<212> PRT 

<213> Homo sapiens 



<400> 4997 

Met Ala Ala Ala 

1 

Met Asp Gin Arg 
20 

Cys His Pro Thr 
35 

Pro Tyr Glu Ser 
50 



Ala Thr Leu Arg 
5 

Thr Thr His Arg 

Xaa Asn Arg Lys 
40 

He Ser Asn Gin 
55 



Leu Ser Ala Gin 
10 

Pro Val He Trp 
25 

Gin His Glu Lys 

Thr Asp Gin His 
60 



He Leu His Trp 
15 

Val Asn Gin Phe 
30 

Leu Thr Leu Thr 
45 



<210> 4998 

<211> 198 

<212> PRT 

<213> Homo sapiens 
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<400> 4998 

Met Ala Ala Ala Ala Thr Leu 
1 5 
Val He Gin Thr Gly Val Gin 
20 

Pro Pro Thr Gly Asp He Leu 
35 

Leu Asn Trp Ala Glu Arg Pro 

50 55 
Pro Val 
65 



Arg Leu Ser Ala Gin Glu Ser Arg Ser 

10 15 
Trp Arg Asp His Ser Ser Pro Gin Pro 

25 30 
He Gin Gin Leu Leu Leu Gly Thr He 
40 45 
Ser Gin Thr Arg Gly Arg Gin Met Ala 
60 



<210> 4999 

<211> 228 

<212> PRT 

<213> Homo sapiens 



In 



<400> 4999 

Met Leu Gly Leu Asp Glu Leu Gly Arg Ser Gly Cys Gly His Cys Thr 

15 10 15 

Gin Ala Asp Leu Arg Phe Gly Asp Ala Ala Gly Arg Asp Pro Gly Xaa 

20 25 30 

Asp Xaa Xaa Gin Xaa Xaa Arg Arg Ala Xaa Val Pro Pro Pro Pro Arg 

35 40 45 

Val Met Ala Ala Ala Ala Ala Leu Arg Ala Pro Ala Gin Val Val Gly 

50 55 60 

Met Glu Gly Lys Met Arg Gin His Leu Leu Ser Arg 
65 70 75 



<210> 5000 

<211> 387 

<212> PRT 

<213> Homo sapiens 



<400> 5000 



Met 


Ala 


Lys 


Val 


Glu 


Gin 


Pro 


Val 


Pro 


Asp 


His 


Ser 


Glu 


Leu 


Val 


1 








5 










10 










15 


Asp 


Ser 


Ser 


Pro 


Asp 


Ser 


Glu 


Pro 


Val 


Asp 


Leu 


Phe 


Ser 


Asp 


Asp 








20 










25 










30 




He 


Pro 


Asp 


Val 


Pro 


Gin 


Lys 


Gin 


Asp 


Glu 


Thr 


Val 


Met 


Leu 


Val 






35 










40 










45 






Glu 


Ser 


Leu 


Thr 


Glu 


Thr 


Ser 


Phe 


Glu 


Ser 


Met 


He 


Glu 


Tyr 


Glu 




50 










55 










60 








Lys 


Glu 


Lys 


Leu 


Ser 


Ala 


Leu 


Pro 


Pro 


Glu 


Gly Gly Lys 


Pro 


Tyr 


65 










70 










75 










Glu 


Ser 


Phe 


Lys 


Leu 


Ser 


Leu 


Asp 


Asn 


Thr 


Lys 


Asp 


Thr 


Leu 


Leu 










85 










90 










95 


Asp 


Glu 


Val 


Ser 


Thr 


Leu 


Ser 


Lys 


Lys 


Xaa 


Xaa 


He 


Pro 


Leu 


Gin 








100 










105 










110 




Glu 


Glu 


Leu 


Ser 


Thr 


Ala 


Val 


Tyr 


Ser 


Asn 


Asp 


Asp 


Leu 


Phe 


He 



Glu 

Ser 

Lys 

Asn 

Leu 

80 

Pro 

Met 

Ser 



115 

Lys 

<210> 5001 



120 



125 
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<211> 408 
<212> PRT 

<213> Homo sapiens 
<400> 5001 

Met Ala Thr Leu Lys Glu Lys Leu He Ala Pro Val Ala Glu Glu Glu 

15 10 15 

Ala Thr Val Pro Asn Asn Lys He Thr Val Val Gly Val Gly Gin Val 

20 25 30 

Gly Met Ala Cys Ala He Ser He Leu Gly Lys Ser Leu Ala Asp Glu 

35 40 45 

Leu Ala Leu Val Asp Val Leu Glu Asp Lys Leu Lys Gly Glu Met Met 

50 55 60 

Asp Leu Gin His Gly Ser Leu Phe Leu Gin Thr Pro Lys He Val Ala 
65 70 75 80 

Asp Lys Asp Tyr Ser Val Thr Ala Asn Ser Lys He Val Val Val Thr 

85 90 95 

Ala Gly Val Arg Gin Gin Xaa Gly Glu Ser Arg Leu Asn Leu Val Gin 
100 105 110 

U Arg Asn Val Asn Val Phe Lys Phe He He Pro Gin He Val Lys Tyr 
^-D, 115 120 125 

Ul Ser Pro Asp Cys He He He Val 
130 135 

3^ <210> 5002 

<211> 237 
^ <212> PRT 

<213> Homo sapiens 

O <400> 5002 

PJ Met Ala Thr Leu Lys Glu Lys Leu He Ala Pro Val Ala Glu Glu Xaa 
FIJ 1 5 10 15 

li Ala Thr Val Pro Asn Asn Lys He Thr Val Val Gly Val Gly Gin Val 
g 20 25 30 

S Gly Met Ala Cys Ala He Ser He Leu Gly Lys Val His Phe Lys Asn 
35 40 45 

Thr He Asp Asp Arg Glu Val Gin His Val Tyr Thr Val Ser Leu Gly 
50 55 60 

Thr Leu Glu Phe Tyr Tyr He Phe Lys Arg Phe Leu Phe Phe Leu 

65 70 75 

<210> 5003 

<211> 417 

<212> PRT 

<213> Homo sapiens 

<400> 5003 

Met Ala Met Val Ser Glu Phe Leu Lys Gin Ala Trp Phe He Glu Asn 

15 10 15 

Glu Glu Gin Glu Tyr Val Gin Thr Val Lys Ser Ser Lys Gly Gly Pro 

20 25 30 

Gly Ser Ala Val Ser Pro Tyr Pro Thr Phe Asn Pro Ser Ser Asp Val 

35 40 45 

Ala Ala Leu His Lys Ala He Met Val Lys Gly Val Asp Glu Ala Thr 



2984 




4^ 



50 55 60 

lie lie Asp lie Leu Thr Lys Arg Asn Asn Ala Gin Arg Gin Gin lie 
65 70 75 80 

Lys Ala Ala Tyr Leu Gin Glu Thr Gly Lys Pro Leu Asp Glu Thr Leu 

85 90 95 

Lys Lys Ala Leu Thr Gly His Leu Glu Glu Val Val Leu Ala Leu Leu 

100 105 110 

Lys Thr Pro Ala Gin Phe Asp Ala Asp Glu Leu Arg Ala Ala Met Lys 

115 120 125 

Gly Leu Gly Thr Asp Glu Asp Thr Leu lie Glu 
130 135 

<210> 5004 
<211> 369 
<212> PRT 

<213> Homo sapiens 
<400> 5004 

_ Met Ser Ala Ser Gin Asp Ser Arg Ser Arg Asp Asn Gly Pro Asp Gly 

tJ 1 5 10 15 

%B Met Glu Pro Glu Gly Val lie Glu Ser Asn Trp Asn Glu lie Val Asp 

yi- 20 25 30 

■y. Ser Phe Asp Asp Met Asn Leu Ser Glu Ser Leu Leu Arg Gly lie Tyr 

hi 35 40 45 

Ala Tyr Gly Phe Glu Lys Pro Ser Ala lie Gin Gin Arg Ala lie Leu 

50 55 60 

Pro Cys lie Lys Gly Tyr Asp Val lie Ala Gin Ala Gin Ser Gly Thr 
65 70 75 80 

Gly Lys Thr Ala Thr Phe Ala He Ser He Leu Gin Gin He Glu Leu 

85 90 95 

Asp Leu Lys Ala Thr Gin Ala Leu Val Leu Ala Pro Thr Arg Glu Leu 
nl 100 105 110 

^ Ala Gin Gin Val Lys Ser Gly Phe Tyr Ser Leu 
115 120 



<210> 5005 
<211> 525 
<212> PRT 

<213> Homo sapiens 
<400> 5005 

Met Asp Pro Asp Gly Val He Glu Ser Asn Trp Asn Glu He Val Asp 

15 10 15 

Asn Phe Asp Asp Met Asn Leu Lys Glu Ser Leu Leu Arg Gly He Tyr 

20 25 30 

Ala Tyr Gly Phe Glu Lys Pro Ser Ala He Gin Gin Arg Ala He He 

35 40 45 

Pro Cys He Lys Gly Tyr Asp Val He Ala Gin Ala Gin Ser Gly Thr 

50 55 60 

Gly Lys Thr Ala Thr Phe Ala He Ser He Leu Gin Gin Leu Glu He 
65 70 75 80 

Glu Phe Lys Glu Thr Gin Ala Leu Val Leu Ala Pro Thr Arg Glu Leu 

85 90 95 

Ala Gin Gin He Gin Lys Val He Leu Ala Leu Gly Asp Tyr Met Gly 



2985 




100 105 110 

Ala Thr Cys His Ala Cys He Gly Gly Thr Asn Val Arg Asn Glu Met 

115 120 125 

Gin Lys Leu Gin Ala Glu Ala Pro His He Val Val Gly Thr Pro Gly 

130 135 140 

Arg Val Phe Asp Met Leu Asn Arg Arg Tyr Xaa Ser Pro Lys Trp He 
145 150 155 160 

Lys Met Phe Val Leu Asp Glu Ala Asp Glu Met Leu Ser Arg Gly 
165 170 175 

<210> 5006 
<211> 195 
<212> PRT 

<213> Homo sapiens 
<400> 5006 

Met Gly Ala Thr Cys His Ala Cys He Gly Gly Thr Asn Val Arg Asn 
15 10 15 

Glu Met Gin Lys Leu Gin Ala Glu Ala Pro His He Val Val Gly Thr 

20 25 30 

Pro Gly Arg Val Phe Asp Met Leu Asn Arg Arg Tyr Xaa Ser Pro Lys 
Ul 35 40 45 

H= Trp He Lys Met Phe Val Leu Asp Glu Ala Asp Glu Met Leu Ser Arg 
Uj 50 55 60 

:.f1 65 



m 



I5J 



<210> 5007 

<211> 186 

.<212> PRT 

<213> Homo sapiens 

<400> 5007 

Met Ser Ala Ser Gin Asp Ser Arg Thr Glu Pro Asn Pro Glu Glu Arg 

15 10 15 

Pro Arg Glu Ala Pro Gly Ala His Pro Ala Pro Gly Gly Arg Val His 

20 25 30 

Phe Ala Ala Gin Ala Gly Leu Leu Ala Asn Cys Gly Trp Ala Gly Pro 

35 40 45 

Pro Ser Phe Gly Gly Glu Arg Pro Glu He Gin Arg Gin Trp 
50 55 60 

<210> 5008 
<211> 156 
<212> PRT 

<213> Homo sapiens 
<400> 5008 

Met Glu Lys Leu Tyr Ser Glu Asn Glu Gly Met Ala Ser Asn Gin Gly 

15 10 15 

Lys Met Glu Asn Glu Glu Gin Pro Gin Asp Glu Arg Lys Pro Glu Val 

20 25 30 

Thr Cys Thr Leu Glu Asp Lys Lys Leu Glu Asn Glu Gly Lys Thr Xaa 
35 40 45 



2986 




Asn Lys Arg Lys 
50 

<210> 5009 
<211> 201 
<212> PRT 

<213> Homo sapiens 
<400> 5009 

Met Ala Glu Gly Glu Arg Val Cys Ala Ser Val Val Pro Ser Ala Leu 

15 10 15 

Arg Thr Leu Lys Arg Arg Ser Asn Leu Ser Arg lie Pro Ala Gly Gin 

20 25 30 

Glu Lys Glu Gly Lys Ser Arg His Val Ala Pro Pro Phe Arg Phe Phe 

35 40 45 

Pro Phe Ser Gly Phe Leu Phe Phe Gly Phe Leu Phe Pro Val Phe Ser 

50 55 60 

Phe Pro Ser 
65 

<210> 5010 
<211> 156 
<212> PRT 

<213> Homo sapiens 
<400> 5010 

Met Glu Lys Leu Tyr Ser Glu Asn Glu Gly Met Ala Ser Xaa Gin Gly 

15 10 15 

Lys Met Glu Asn Glu Glu Gin Pro Gin Asp Glu Arg Lys Pro Glu Val 

20 25 30 

Thr Cys Thr Leu Glu Asp Lys Lys Leu Glu Asn Glu Gly Lys Thr Xaa 

35 40 45 

Asn Lys Arg Lys 
50 

<210> 5011 
<211> 222 
<212> PRT 

<213> Homo sapiens 
<400> 5011 

Met Met Ser Pro Leu Lys Asn Ser Ser Asp Gly Leu Thr Ser Leu Asn 

15 10 15 

Gin Ser Asn Ser Thr Leu Val Ala Leu Pro Glu Gly Arg Gin Glu Leu 

20 25 30 

Ser Asp Gly Gin Val Lys Thr Gly lie Ser Met Ser Leu Leu Thr Val 

35 40 45 

lie Glu Lys Leu Arg Glu Arg Thr Asp Gin Asn Ala Ser Asp Asp Asp 

50 55 60 

lie Leu Lys Glu Leu Gin Asp Asn Ala Gin 
65 70 

<210> 5012 
<211> 306 



2987 




<212> PRT 

<213> Homo sapiens 



<400> 5012 
Met Pro Arg lie Met 
1 5 
Glu He Leu Lys Ala 
20 

Arg lie Ala Ser Leu 
35 

Arg Trp Tyr Glu Trp 
50 

Arg Glu Glu Glu Glu 
65 

Gin Trp Arg Thr He 
85 

Leu Glu His Tyr Glu 
100 



lie Lys Gly Gly Val Trp Arg Asn Thr Glu Asp 

10 15 
Ala Val Met Lys Tyr Gly Lys Asn Gin Trp Ser 

25 30 
Leu His Arg Lys Ser Ala Lys Gin Cys Lys Ala 

40 45 
Leu Asp Pro Ser lie Lys Lys Thr Glu Trp Ser 

55 60 
Lys Leu Leu His Leu Ala Lys Leu Met Pro Thr 
70 75 80 

Ala Pro He lie Gly Arg Thr Ala Ala Gin Cys 
90 95 

Phe 



in 



<210> 5013 
<211> 330 
<212> PRT 

<213> Homo sapiens 



<400> 5013 






















Met 


Ala 


Ala 


Ala 


Ala 


Val 


Gin Gly Gly Arg 


Ser Gly Gly 


Ser 


Gly Gly 


1 








5 










10 






15 


Cys 


Ser 


Gly 


Ala 


Gly 


Gly Ala 


Ser 


Asn 


Cys 


Gly Thr Gly Ser 


Gly Arg 








20 










25 






30 




Ser 


Gly 


Leu 


Leu 


Asp 


Lys 


Trp 


Lys 


He 


Asp 


Asp Lys Pro 


Val 


Lys He 






35 










40 






45 






Asp 


Lys 


Trp 


Asp 


Gly 


Ser 


Ala 


Val 


Lys 


Asn 


Ser Leu Asp 


Asp 


Ser Ala 




50 










55 








60 






Lys 


Lys 


Glu 


Lys 


Ser 


He 


Phe 


Leu 


Val 


Ala 


His Arg Lys 


Asp 


Pro Thr 


65 










70 










75 




80 


Gly 


Met 


Asp 


Pro 


Asp 


Asp 


He 


Trp 


Gin 


Leu 


Ser Ser Ser 


Xaa 


Lys Arg 










85 










90 






95 


Phe 


Asp 


Asp 


Lys 


Tyr 


Thr 


Leu 


Lys 


Leu 


Thr 


Phe He Ser 


Arg 










100 










105 






110 





<210> 5014 

<211> 429 

<212> PRT 

<213> Homo sapiens 



<400> 5014 
Met Asp Lys Met Ala 
1 5 
Ser Gly Gly Cys Ser 
20 

Ser Gly Arg Ser Gly 
35 

Val Lys He Asp Lys 
50 



Ala Ala Xaa Val Gin Gly Gly Arg Ser Gly Gly 

10 15 
Gly Ala Gly Gly Ala Ser Asn Cys Gly Thr Gly 

25 30 
Leu Leu Asp Lys Trp Lys He Asp Asp Lys Pro 

40 45 
Trp Asp Gly Ser Ala Val Lys Asn Ser Leu Asp 
55 60 



2988 





Ser 


Ala 


Lys 


Lys 


Val 


Leu 


Leu 


vj±U 


Lys 


Tyr 


Lys 


Tyr 


Val 


Glu 


Asn 


65 










70 










75 










80 


Phe 


Gly Leu 


He 


Asp 


Gly Arg 


Leu 


Thr 


He 


Cys 


Thr 


He 


Ser 


Cys 


Phe 










85 










90 










95 




Phe 


Ala 


He 


Val 
100 


Ala 


Leu 


He 


Trp 


Asp 
105 


Tyr 


Met 


His 


Pro 


Phe 
110 


Pro 


Glu 


Ser 


Lys 


Pro 
115 


Val 


Leu 


Ala 


Leu 


Cys 
120 


Val 


He 


Ser 


Tyr 


Phe 
125 


Val 


Met 


Met 


Gly 


He 
130 


Leu 


Thr 


He 


Tyr 


Thr 
135 


Ser 


Tyr 


Lys 


Glu 


Lys 
140 


Ser 


He 


Phe 





<210> 5015 

<211> 420 

<212> PRT 

<213> Homo sapiens 



<400> 5015 





Met 


Ala 


Ala Ala Ala 


Val 


Gin 


Gly Gly Arg 


Ser 


Gly Gly 


Ser 


Gly Gly 




1 




5 










10 








15 


!; 5 
-Fs 


Cys 


Ser 


Gly Ala Gly 


Gly Ala 


Ser 


Asn 


Cys 


Gly Thr Gly Ser 


Gly Arg 






20 








25 








30 




- 3SI 

y 5 


Ser 


Gly 


Leu Leu Asp 


Lys 


Trp 


Lys 


He 


Asp 


Asp 


Lys Pro 


Val 


Lys He 


H= 






35 






40 








45 






H , 3 


Asp 


Lys 


Trp Asp Gly 


Ser 


Ala 


Val 


Lys 


Asn 


Ser 


Leu Asp 


Asp 


Ser Ala 


. *=: 
z 




50 






55 










60 








Lys 


Lys 


Val Leu Leu 


Glu 


Lys 


Tyr 


Lys 


Tyr 


Val 


Glu Asn 


Phe 


Gly Leu 




65 






70 










75 






80 




He 


Asp 


Gly Arg Leu 
85 


Thr 


He 


Cys 


Thr 


He 
90 


Ser 


Cys Phe 


Phe 


Ala He 
95 


o 


Val 


Ala 


Leu He Trp 


Asp 


Tyr 


Met 


His 


Pro 


Phe 


Pro Glu 


Ser 


Lys Pro 


m 






100 








105 








110 






Val 


Leu 


Ala Leu Cys 


Val 


He 


Ser 


Tyr 


Phe 


Val 


Met Met 


Gly 


He Leu 








115 






120 








125 








Thr 


He 


Tyr Thr Ser 


Tyr 


Lys 


Glu 


Lys 


Ser 


He 


Phe 






z " "i 




130 






135 










140 







<210> 5016 
<211> 342 
<212> PRT 

<213> Homo sapiens 



<400> 5016 



Met 


Gly 


Arg 


He 


Phe 


Leu Asp 


His 


He Gly Gly Thr Arg 


Leu 


Phe 


Ser 


1 








5 








10 




15 




Cys 


Ala 


Asn 


Cys 


Asp 


Thr 


He 


Leu 


Thr Asn Arg Ser Glu 


Leu 


He 


Ser 








20 










25 


30 






Thr 


Arg 


Phe 


Thr 


Gly 


Ala 


Thr 


Gly Arg Ala Phe Leu Phe 


Asn 


Lys 


Val 






35 










40 


45 








Val 


Asn 


Leu 


Gin 


Tyr 


Ser 


Glu 


Val 


Gin Asp Arg Val Met 


Leu 


Thr 


Gly 




50 










55 




60 








Arg 


His 


Met 


Val 


Arg 


Asp 


Val 


Ser 


Cys Lys Asn Cys Asn 


Ser 


Lys 


Leu 


65 










70 






75 






80 


Gly 


Trp 


He 


Tyr 


Glu 


Phe 


Ala 


Thr 


Glu Asp Ser Gin Arg 


Tyr 


Lys 


Glu 










85 








90 




95 





2989 




Gly Arg Val He Leu 
100 

Arg Ser 



Xaa Arg Ala Leu Val Arg Glu Xaa Glu Gly Leu 
105 110 



<210> 5017 

<211> 354 

<212> PRT 

<213> Homo sapiens 



m 



<400> 5017 
























Met 


Ser 


Arg 


Ser 


Tyr 


Asn 


Asp 


Glu 


Leu Gin 


Phe 


Leu Glu 


Lys 


He 


Asn 


1 








5 








10 








15 




Lys 


Asn 


Cys 


Trp 
20 


Arg 


He 


Lys 


Lys 


Gly Phe 
25 


Val 


Pro Asn 


Met 
30 


Gin 


Val 


Glu 


Gly 


Val 
35 


Phe 


Tyr 


Val 


Asn 


Asp 
40 


Ala Leu 


Glu 


Lys Leu 
45 


Met 


Phe 


Glu 


Glu 


Leu 


Arg 


Asn 


Ala 


Cys 


Arg 


Gly Gly Gly Val 


Gly Gly 


Phe 


Leu 


Pro 




50 










55 








60 








Ala 


Met 


Lys 


Gin 


He 


Gly Asn Val 


Ala Ala 


Leu 


Pro Gly 


He 


Val 


His 


65 










70 








75 








80 


Arg 


Ser 


He 


Gly 


Leu 


Pro 


Asp 


Val 


His Ser 


Gly Tyr Gly 


Phe 


Ala 


He 










85 








90 








95 




Gly 


Asn 


Met 


Ala 
100 


Ala 


Phe 


Asp 


Met 


Asn Asp 
105 


Pro 


Glu Ala 


Val 
110 


Val 


Ser 


Pro 


Gly 


Gly 
115 


Val 


Gly 


Phe 



















<210> 5018 

<211> 198 

<212> PRT 

<213> Homo sapiens 



<400> 5018 
Met Glu Ala Asp Ala 
1 5 
Gin Leu Leu Gin Thr 
20 

He Gin Lys Leu Asp 
35 

Glu Lys Arg Leu Gin 
50 

Trp Leu 
65 



Ser Val Asp Met Phe Ser Lys Val Leu Glu His 

10 15 
Thr Lys Leu Val Glu Glu His Leu Asp Ser Glu 

25 30 
Gin Met Asp Glu Asp Glu Leu Glu Arg Leu Lys 

40 45 
Ala Leu Arg Lys Ala Gin Gin Gin Xaa Gin Glu 
55 60 



<210> 5019 

<211> 369 

<212> PRT 

<213> Homo sapiens 



<400> 5019 
Met Ala Ala He Gly 
1 5 
Gly Arg Asn Asp Ser 
20 



Arg Gly Arg Ser Leu Lys Asn Leu Arg Val Arg 

10 15 
Gly Glu Glu Asn Val Pro Leu Asp Leu Thr Arg 
25 30 



2990 



4 



Glu Pro Ser Asp 
35 

Gin Gly Val Ser 
50 

Lys Leu Leu Cys 
65 

Tyr Glu Asp lie 

Lys Glu Val Arg 
100 

Asp Ser Ser lie 
115 



Asn Leu Arg Glu 
40 

Asn Met Arg Lys 
55 

Asp lie Gly His 
70 

lie lie Cys Leu 
85 

Ala Ala Gly Leu 

Leu Gin Lys Val 
120 



lie Leu Gin Asn 

Leu Gly His Leu 
60 

Ser Glu Glu Lys 
75 

Arg Leu Ala Leu 
90 

Arg Ala Leu Arg 
105 

Leu Lys Leu 



Val Ala Arg Leu 
45 

Asn Asn Phe Thr 

Leu Gly Phe His 
80 

Leu Asn Glu Ala 
95 

Tyr Leu lie Gin 
110 



<210> 5020 
<211> 417 
<212> PRT 

<213> Homo sapiens 





<400> 5020 






























Met 


Asp Xaa 


Leu 


Val 


Ser 


Glu 


Cys 


Ser 


Ala 


Arg 


Leu 


Leu 


Gin 


Gin 


Glu 




1 






5 










10 










15 






Glu 


Glu He 


Lys 


Ser 


Leu 


Thr 


Ala 


Glu 


He 


Asp 


Arg 


Leu 


Lys 


Asn 


Cys 








20 










25 










30 






y 


Gly 


Cys Leu Gly Ala 


Ser 


Pro 


Asn 


Leu 


Glu 


Gin 


Leu 


Gin 


Glu 


Glu 


Asn 






35 










40 










45 










Leu 


Lys Leu 
50 


Lys 


Tyr 


Arg 


Leu 
55 


Asn 


He 


Leu 


Arg 


Lys 
60 


Ser 


Leu 


Gin 


Ala 




Glu 


Arg Asn 


Lys 


Pro 


Thr 


Lys 


Asn 


Met 


He 


Asn 


He 


He 


Ser 


Arg 


Leu 




65 








70 










75 










80 


Gin 


Glu Val 


Phe 


Gly 


His 


Ala 


He 


Lys 


Ala 


Ala 


Tyr 


Pro 


Asp 


Leu 


Glu 


ii U 








85 










90 










95 






Asn 


Pro Pro 


Leu 


Leu 


Val 


Thr 


Pro 


Ser 


Gin 


Gin 


Ala 


Lys 


Phe 


Gly Asp 


£ 






100 










105 










110 






.=?=. 


Tyr 


Gin Cys 


Asn 


Ser 


Ala 


Met 


Gly 


He 


Ser 


Gin 


Met 


Leu 


Lys 


Thr 


Lys 






115 










120 










125 










Glu 


Gin Lys 


Val 


Asn 


Pro 


Arg 


Glu 


He 


Ala 


Glu 













130 135 



<210> 5021 

<211> 297 

<212> PRT 

<213> Homo sapiens 



<400> 5021 












Met 


Arg 


Gin 


Lys 


Lys 


He 


Arg 


Glu 


1 








5 








Asn 


Thr 


Val 


Tyr 


Val 


Tyr Gly Gin 








20 










He 


Ser 


Glu 


Ser 


Glu 


Phe 


Leu 


Thr 






35 










40 


Val 


Cys 


Leu 


Val 


Tyr 


Asp 


Val 


Ser 




50 










55 




Ala 


Arg 


He 


Phe 


Lys 


Gin 


His 


Phe 



65 70 



Asp His Lys Ser Tyr Tyr Ala He 

10 15 
Glu Lys Tyr Leu Leu Leu His Asp 
25 30 
Glu Ala Glu He He Cys Asp Val 
45 

Asn Pro Lys Ser Phe Glu Tyr Cys 
60 

Met Asp Ser Arg He Pro Cys Leu 
75 80 
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4 



lie Val Ala Ala Lys 
85 

lie Ser Pro 



Ser Asp Leu His Glu Val Lys Gin Glu Tyr Ser 
90 95 



<210> 5022 
<211> 345 
<212> PRT 

<213> Homo sapiens 





<400> 5022 




























Met 


Pro 


Gly Arg 


His 


Val 


Ser 


Arg 


Val 


Arg 


Ala 


Leu 


Tyr 


Lys 


Arg 


Val 




1 






5 










10 










15 






Leu 


Gin 


Leu Xaa 


Arg 


Val 


Leu 


Pro 


Pro 


Asp 


Leu 


Lys 


Ser 


Leu Gly Asp 








20 










25 










30 








Gin 


Tyr 


Val Lys 
35 


Asp 


Glu 


Phe 


Arg 
40 


Arg 


His 


Lys 


Thr 


Val 
45 


Gly 


Ser 


Asp 




Glu 


Ala 
50 


Gin Arg 


Phe 


Leu 


Gin 
55 


Glu 


Trp 


Glu 


Val 


Tyr 
60 


Ala 


Thr 


Ala 


Leu 




Leu 


Gin 


Gin Ala 


Asn 


Glu 


Asn 


Arg 


Gin 


Asn 


Ser 


Thr Gly Lys 


Ala 


Cys 




65 








70 










75 










80 




Phe 


Gly 


Thr Phe 


Leu 


Pro 


Glu 


Glu 


Lys 


Leu 


Asn 


Asp 


Phe 


Arg 


Asp 


Glu 


y 0 








85 










90 










95 






Gin 


He 


Gly Gin 


Leu 


Gin 


Glu 


Leu 


Met 


Gin 


Glu 


Ala 


Thr 


Lys 


Pro 


Asn 








100 










105 










110 








Arg 


Gin 


Phe 
































115 



























€1 



<210> 5023 
<211> 225 
<212> PRT 

<213> Homo sapiens 

<400> 5023 
Met Thr Leu Ser Val 
1 5 
Arg Leu Leu Leu Gin 
20 

Asp Leu Cys Leu Leu 
35 

Glu Cys Ala Gly His 
50 

He Asp Gly Xaa Pro 
65 



Leu Ser Arg Lys Asp Lys Glu Arg Val He Arg 

10 15 
Ala Pro Pro Gly Glu Phe Val Asn Ala Phe Asp 

25 30 
He Arg Asp Glu Lys Leu Met His His Gin Gly 

40 45 
Gin His Cys Gin Xaa Tyr Ser Val Pro Leu Cys 

55 60 
Val Leu Leu Ser His His 
70 75 



<210> 5024 

<211> 426 

<212> PRT 

<213> Homo sapiens 



<400> 5024 
Met Ser Tyr Pro Ala 
1 5 
Tyr Ala Tyr Pro Ser 
20 



Asp Asp Tyr Glu Ser Glu Ala Ala Tyr Asp Pro 

10 15 
Asp Tyr Asp Met His Thr Gly Asp Pro Lys Gin 
25 30 
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Asp Leu Ala Tyr 
35 

Pro Glu Val lie 
50 

Asp Leu lie Asp 
65 

Ser Asp Val lie 

Asn Ser Trp Thr 
100 

Pro Glu Ala Glu 
115 

Leu lie Leu Tyr 
130 



Glu Arg Gin Tyr 
40 

Lys Asn Phe lie 
55 

Gin Lys Val Tyr 
70 

Asp Gin Lys Val 
85 

Lys Leu Thr Glu 

Ala lie Ala Pro 
120 

Lys Glu Leu Tyr 
135 



Glu Gin Gin Thr 

Gin Tyr Phe His 
60 

Glu Leu Gin Ala 
75 

Tyr Glu lie Gin 
90 

Arg Phe Phe Lys 
105 

Gin Val Gly Asn 

Tyr Arg His lie 
140 



Tyr Gin Val He 
45 

Lys Thr Val Ser 

Ser Arg Val Ser 
80 

Asp He Tyr Glu 
95 

Asn Thr Pro Trp 
110 

Asp Ala Val Phe 
125 

Tyr Ala 



<210> 5025 

<211> 459 

<212> PRT 

<213> Homo sapiens 

LJ 

<400> 5025 

ill Met Leu Gly Ala Gin Trp Arg Arg Asn Gin Pro Ser Arg Ala Ala Glu 
i 1 5 10 15 

{a Glu Trp Ser Gin His He Asn Gly Ala Ser His Ser Arg Arg Cys Gin 
20 25 30 

Leu Leu Leu Glu He Tyr Pro Glu Trp Asn Pro Asp Asn Asp Thr Gly 

35 40 45 

His Thr Met Gly Asp Pro Phe Met Leu Gin Gin Ser Thr Asn Pro Ala 
_ 50 55 60 

M Pro Gly He Leu Gly Pro Pro Pro Pro Ser Phe His Leu Gly Gly Pro 
fU 65 70 75 80 

PJ Ala Val Gly Pro Arg Gly Asn Leu Gly Ala Gly Asn Gly Asn Leu Gin 
^ 85 90 95 

Q Gly Pro Arg His Met Gin Lys Gly Arg Val Glu Thr Ser Arg Val Val 
100 105 110 

His He Met Asp Phe Gin Arg Gly Lys Asn Leu Arg Tyr Gin Leu Leu 

115 120 125 

Gin Leu Val Glu Pro Phe Gly Val He Ser Asn His Leu He Leu Asn 

130 135 140 

Lys He Asn Glu Ala Phe He Glu Met 
145 150 



<210> 5026 
<211> 300 
<212> PRT 

<213> Homo sapiens 



<400> 5026 

Met Ala Ala Gly Val Glu Ala Ala 
1 5 
Lys Met Glu Glu Glu Ser Gly Ala 
20 

Ala Pro Gly Pro Lys Gly Glu Gly 
35 40 



Ala Glu Val Ala Ala Thr Glu He 

10 15 
Pro Gly Val Pro Ser Gly Asn Gly 
25 30 
Glu Arg Pro Ala Gin Asn Glu Lys 
45 



2993 




Arg Lys Glu Lys Asn lie Lys Arg Gly Gly Asn Arg Phe Glu Pro Tyr 

50 55 60 

Ala Asn Pro Thr Lys Arg Tyr Arg Ala Phe lie Thr Asn lie Pro Phe 
65 70 75 80 

Asp Val Lys Trp Gin Ser Leu Lys Asp Leu Val Lys Glu Lys Val Gly 
85 90 95 

Glu Val Thr Tyr 
100 

<210> 5027 
<211> 255 
<212> PRT 

<213> Homo sapiens 
<400> 5027 

Met Arg Met Thr Met Glu Glu Met Lys Asn Glu Ala Glu Thr Thr Ser 
15 10 15 

Met Val Ser Met Pro Leu Tyr Ala Val Met Tyr Pro Val Phe Asn Glu 

20 25 30 

Leu Glu Arg Val Asn Leu Ser Ala Ala Gin Thr Leu Arg Ala Ala Phe 
35 40 45 

^LH lie Lys Ala Glu Lys Glu Asn Pro Gly Leu Thr Gin Asp lie lie Met 
N= 50 55 60 

y Lys He Leu Glu Lys Lys Ser Val Glu Val Asn Phe Thr Xaa Ser Leu 

65 70 75 80 

f\ Leu Arg Met Ala Ala 

85 



<210> 5028 
<211> 255 
<212> PRT 

<213> Homo sapiens 
<400> 5028 

Met Arg Met Thr Met Glu Glu Met Lys Asn Glu Ala Glu Thr Thr Ser 

15 10 15 

Met Val Ser Met Pro Leu Tyr Ala Val Met Tyr Pro Val Phe Asn Glu 

20 25 30 

Leu Glu Arg Val Asn Leu Ser Ala Ala Gin Thr Leu Arg Ala Ala Phe 

35 40 45 

He Lys Ala Glu Lys Glu Asn Pro Gly Leu Thr Gin Asp lie He Met 

50 55 60 

Lys He Leu Glu Lys Lys Ser Val Glu Val Asn Phe Thr Xaa Ser Leu 
65 70 75 80 

Leu Arg Met Ala Ala 
85 

<210> 5029 
<211> 246 
<212> PRT 

<213> Homo sapiens 
<400> 5029 

Met Gly Lys Gly Arg Phe Asp Glu Lys Glu Asn Val Ser Asn Cys He 
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4 



mi 



15 10 15 

Gin Leu Lys Thr Ser Val lie Lys Gly He Lys Asn Gin Leu He Glu 

20 25 30 

Gin Phe Pro Gly He Glu Pro Trp Leu Asn Gin He Met Pro Lys Lys 

35 40 45 

Asp Pro Val Lys He Val Arg Cys His Glu His He Glu He Leu Thr 

50 55 60 

Val Asn Gly Xaa Leu Leu Phe Phe Arg Gin Arg Glu Gly Pro Phe Tyr 
65 70 75 80 

Pro Thr 

<210> 5030 

<211> 282 

<212> PRT 

<213> Homo sapiens 

<400> 5030 

Met Phe Lys Lys Phe Asp Glu Lys Glu Asn Val Ser Asn Cys He Gin 

15 10 15 

Leu Lys Thr Ser Val He Lys Gly He Lys Asn Gin Leu He Glu Gin 

20 25 30 

Phe Pro Gly He Glu Pro Trp Leu Asn Gin He Met Pro Lys Lys Asp 

35 40 45 

Pro Val Lys He Val Arg Cys His Glu His He Glu He Leu Thr Val 

50 55 60 

Asn Gly Glu Leu Leu Phe Phe Arg Gin Arg Glu Gly Pro Phe Tyr Pro 
65 70 75 80 

Thr Leu Arg Leu Leu His Lys Tyr Pro Phe He Leu Pro His 
85 90 

<210> 5031 
<211> 300 
<212> PRT 

<213> Homo sapiens 
<400> 5031 

Met Gly Ala Val Lys Pro He Ser Met Lys Thr Cys Cys Gin His Gly 

15 10 15 

Asp Arg Gly Tyr Trp Ser Thr Gly Tyr Tyr Trp Arg Gly Gly Pro Asp 

20 25 30 

Asp Asn Leu He Glu Gly Gly Gly Thr Lys Phe Val Cys Lys Pro Gly 

35 40 45 

Ala Arg Asn He Thr Val He Phe His Pro Leu Leu Arg Phe He Gin 

50 55 60 

Glu He Xaa His Ala Leu Gly Leu Gly Pro Ala Lys Gin Cys Pro Leu 
65 70 75 80 

Arg Glu Phe Leu Thr Val Tyr He Lys Asn He Phe Leu Asn Gin Val 
85 90 95 

Leu Ala Glu He 
100 

<210> 5032 
<211> 288 
<212> PRT 
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<213> Homo sapiens 
<400> 5032 

Met Ser Thr He Gin Asn Leu Gin Ser Phe Asp Pro Phe Ala Asp Ala 
1 5 10 15^^ 

Thr Lys Gly Asp Asp Leu Leu Pro Ala Gly Thr Glu Asp Tyr He His 

20 25 30 

He Arg He Gin Gin Arg Asn Gly Arg Lys Thr Leu Thr Thr Val Gin 

35 40 45 

Gly He Ala Asp Asp Tyr Asp Lys Lys Lys Leu Val Lys Ala Phe Lys 

S° 55 60 

Lys Lys Phe Ala Cys Asn Gly Thr Val He Glu His Pro Glu Tyr Glv 

70 75 80 

Glu Val He Gin Leu Gin Gly Xaa Gin Arg Lys Thr Ser Ala Ser Phe 
85 90 95 

<210> 5033 
<211> 300 
^ <212> PRT 

<213> Homo sapiens 

4fl <400> 5033 

1:^ Met Cys Phe Pro Lys Val Leu Ser Asp Asp Met Lys Lys Leu Lys Ala 
^ Arg Met Val Met Ser Ser Leu Ala Glu Leu Glu Asp Asp Phe Lys Glu 

* rr. 25 30 

m Thr Val Ala Ala Tyr Tyr Glu Glu Gin His Pro Glu 

40 45 
^ Leu Thr Pro Leu Leu Glu Lys Glu Arg Asp Gly Leu Arg Cys Arg Gly 

55 60 
Asn Arg Ser Pro Val Pro Asp Val Glu Asp Pro Ala Thr Glu Glu Pro 



iy 65 70 



Gly Glu Ser Phe Cys Asp Lys Val Met Arg Trp Phe Gin Ala Met Leu 
85 90 95 

Gin Arg Leu Gin 
100 

<210> 5034 

<211> 306 

<212> PRT 

<213> Homo sapiens 

<400> 5034 

Met Gly Thr Pro Lys Pro Arg He Leu Pro Trp Leu Val Ser Gin Leu 

^ 10 15 

Asp Leu Gly Gin Leu Glu Gly Val Ala Trp Val Asn Lys Ser Arg Thr 

20 25 30 

Arg Phe Arg He Pro Trp Lys His Gly Leu Arg Gin Asp Ala Gin Gin 

35 40 45 

Glu Asp Phe Gly He Phe Gin Ala Trp Ala Glu Ala Thr Gly Ala Tyr 

55 60 
Val Pro Gly Arg Asp Lys Pro Asp Leu Pro Thr Trp Lys Arg Asn Phe 

'^0 75 80 

Arg Ser Ala Leu Asn Arg Lys Glu Gly Leu Arg Leu Ala Glu Asp Arg 
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r 



85 

Ser Lys Xaa Pro His Asp 
100 

<210> 5035 
<211> 327 
<212> PRT 

<213> Homo sapiens 
<400> 5035 

Met Lys Phe Val Tyr Lys 
1 5 
Glu Gly Glu Lys lie Arg 
20 

Val Glu Lys Ala Pro Lys 
35 

Tyr Leu Val Pro Ser Asp 
50 

Arg Lys Arg He His Leu 
65 70 
Asn Asn Val He Pro Pro 
85 

Leu Thr Asn His Asn Thr 
100 

<210> 5036 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 5036 

Met Met Glu Val Glu Ser 
1 5 
Thr Gly Arg Arg Asn Ala 
20 

Val Ser Val Arg Lys Leu 
35 

Gly Glu Pro Trp His Trp 
50 

<210> 5037 
<211> 288 
<212> PRT 

<213> Homo sapiens 



90 



95 



Glu Glu 

Lys Lys 

Ala Arg 

40 
Leu Thr 
55 

Arg Ala 
Thr Ser 
His Leu 



His Pro 
10 

Tyr Pro 
25 

He Gly 

Val Gly 

Glu Asp 

Val Ser 

90 
Thr Glu 
105 



Phe Glu Lys Arg Arg Ser 
15 

Asp Arg Val Pro Val He 
30 

Asp Leu Asp Lys Lys Lys 
45 

Tyr Phe Leu He 



Gin Phe 
60 

Ala Leu 
75 

Leu Val 



Phe Phe Phe Val 
80 

Leu Pro Gin Thr 
95 

Ser Leu Ser 



Ser Tyr Ser Asp Phe He Ser Cys Asp Arg 

10 15 
Val Pro Asp He Gin Gly Asp Ser Glu Ala 

25 30 
Ala Gly Asp Met Gly Glu Leu Ala Leu Glu 

40 45 
Pro Ser Ser Leu Phe Ser 
55 60 



<400> 5037 

Met Xaa Ser Glu He His 
1 5 
Thr Asn Gly Arg Leu Met 
20 

Ala He Thr Gin Pro Met 
35 

Thr Gly Lys Ser Tyr Leu 
50 



Met Thr Gly Pro Met Cys Leu He Glu Asn 

10 15 
Ala Asn Pro Glu Ala Leu Lys He Leu Ser 

25 30 
Val Val Val Ala He Val Gly Leu Tyr Arg 

40 45 
Met Asn Lys Leu Ala Gly Lys Lys Lys Gly 
55 60 
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Phe Ser Leu Gly Ser Thr Val Gin Ser His Thr Lys Gly He Trp Met 

65 70 nc 

Trp Cys Xaa Pro His Pro Lys Lys Pro Gly His He Leu Val Leu Leu 
85 90 95 

<210> 5038 
<211> 372 
<212> PRT 

<213> Homo sapiens 
<400> 5038 

Met Ala Pro Lys Arg Gin Ser Pro Leu Pro Pro Gin Lys Lys Lys Pro 

^5 10 ^3 

Arg Pro Pro Pro Ala Leu Gly Pro Glu Glu Thr Ser Ala Ser Ala Gly 

20 25 30 

Leu Pro Lys Lys Gly Glu Lys Glu Gin Gin Glu Ala He Glu His He 

35 40 45 

Asp Glu Val Gin Asn Glu He Asp Arg Leu Asn Glu Gin Ala Ser Glu 

55 60 
Glu He Leu Lys Val Glu Gin Lys Tyr Asn Lys Leu Arg Gin Pro Phe 

75 QQ 

Phe Gin Lys Arg Ser Glu Leu He Ala Lys He Pro Asn Phe Trp Val 

85 90 95^^ 

Thr Thr Phe Val Asn His Pro Gin Val Ser Ala Leu Leu Gly Glu Glu 

100 105 
Asp Glu Glu Ala Leu His Tyr Leu Thr Arg Val Glu 
115 120 

<210> 5039 
<211> 294 
<212> PRT 

<213> Homo sapiens 
<400> 5039 

Met Ala Ala Ser He Val Arg Arg Gly Met Leu Leu Ala Arg Gin Val 

^ 10 15 

Val Leu Pro Gin Leu Ser Pro Ala Gly Lys Arg Tyr Leu Leu Ser Ser 

20 25 30 

Ala Tyr Val Asp Ser His Lys Trp Glu Ala Arg Glu Lys Glu His Tyr 

35 40 45 

Cys Leu Ala Asp Leu Ala Ser Leu Met Asp Lys Thr Phe Glu Arg Lys 

50 55 60 

Leu Pro Val Ser Ser Leu Thr He Ser Arg Leu He Asp Asn He Ser 

'^0 75 80 

Ser Arg Glu Glu He Asp His Ala Glu Tyr Tyr Leu Tyr Lys Phe Arg 
85 90 95 

His Ser 

<210> 5040 
<211> 324 
<212> PRT 

<213> Homo sapiens 
<400> 5040 
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Met Glu Ala Tyr 
1 

Val Ala Glu Leu 
20 

Asp Lys Ala Lys 
35 

Glu Glu Lys Arg 
50 

Phe Glu Lys Met 
65 

Ala Ser Lys Thr 

Gly Xaa Xaa His 
100 



Glu Gin Val Gin 
5 

Gly Val Thr Lys 

Leu Leu Glu Ala 
40 

Arg Gly Leu Asp 
55 

Gin Glu Lys Arg 
70 

His Lys Gin Lys 
85 

Gly Ala Leu Arg 



Lys Gly Pro Leu 
10 

Arg Lys Lys Lys 
25 

Met Gly Thr Ser 

Lys Arg Thr Pro 
60 

Gin Met Xaa Arg 
75 

Ser Gly Gly Leu 
90 

His Ser Gin Ser 
105 



Lys Leu Lys Gly 
15 

Lys Lys Asp Lys 
30 

Lys Lys Asn Glu 
45 

Ala Gin Ala Ala 

Xaa Leu Lys Xaa 
80 

Gin Gin Thr Pro 
95 



<210> 5041 
<211> 285 
<212> PRT 

<213> Homo sapiens 
<400> 5041 

Met Ser Arg Pro Leu Ser Asp Gin Glu Lys Arg Lys Gin He Ser Val 
i 5 10 15 

Arg Gly Leu Ala Gly Val Glu Asn Val Thr Glu Leu Lys Lys Asn Phe 
Jn 20 25 30 

Asn Arg His Leu His Phe Thr Leu Val Lys Asp Arg Asn Val Ala Thr 
% 35 40 45 

Pro Arg Asp Tyr Tyr Phe Ala Leu Ala His Thr Val Arg Asp His Leu 
^ 50 55 60 

O Val Gly Arg Trp He Arg Thr Gin Gin His Tyr Tyr Glu Lys Asp Pro 
m 65 70 75 80 

fy Lys Ala Glu Asp Leu Leu Pro Val Phe Arg Val Leu Tyr Gly Thr 
J 85 90 95 

^ <210> 5042 
^ <211> 330 
<212> PRT 

<213> Homo sapiens 
<400> 5042 

Met Ser Asp Asp He Asp Trp Leu Arg Ser His Arg Gly Val Cys Lys 

15 10 15 

Val Asp Leu Tyr Asn Pro Glu Gly Gin Gin Asp Gin Asp Arg Lys Val 

20 25 30 

He Cys Phe Val Asp Val Ser Thr Leu Asn Val Glu Asp Lys Asp Tyr 

35 40 45 

Lys Asp Ala Ala Ser Ser Ser Ser Glu Gly Asn Leu Asn Leu Gly Ser 

50 55 60 

Leu Glu Glu Lys Glu He He Val He Lys Asp Thr Glu Lys Lys Asp 
6^ 70 75 80 

Gin Ser Lys Thr Glu Gly Ser Val Cys Leu Phe Lys Gin Ala Pro Ser 

85 90 95 

Asp Pro Val Ser Val Leu Asn Trp Leu Leu Ser Asp Leu Gin 
100 105 110 



2999 



<210> 5043 

<211> 219 

<212> PRT 

<213> Homo sapiens 

<400> 5043 

Met Ala Thr Ser Met Ala Ala Ala Ser Gly Arg Phe Glu Ser Ala Lys 

15 10 15 

Ser lie Glu Glu Arg Lys Glu Gin Thr Arg Asn Ala Arg Ala Glu Val 

20 25 30 

Leu Arg Gin Ala Lys Ala Asn Phe Glu Lys Glu Glu Arg Arg Lys Glu 

35 40 45 

Leu Lys Arg Leu Arg Gly Glu Asp Thr Trp Met Leu Pro Asp Val Asn 

50 55 60 

Glu Arg lie Glu Gin Phe Ser Gin Glu 
65 70 

<210> 5044 
O <211> 528 

<212> PRT 
Ul <213> Homo sapiens 



r. 5 H 



<400> 5044 

Met Val Asp Asp Lys Glu Lys Asn Met Lys Cys Leu Thr Phe Phe Leu 
15 10 15 

Met Leu Pro Glu Thr Val Lys Asn Arg Ser Lys Lys Ser Ser Lys Lys 
^ 20 25 30 

3 Ala Asn Thr Ser Ser Ser Ser Ser Asn Ser Ser Lys Leu Pro Pro Val 

O 35 40 45 

Cys Tyr Glu He He Thr Leu Lys Thr Lys Lys Lys Lys Met Ala Ala 
50 55 60 

^ Asp He Phe Pro Arg Lys Lys Pro Ala Asn Ser Ser Ser Thr Ser Val 
k 70 75 80 

^ Gin Gin Tyr His Gin Gin Asn Leu Ser Asn Asn Asn Leu He Pro Ala 
^' 85 90 95 

Pro Asn Trp Gin Gly Leu Tyr Pro Thr He Arg Glu Arg Asn Ala Met 

100 105 110 

Met Phe Asn Asn Asp Leu Met Ala Asp Val His Phe Val Val Gly Pro 

115 120 125 

Pro Gly Gly Thr Gin Arg Leu Pro Gly His Lys Tyr Val Leu Ala Val 
130 135 140 

^ Gly Ser Ser Val Xaa His Ala Met Phe Tyr Gly Glu Leu Ala Glu Asp 
145 150 155 160 

Lys Asp Glu He Arg He Pro Asp Val Glu Pro Ala Ala Phe Leu Ala 
165 170 175 

<210> 5045 
<211> 198 
<212> PRT 

<213> Homo sapiens 
<400> 5045 

Met Ala Cys Gly Phe Arg Arg Ala He Ala Cys Gin Leu Ser Arg Val 
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